BEST AVAILABLE COPY 



(12) INTERNATIONAL APPLICATION PUBLISHED UNDER THE PATENT COOPERATION TREATY (PCT) 



}<2 



(19) World Intellectual Property Organization 

International Bureau 

(43) International Publication Date 
12 September 2003 (12.09.2003) 




111! 



PCT 



(10) International Publication Number 

WO 03/074654 A2 



(51) International Patent Classification 7 : 



CI2N 



(21) International Application Number: PCT/US03/05028 

(22) International Filing Date: 20 February 2003 (20.02,2003 ) 

(25) Filing Language: English 

(26) Publication Language: English 

(30) Priority Data: 

60/358,580 20 February 2002 (20.02.2002) US 

60/363, 124 1 1 March 2002 (1 1 .03.2002) US 

60/386,782 6 June 2002 (06.06.2002) US 

60/406,784 29 August 2002 (29.08.2002) US 

60/408,378 5 September 2002 (05.09.2002) US 

60/409,293 9 September 2002 (09.09.2002) US 

60/440,129 15 January 2003 (15.01.2003) US 

(63) Related by continuation (CON) or continuation-in-part 
(CIP) to earlier applications: 

US 60/358,580 (CON) 

Filed on 20 February 2002 (20.02.2002) 



US 




60/363,124 (CON) 


Filed 


on 


1 1 March 2002 (11. 03. 2002) 


US 




60/386,782 (CON) 


Filed 


on 


6 June 2002 (06.06.2002) 


US 




60/406,784 (CON) 


Filed 


on 


29 August 2002 (29.08.2002) 


US 




60/408,378 (CON) 


Filed 


on 


5 September 2002 (05.09.2002) 


US 




60/409,293 (CON) 


Filed 


on 


9 September 2002 (09.09.2002) 


US 




60/440,129 (CON) 


Filed 


on 


15 January 2003 (15.01.2003) 



(71) Applicant (for all designated Slates except US): Sirna 
Therapeutics, Inc [US/US]; 2950 Wilderness Place, 
Boulder, CO 80301 (US). 

(72) Inventors; and 

(75) Inventors/Applicants (for US only): MCSWIGGEN, 
James [US/US]; 4866 Franklin Drive, Boulder, CO 
80301 (US). BE1GELMAN, Leonid [US/US]; 5530 
Colt Drive, Longmont, CO 80503 (US). CHOWRIRA, 
Bharat [US/US]; 576 Manorwood Lane, Louisville, CO 
80027 (US). PAVCO, Pamela [US/US1; 705 Barberry 

[Continued on next page J 



(54) Title: RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION USING SHORT INTERFERING NU- 
CLEIC ACID (SINA) 



A549 24h PCNA mRNA Expression 



< 

IT) 
^1- 




25 nM Treatment 

(57) Abstract: The present invention concerns methods and reagents useful in modulating gene expression in a variety of appli- 
cations, including use in therapeutic, diagnostic, target validation, and genomic discovery applications. Specifically, the invention 
relates to small nucleic acid molecules, such as short interfering nucleic acid (siNA). short interfering RNA (siRNA ), double-stranded 
RNA (dsRNA), micro-RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi) 
against target nucleic acid sequences. The small nucleic acid molecules are useful in the treatment of any disease or condition that 
responds to modulation of gene expression or activity in a cell, tissue, or organism. 



BNSDOCID: <WO 030746 54A2_I_> 



WO 03/074654 A2 



urn in 


inn 


illinium 


iiiiiiiiiiiiiii 


iiuiiiiiiiii 



Circle, Lafayette, CO 80026 (US). FOSNAUGH, Kathy 
fUS/US]; 1030 Edinboro Drive, Boulder, Colorado 80305 
(US). JAMISON, Sharon [US/US]; 4985 Twin Lakes 
Rd, #89, Boulder, CO 80301 (US). USMAN, Nassim 
[US/US]; 2129 Night Sky Lane, Lafayette, CO 80026 
(US). THOMPSON, James [US/US]; 705 Barberry 
Circle, Lafayette, CO 80026 (US). 

(74) Agent: TERPSTRA, Anita, J.; McDonnell Boehnen Hul- 
bert & Berghoff, 300 South Wacker Drive, Suite 3200, 
Chicago, IL 60606 (US). 

(81) Designated States (national): AE, AG, AL, AM, AT, AU, 

AZ, BA, BB, BG, BR, BY, BZ, CA, CH, CN, CO, CR, CU, 
CZ, DE, DK, DM, DZ, EC, EE, ES, FT, GB, GD, GE, GH, 
GM, HR, HU, ID, IL, IN, IS, JP, KE, KG, KP, KR, KZ, LC, 
LK, LR, LS, LT, LU, LV, MA, MD, MG, MK, MN, MW, 
MX, MZ, NO, NZ, OM, PH, PL, PT, RO, RU, SC, SD, SE, 
SG, SK, SL, TJ, TM, TN, TR, TT, TZ, UA, UG, US, UZ, 
VC, VN, YU, ZA, ZM, ZW. 



(84) Designated States (regional): ARIPO patent (GH, GM, 
KE, LS, MW, MZ, SD, SL, SZ, TZ, UG, ZM, ZW), 
Eurasian patent (AM, AZ, BY KG, KZ, MD, RU, TJ, TM), 
European patent (AT, BE, BG, CH, CY, CZ, DE, DK, EE, 
ES, FI, FR, GB, GR, HU, IE, IT, LU, MC, NL, PT, SE, SI, 
SK, TR), OAP1 patent (BF, BJ, CF, CG, CI, CM, GA, GN, 
GQ, GW, ML, MR, NE, SN, TD, TG). 

Declaration under Rule 4.17: 

— of inventorship (Rule 4. J 7(iv)J for US only 

Published: 

— without international search report and to be republished 
upon receipt of that report 

For two-letter codes and other abbreviations, refer to the "Guid- 
ance Notes on Codes and Abbreviations" appearing at the begin- 
ning of each regular issue of the PCT Gazette. 



BNSDOCID <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/35S,5S0 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et ah, 1998, 
Nature, 391, 806). The corresponding process hi plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2',5*-oligoadenylate synthetase resulting in non-specific cleavage of 
rnRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease HI 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 199S, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNA in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 

2 
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(Elbashir et al, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3 '-terminal dinucleotide overhangs. Furthermore, 

5 complete substitution of one or both siRNA strands with 2'-deoxy (2'-H) or 2 , -0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3 '-terminal siRNA 
overhang nucleotides with 2 f -deoxy nucleotides (2'-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 

10 target RNA is defined by the 5 f -end of the siRNA guide sequence rather than the 3'-end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5 -phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5 -phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell, 107, 309). 

15 Studies have shown that replacing the S'-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 -overhangs with 
deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO 7., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2-O-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2 , -amino or 2-O- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4'-C methylene bridge. 

3 



BNSOOCID: <WO O3074654A2_l_> 



WO 03/074654 PCT/US03/05028 
However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C elegans using long (>25 nt) siRNA 

5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id, In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al. International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zernicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inliibiting the expression of particular genes in mammalian 

4 
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cells using certain dsRN A molecules. Fire et aL, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et aL, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et aL, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et aL, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et aL, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
aL, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et aL, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et ah, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et aL, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et aL, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et aL, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson ! s Disease models using certain 
dsRNAs. Deak et aL, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-derivGd gene products that may be related to RNAi in Drosophila. Arndt et 
aL, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et aL, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et aL, International PCT Publication No. WO 00/63364, and 
Satishchandran et aL, International PCT Publication No. WO 01/04313, describe certain 

5 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 

SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 
RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNA). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 
uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-lhniting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 
vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 
acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even'if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 
gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 
distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 
protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 
sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HTV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 

9 



BNSDOCID: <WO 030746S4A2 J_> 



WO 03/074654 PCT/US03/05028 

The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 

10 wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2'-deoxy nucleotides, and/or 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

In one embodhnent, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3'-end, or both of the 5' and 3* ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 
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internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 
at least two 3 5 terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2 J -deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 
complementary nucleotides of the other fragment of the siNA molecule, hi another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 
the endogenous mammalian target gene. In another embodiment, the 5' -end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g.. a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR)_, 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammahan target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3' -overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al t supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al., 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2 5 -0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 

5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are . 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et aL, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

1 5 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vifro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 

20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 

25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 

30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3'-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5'-end of said antisense region. The 3 f -terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3 -terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3 f - 
10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 

Z 

ii 

Ri X P Y R 2 

W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified intemucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified intemucleotide linkages having Formula I at the 3'-end, the 5'-end, or both of 
the 3' and 5'-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified intemucleotide linkages having 
15 Formula I at the 5*-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified intemucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
intemucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having intemucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I-VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 



16 



03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocyclo alkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2 3 S=0 3 CHF 3 or CF2 3 and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-mtropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula EL at 
the 3 -end, the 5'-end, or both of the 3 1 and 5-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3*- 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
having Formula EI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula HI can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or iion-nucleotide(s) of Formula III at the 5'-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5 , or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 III at the 3 '-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or HI, wherein the nucleotide having Formula II or HI is in an inverted 
configuration. For example, the nucleotide having Formula II or III is connected to the 
siNA construct in a 3 f -3\ 3'-2\ 2 , -3\ or 5'-5' configuration, such as at the 3'-end, the 5'- 
1 0 end, or both of the 3* and 5 f -ends of one or both siNA strands. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 

Z 

ii 

X P Y 

I 

15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a S'-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3 f -end of one or both strands. In another embodiment, 
a 5 f -terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 

5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate intemucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate intemucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate intemucleotide linkages in both siNA strands. The phosphorothioate 
intemucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate intemucleotide 

15 linkages at the 3 -end, the 5'-end, or both of the 3'- and 5 f -ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate intemucleotide linkages at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate intemucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate intemucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2-deoxy, 2-O-methyl, 2'-deoxy-2'-fluoro, and/or about one or more 
30 (e g * about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3-end, the 5'-end, or both of the 3 - and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2-O-methyl, 2 f -deoxy-2 ! -fluoro, and/or one or more {e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3-end, the 5-end, or both of the 3'- and 5-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2 f -deoxy, 2-O-methyl and/or 2'-deoxy-2 f -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 -end, 
the 5'-end, or both of the 3 - and 5-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2 -deoxy, 

15 T-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5 -end, or both of the 3 ? - and 5-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2-deoxy-2-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 f -ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2-O-methyl and/or 2'-deoxy-2 , -fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5 ! -end, or both of the 3 - and 5 ! -ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, S, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5<-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, S, 9, 10 or 
more) 2'-deoxy, 2 , -0-methyl, 2'-deoxy-2 , -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the S'-end, the 5'-end, or both of the 3'- and 5'-ends of the antisense 
strand, hi another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 
15 the 5'-end, or both of the 3' and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2 1 -deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the S'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 
25 2 , -deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3'-end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 
methyl and/or 2'-deoxy-2'-fiuoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 
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terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends, being 
present in the same or different strand. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate intemucleotide linkages in each strand of the siNA molecule. 

hi another embodiment, the invention features a siNA molecule comprising 2-5 ' 
intemucleotide linkages. The 2'-5 ! intemucleotide linkage(s) can be at the 3'-end, the 5- 
end, or both of the 3'- and 5-ends of one or both siNA sequence strands. In addition, the 
2 f -5 f intemucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every intemucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2'-5* intemucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every intemucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2'-5' intemucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 5 -terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VH or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3 '-terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3'-terminal overhangs, such as 3'-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 (e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I- VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (e.g., 
about 42, 43, 44, 45, 46, 47, 4S, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I- VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3'-terminal overhangs, such as 3'-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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R-I0 




wherein each R3, R4, R5, R6, R7, RS, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-arninoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aniinoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, S, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 




R 



2 



wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-allcyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamhio, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3'-end, the 5'-end, or both of the 3' and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3'-end or the 5'-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3'-2', 2'-3*, or 5*-5' configuration, such as at the 
3'-end, the 5'-end, or both of the 3' and 5-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 

about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3*-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

20 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are T- 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 '-terminal nucleotide overhang that 
are present in said sense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2'- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2-O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2'- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3'-terminal 
nucleotide overhang that are present in said antisense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2 ! -deoxy 
purine nucleotides). 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 , -deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 

10 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2 f -deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3'- 
end, the 5-end, or both of the 3' and Spends of the sense region. The sense region 
optionally further comprises a S'-terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2 , -deoxyribonucleotides. The antisense region comprises one or more 2'- 
deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2- 
deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2 , -Omethyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2 f -0~methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3-end, the S'-end, or both of the 3 1 and 5-ends of the 
antisense sequence. The antisense region optionally further comprises a 3 f -terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 ! - 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate intemucleotide linkages. Non- limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2-deoxy- 
2 ! -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2-deoxy-2 - 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2- 
deoxy-2-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2 , -deoxy-2 ! -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2 ! -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 ! -deoxy-2 ! -fluoro pyrimidine nucleotides), and one or more 
2'-Omethyl purine nucleotides (e.g., wherein all purine nucleotides are 2-O-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2 , -0~methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 '-end, the 
5 -end, or both of the 3' and 5 '-ends of the sense region. The sense region optionally 
further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2-deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3 f -end, the 5-end, or 

15 both of the 3 ? and 5 f -ends of the antisense sequence. The antisense region optionally 
further comprises a 3'-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2 -deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2 f -deoxy-2 -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 r -deoxy-2 f -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2 '-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 

30 O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2 '-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2 -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2 5 -methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 
15 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense 
region. The sense region optionally further comprises a 3 -terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2 , -deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3 ! -end, the 5'-end, or both of the 3' and 5'-ends of the antisense 
20 sequence. The antisense region optionally further comprises a 3-termmal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 f -deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer- Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 
covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 
the 5'-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3*-end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 
facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 
chemically-modified siNA molecules are described in Vargeese et ah, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 
skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 



32 



03074654A2_L> 



WO 03/074654 PCT/US03/05028 

maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 

5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, S, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. Mol Titer., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and Biochemistiy 1993, 32:1751; Durand et al, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al., Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 34:301; Ono et al, Biochemistiy 1991, 30:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et al, International Publication No. WO 95/11910 and Ferentz 
and Verdine, /. Am. Chem. Soc. 1991, 773:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
• regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 
15 (e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 
20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 
25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5'-terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5'-terminal 

34 



BNSDOCID' <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



phosphate group and a 3'-terminal phosphate group (e.g., a 2\ 3'-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-Vn, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2 -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2-O-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2 , -Omethyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2 , -0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2 ! -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 t -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2'-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2'-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 

5 the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal T- 
deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 

1 0 such as a 5 ' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
15 the siNA are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 
20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

hi one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2 ! -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5'-end, or both of the 3 1 and Spends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 5 -end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 5 -terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer-Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
1 5 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 
20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 
25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting, or treatment of 
30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 

10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
winch can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 

40 



BNSDOC1D <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

ha another embodiment, the invention features a method of modulating the 
expression of more than one gene hi an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted fomis. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vifro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 

5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 

10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 {e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 
preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 
subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rej ection in the subj ect. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
: chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

hi one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

hi another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 
10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 
15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 
20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 
25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 
30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5 f -protecting group, 
for example, a S'-O-dimetlaoxytrityl group (S'-O-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

In another embodiment, the method of synthesis of siNA molecules of the invention 
comprises the teachings of Scaringe et aL, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in' a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications, for example, one or more chemical modifications having any of Formulae 
I- VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VH or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 

49 



BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 PCT/US03/05028 

step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I-VH or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, All, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshirq, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, SNA, 8, 
842-850; Reinhart et al, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002 Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 
10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 
15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 
20 means of a nucleic acid based or non-nucleic acid-based linkers). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 
25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 
30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5' -phosphate (see for example Martinez et aL, 2002, Cell, 110, 563-574 and 
Schwarz et al. 9 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2 f -OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2 1 - 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2' -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et ah, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene 11 is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid.sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Detennination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et ah, 1987, CSH Symp. Quant. Biol. LII pp.123-133; Frier et ah, 1986, Proc. Nat. Acad. 

25 Sci. USA 83:9373-9377; Turner et al, 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 10%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 la one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about IS, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19 Examples of such nucleic acid molecules consist essentially of sequences defined m 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2' position of a (3-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinants produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 200 1, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

hi one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nni725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siN A molecule having complementarity to a RNA molecule referred to by 
a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 
RNA molecules referred to by Genbank Accession number in Table IH) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 
10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and T- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 
5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3'-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-tenninal 
15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 

level of luciferase expression in the HeLa cells is designated by the "cells" column. 

Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 

75 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3 5 -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table L In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 5 -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 
example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additkmal RNA by RNA-dependent RNA 
polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18 A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5 ! - and 3 '-terminal internucleotide linkages, wherein the two terminal 3- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2-O-methyl or 2'-deoxy-2-fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3'-terminal glyceryl moiety and wherein the two terminal 
3 -nucleotides are optionally complementary to the target RNA sequence, and having one 
3 '-terminal phosphorothioate internucleotide linkage and four 5 -terminal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2'-deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2 f -0-methyl or 2 f -deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 '-terminal glyceryl moiety and wherein. the two terminal 
20 3 '-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 , -deoxy-2 , -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 - and 3 1 - tenninal 
25 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2-O-methyl or 2 i -deoxy-2 l - 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3 -nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 -terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2'- 
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deoxy-2'-£luoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
5 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2'-deoxy nucleotides. The 
10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3'-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 
15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2'-deoxy- 

25 2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2'-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
30 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
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* ' nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 

deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 '-terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18 A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro, hi another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
that can be used, for example, to stabilize the 3'-end of siNA sequences of the invention, 
including (1) [3-3']-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-3']-3'- 
deoxyribonucleotide; (4) [5'-3']-ribonucleotide; (5) [5'-3-]-3'-0-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [S'-S'l-S'-deoxyribonucleotide; (8) [3'-3']-deoxyribonucleotide; (9) [5'-2*]- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2'-deoxy nucleotide shown 5* 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I-W 
or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#2S266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 5 -terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 

5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#3 0998/3 1074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3'-terminal phosphorothioate internucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3'-terminal phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2). 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3'-terminal dithymidine caps 
(RPI#31003/31079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#31314/31325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction* of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3'-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3' -terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 5 -terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2 9 -fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5 5 and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 5 -terminal phosphorothioate intemucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 
transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1035/31 111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 
strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 13 10/31311), which was also compared to a matched chemistry inverted control 
(RPI#31322/31323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

TVtef-.Vmnism of acti on of Nucleic Acid Mo lecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo, 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2\ 5-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al., 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translation^ 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), winch mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 
10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 
15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNA mediated by dsRNA in mouse embryos. Hammond et al, 
20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21-nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 
25 sequence that are essential to mediate efficient RNA activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3'- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2*-0-methyl nucleotides abolishes RNA activity, whereas substitution of 
3'-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 
30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3'-end 



76 



BNSDOC1D <WO_ 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



' ' (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 

phosphate on the target-complementary strand of a siRNA duplex is required for siKNA 
activity and that ATP is utilized to maintain the 5'-phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5-phosphate 
5 are active when introduced exogenously, suggesting that S'-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides {e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al., 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol. Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng, 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,311. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 ! -end, and phosphoramidites at the 3-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 2.5 min coupling step for 2'-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2-deoxy-2 f - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 jimol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 uL of 0.1 1 
M = 6.6 umol) of T-O-mefhyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 uL of 0.25 M = 15 umol) can be used in each coupling cycle of 2'-0-methyl residues 
relative to polymer-bound S'-hydroxyl. A 22-fold excess (40 uL of 0.11 M = 4.4 umol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 uL of 0.25 M = 
10 umol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5'-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% 7V-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM I 2 , 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supematants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al, 1987, J. Am. Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5'-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 umol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 niin coupling step for 2 -O-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 ^mol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 nL of 0.11 M = 6.6 jimol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 |iL of 0.25 M = 15 jamol) 
can be used in each coupling cycle of 2-O-methyl residues relative to polymer-bound 5- 
hydroxyl. A 66-fold excess (120 }iL of 0.1 1 M = 13.2 ^imol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 jaL of 0.25 M = 30 |imol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5'- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM b, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 of a solution of 1.5 mL N-methylpyrrolidinone, 750 fiL 
TEA and 1 mL TEA-3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA»3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1.5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
15 above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al., 1992, Science 256, 9923; Draper et al, International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2-amino, 
2'-C-allyl, 2 , -fluoro, 2'-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. ScL 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2'-C-allyl, 2'-fluoro, 2'-0-methyl, 2'-0- 
allyl, 2'-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 
TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al, 1996, 
Biochemistiy, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCT No. 
WO 92/07065; Perrault et al. Nature, 1990, 344, 565-568; Pieken et al. Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Sci. , 1992, 17, 334-339; 
Usman et al. International Publication PCT No. WO 93/15187; Sproat, U.S. Pat. No. 
5,334,711 and Beigelman et al., 1995, J. Biol. Chem., 270, 25702; Beigelman et al., 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 
April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 61, 99-134; and Burlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 
incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

While chemical modification of oligonucleotide intemucleotide linkages with 
phosphorothioate, phosphorodithioate, and/or 5'-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these intemucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

Short interfering nucleic acid (siNA) molecules having chemical modifications that 
maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vifro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et aL, 1995, Nucleic Acids Res. 23, 2677; Caruthers et aL, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 
modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more {e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2\ 4'-C 
methylene bicyclo nucleotide (see for example Wengel et aL, International PCT 
Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 

5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2'-fluoro, 2 , -amino, 2 l -0-amino, 
2 , -C-allyl, 2 f -Oallyl, and other 2 ! -modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable- nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The tenn "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or phannacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
{e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 

10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3'- cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
1 5 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et al, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 
20 localization within a cell. The cap may be present at the 5'-terminus (5'-cap) or at the 3'- 
terminal (3'-cap) or may be present on both termini. In non-limiting examples, the 5'-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4\5'-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4'-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 
25 modified base nucleotide; phosphorodithioate linkage; ^reo-pentofuranosyl nucleotide; 
acyclic 3',4'-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3'-3'-inverted nucleotide moiety; 3'-3'-inverted abasic 
moiety; 3'-2'-inverted nucleotide moiety; 3'-2'-inverted abasic moiety; 1,4-butanediol 
phosphate; 3*-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3'-phosphate; 3'- 
30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3 '-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4 f ,5-methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4 f -thio nucleotide, carbocyclic nucleotide; 5 f -amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aniinopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
////-eopentofuranosyl nucleotide; acyclic 3',4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5-5-inverted nucleotide moiety; 5-5- 
inverted abasic moiety; 5-phosphoramidate; 5'-phosphorothioate; 1,4-butanediol 
10 phosphate; 5 f -amino; bridging and/or non-bridging S'-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and S'-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the 1-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, ==S, N02, halogen, 
N(CH3)2, ammo, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
NO2 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR*, where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the 1 ' position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al, International PCT 
Publication No. WO 92/07065; Usman et al, International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3 -methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at 1' position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al., 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the l 1 position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the V carbon of p-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2'-modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or 2'-<9- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 
10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 
15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol. Membr. Biol, 16, 129-140; Holland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 
20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 
25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 
30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol Brain Research, 55, 
5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghirnikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04S19 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk. Res. f 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered {e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutical^ acceptable formulations of the 
compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 
or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell {i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 
factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic adininistration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 
intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 
localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 
such as cells producing excess MDR. 
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By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol.* 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al 9 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 
nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatiy, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et aL, 1998, J. Pharm. Sci., 87, 1308-1315; Tyler et 
al 9 1999, FEBSLett., 421, 2S0-284; Pardridge et al y 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Deliveiy Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 
20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al. Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 
25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et a/., 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 
30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of />-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 nig/kg body weight/day of active 
ingredients is administered dependent upon potency of die negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 
These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, com starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 
techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more colonng 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 
10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol. Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 
1 5 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol. Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 
20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 
25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 
30 2001 ; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. Sci., USA 83, 399; Scanlon et a!., 

1991, Proc. Natl. Acad. Sci. USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
Dev., 2, 3-15; Dropulic et al, 1992, J. Virol., 66, 1432-41; Weerasinghe et al., 1991, J. 
Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; Sarvere/a/., 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Tfierapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Tairae/a/., 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 
Chem., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 
to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol m based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 
transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mPvNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG, 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region (e.g., eukaryotic pol I, II or HI initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, II or in termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3'-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol IU). Transcripts from pol E or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol H promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl. Acad. Sci. USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al, 1993, Methods Enzymol, 217, 47-66; Zhou et al, 1990, Mol. 
Cell Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabet et al, 1992, Antisense Res. Dev., 2, 3-15; Ojwang et al, 1992, Proc. Natl. Acad. 
Sci. USA, 89, 10S02-6; Chen et al, 1992, Nucleic Acids Res., 20, 45S1-9; Yu et al, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et al, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et aL, 1993, Proc. Natl. Acad. Set U. S. A, 90, 8000-4; Thompson et 
aL, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et aL, supra; Couture and Stinchcomb, 1996, supra; Noonberg et aL, 1994, 
Nucleic Acid Res., 22, 2S30; Noonberg et aL t U.S. Pat. No. 5,624,803; Good et aL, 1997, 
Gene Ttier., 4, 45; Beigelman et aL, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 -end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3'-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Exam ple 1: Tandem synthesi s of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides KNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the S'-terminal dimethoxytrityl (5'-0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5'-0-DMT group while the complementary 
strand comprises a terminal 5'-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CIS cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5-O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 C V of 1 % aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2|^M siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

Internal labeling was performed via kinase reactions with polynucleotide kinase 
(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 
5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 
an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA tar g et si tes i n any RN A sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these detemiinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, Mac Vector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homo log. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3'-end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3 f terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2'~0-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3'-end stabilization chemistries, 
including 3'-glyceryl, 3'-inverted abasic, 3'-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test KNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 
20 was then added to a microliter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and S4 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 
25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 
30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3 5 -terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3' -phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-Omethyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3 5 end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 5 -terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3'-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 5 -glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (hiv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 5 -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 

30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an , 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were r 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified - 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 5 -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 

Ill 



BNSCXXID: <WO 03074654A2_I_> 



WO 03/074654 PCT/US03/05028 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3'-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

1 5 • compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate intemucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

siNA target sites were chosen by analyzing sequences of the target RNA and 
optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 
each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 
duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 
20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 
25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 
30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 

5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 

10 Usman et al., US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, KNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of S'-O- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2 5 -deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et aL, US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'~deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et ah, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 

115 

BNSDOCID: <WO 03074654A2_L> 



PCT/US03/05028 

WO 03/074654 

can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 urn GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1.25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

Alternately, internally-labeled target RNA for the assay is prepared by in vitro 
transcription in the presence of [alpha-32p] CTP , passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5'-32p_ e nd labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 
generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 
cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 1 0: Nucleic acid inhibition of t arget RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two fomiats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification {eg,, ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2jag/ml) are complexed in 
20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at lxl 0^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 1 5 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcycler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3'-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 ,1 reactions consisting of 10 ul total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PGR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 uM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpUTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 
10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to B-actm or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 
15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 
20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 
25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 1 1 ■ Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et ah, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et ah, 1995 Proc. Nath 
Acad. Sci. USA. 92: 905-909; Shweiki et ah, 1992 J. Clin. Invest 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et ah, 1985 Cornea 4: 35-41; 
Lepri, et ah, 1994 J. Ocular Pharmacol. 10: 273-280; Ormerod et ah, 1990 Ant. J. 
Pathol. 137: 1243-1252) or intracomeal growth factor implant (Grant et ah, 1993 
Diabetologia 36: 282-291; Pandey et ah 1995 supra; Zieche et ah, 1992 Lab. Invest. 
. 67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 ah, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et ah, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et ah, 
1994 Cell 79: 315-328; Senger et ah, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et ah, 1994 Cancer Res. 54: 4233-4237; Kim et ah, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et ah, 1995 Proc. Nath 
Acad. Sci. USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai bum, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 

15 form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly i.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a . 

15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 

20 (i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al, supra. 

The stimulus for angiogenesis in this study was the treatment of the filter disk with 
30 uM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 
adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 
production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

R&D Systems VEGF, carrier free at 75 uM in 82 mM Tris-Cl, pH 6.9 
siNA, 1.67 uG/uL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 
siNA, 1.67 uG/uL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

siNA 1.67 ug/uL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 
Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 



122 



030746 54A2 I _> 



WO 03/074654 



PCT/US03/05028 



Husbandly 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20jLig/eye treatment, 6 |iLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 |im pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 \xL of 75 |iM VEGF in 82 mM Tris HC1 (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et al. Supra 
and Pandey et ah, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 urn OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

1 0 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 uL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37 C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2 , -fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

15 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR fHERn RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 (il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 (il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 
for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was compared to a 
chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in winch the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3>-terminal phosphorothioate internucleotide linkage (RPI#31300/31301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown hi the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Exam ple 14: RNAi mediated inh ibition of PKC-alphaRNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 
the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

15 (transfection control). 

Example 15: RNAi mediated inhibition of Myc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^l/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 §xl. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Pv^ ple 16: RNAi melted inhibitio n of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 unwell, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 
20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 
25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/31 369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 fil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 |il/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |xl. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixtoe. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 

5 and 3 '-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of B AC E RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
1 5 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 ul. Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to then- 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cyclin Dl RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhibition of PTP-1B RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 

15 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 

30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21: RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed, hi a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 

5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 

10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCN A RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 uVwell, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 uVwell 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM hi a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3' -terminal phosphorothioate internucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D504S3.1, L3831S and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M1624S, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC.001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nordimiting examples of 
conserved regions of the viral genomes include but are not limited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 

ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 

due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 
15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 
20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 
25 NM 005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM.015620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCA1 (for example GenBank Accession No. NM_001285) , 
30 phospholaniban (for example GenBank Accession No. NM_002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table HI. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules {i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 
10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 
15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

hi addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table II 



A. 2.5 pmol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methy! 


Wait Time*RNA 


Phosphoramidites 


6.5 


163 uL 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 pL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 pL 


5 sec 


5 sec 


5 sec 


/v-Methyl 
Imidazole 


186 


233 uL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



B. 0.2 pmol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 


Phosphoramidites 


15 


31 UL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 pL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124pL 


5 sec 


5 sec 


5 sec 


/V-Methyl 
Imidazole 


1245 


124 pL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 pL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 pL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 



C 0.2 umol Synthesis Cycle 96 well Instrument 



Reagent 


Equivalents:DNA/ 
2*-0-methyl/Ribo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2'-0- 
methyl 


Wait Time* Ribo 


Phosphoramidites 


22/33/66 


40/60/120 pL 


60 sec 


1 80 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 uL 


60 sec 


1 80 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


A/-Methyl 
Imidazole 


502/502/502 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 pL 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 uL 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


1 00 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 pL 


NA 


NA 


NA 



Wait time does not include contact time during delivery. 
Tandem synthesis utilizes double coupling of linker molecule 
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Table III 



Group 


Solution on 
Filter (1.0 
ML) 


Stock VEGF 
concentration 


Number 
of 

Animals 


Injectate 
(6.0 nL) 


Dose 


Cone, 
injectate 


1 


Tris-Cl pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 

free 
75 uM 


3.53 ug/uL 


5 


water 


NA 


NA 


3 


R&D Systems 

\7"FC-iT^ — cz\ T"T"i £»v 

V XjVJX V_dX 1 ±t_L 

free 
75 jiM 


3.53 ug/uL 


5 


Site 2340 
btaDi 
siRNA 


10 
ug/eye 


1.67 
Mg/l^L 


4 


R&D Systems 
v xjvjjr-L<Axricr 
free 
75 liM 


3.53 ug/uL 


5 


Site 2340 
btabl 
siRNA 


3 

Ug/eye 


0.5 
ug/uL 


5 


R&D Systems 

V XjVJX 1_CIX 1 It-X 

free 
75 |oM 


3.53 ug/jiL 


5 


Site 2340 
btabl 
siRNA 


1 

Ug/eye 


0.167 

. — / T 

. Mg/^L 


6 


R&D Systems 

v J-iVjx LalllCl 

free 
75 uM 


3.53 ug/uL 


5 


Inactive 

bite Zo4fcU 

Stabl 
siRNA 


10 

Mg/ eye 


1.67 
Ug/uL 


7 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


3 


0.5 


8 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA | 


1 

Ug/eye 


0.167 
Mg/^L 
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4 



Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 


- 


5 at 5 '-end 
1 at 3 '-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 


- 


All 

linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


_ 


4 at 5 '-end 
4 at 3 '-end 


Usually S 


"Stab 4" 


2'-fluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo' 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'~deoxy 




1 at 3 '-end 


Usually AS 



5 CAP = any terminal cap, see for example Figure 10. 

All Stab 1-1 1 chemistries can comprise 3'-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 
10 AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC8S523), mRNA 


NM_032564 


Homo sapiens diacvlelvcerol O-acvltransferase homoloe 2 (moused fDCiAT?^ 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFB1), mRNA 


NM. 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM_020351 


Homo saoiens smooth muscle cell-exirressed and macronViao-p rrm Hi firmer! 
medium-induced protein smag-64 (LOC570S6), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NM_0 18676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NM_0 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens yeast Sec3 Ip homolog (KIAA0905), mRNA 


NM 014933 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM_0 14706 


Homo sapiens sauamous cell carcinoma antigen recogni«;pH hv T ppIIq 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_014288 


Homo sapiens integrin beta 3 binding orotein fbeta3-endonexm^ nTCrFHRT^ 
mRNA 


NM_0 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM_0 12404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM_006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM_005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NM_004264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM_003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM_021817 


Homo sapiens brain link protein- 1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM_032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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NMJ)01685 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit F6 (ATP5J), xnRNA 


NM 017954 


Homo sapiens hypothetical protein FLJ20761 (FLJ20761), mRNA 


NM 015626 


Homo sapiens SOCS box-containing WD protein SWiP-1 (WSB1), mRNA 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 


Homo sapiens chromosome 20 open reading frame 33 (C20orf33), mRNA 


NM 080830 


Homo sapiens cystatin 11 (CST11), mRNA 


NM 032329 


Homo sapiens p28 ING5 (ING5), mRNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


NM_1 30787 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 024744 


Homo sapiens (ALS2CR8), mRNA 


NM 018984 


Homo sapiens slingshot 1 (hSSH-1), mRNA 


NM_106552 


Homo sapiens hypothetical protein FLJ14249 similar to HS1 binding protem 3 
(FLJ14249), transcript variant 2, mRNA 


NM_022460 


Homo sapiens hypothetical protein FLJ14249 similar to HS1 binding protein 3 
(FLJ14249), transcript variant 1, mRNA 


NM 130446 


Homo sapiens kelch-like protein KLHL6 (KLHL6), mRNA 


NM 020314 


Homo sapiens esophageal cancer associated protein (MGC16824), mRNA 


NM_1 30395 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 2, 
mRNA 


NMJ)20135 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 1, 
mRNA 


NM 130388 


Homo sapiens ankyrin repeat and SOCS box-containing 12 (ASB12), mRNA 


NM 130387 


Homo sapiens ankyrin repeat and SOCS box-containing 14 (ASB14), mRNA 


NM 007191 


Homo sapiens WNT inhibitory factor 1 (WIF1), mRNA 


NM 052950 


Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2), mRNA 


NM_025042 


Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23), 
mRNA 


NMJ)80706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 4, mRNA 


NM_080704 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 1, mRNA 


NMJUS727 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 2, mRNA 


NM 080879 


Homo sapiens SOCS box containing protein RAR2A (RAR2A), mRNA 


NM 080871 


Homo sapiens ankyrin repeat and SOCS box-containing 10 (ASB10), mRNA 


NM 080870 


Homo sapiens DPCR1 protein (DPCR1), mRNA 


NM 080834 


Homo sapiens chromosome 20 open reading frame 152 (C20orfl52), mRNA 


NM 080829 


Homo sapiens chromosome 20 open reading frame 175 (C20orfl75), mRNA 


NM 080828 


Homo sapiens chromosome 20 open reading frame 173 (C20orfl73), mRNA 


NM 080819 


Homo sapiens G protein-coupled receptor 78 (GPR78), mRNA 


NM 080752 


Homo sapiens chromosome 20 open reading frame 164 (C20orfl64), mRNA 


NM 080749 


Homo sapiens chromosome 20 open reading frame 163 (C20orfl63), mRNA 


NM 080745 


Homo sapiens ring finger protein 36 (RNF36), mRNA 


NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA 


NM 02105S 


Homo sapiens H2B histone family, member R (H2BFR), mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP), mRNA 


NM 080491 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1, 
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rnRNA 


NM_0 12296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 2, 
mRNA 


NM_007247 


Homo sapiens API gamma subunit binding protem 1 (AP1GBP1), transcript 
variant 1, mRNA 


NMJ)80551 


Homo sapiens API gamma subunit binding protein 1 (API GBP 1), transcript 
vanant 3, mRNA 


NMJ380550 


Homo sapiens API gamma subunit binding protem 1 (AP1GBP1), transcript 
variant 2, mRNA 


NM 000982 


Homo sapiens liposomal protein jlzi ^kjtjlzi j, mjKJN/\ 


NM 003913 


rlomo sapiens senne/inreonine-protein Kinase jrisjr^ nomoiog ynssr^j, uis\±\t\. 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


NM 002729 


Homo sapiens hematopoietically expressed homeobox (HHEX), mRNA 


"K TH K f\f\ C C\ 

NM 005893 


Homo sapiens calicm (CC1LN), mKJNA 


NM 017593 


Homo sapiens homolog ot mouse BJVLr-2 inducible Kinase (Jsjjsjij, mKJN/\ 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NMJ304051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo sapiens advillin (AVIL), mRNA j 


NM 013375 


Homo sapiens TATA-bmding protein-bmdmg protem (ABT1), mRNA 


NM 058219 


-r t -i i r» j_ T"» "X.T A j „ „ . 1 ^ 4. n /A IT 1 0 1 \ ■ ■ , Tj \T A 

Homo sapiens homolog of yeast mRNA transport regulator 3 (M1K3), mKJNA 


NM_058237 


Homo sapiens HEAT-hke repeat-containing protein (KIAA1622), transcript 
variant 1, mRNA 


NM_020958 


Homo sapiens HEAT-hke repeat-containing protein (JsJAAlozzj, tianscnpt 
variant 2, mRNA 


NM 004702 


Homo sapiens cychn E2 (CCNE2), transcnpt variant 3, mKJNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 


NM 057735 


Homo sapiens cychn E2 (CCNE2), transcnpt variant 2, mRNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
fZW10),mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1 , mRNA 


NM_0 15084 


Homo sapiens mitochondnal nbosomal protem S27 (MRPS27), nuclear gene 
encoding mitochondrial protem, mRNA 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 

1 - • . 1*1 _ j ' _ tt"kt a 

encoding mitochondnal protein, mRNA 


NM_005830 


Homo sapiens mitochonunal nbosomal protem o3 1 (MKJroJ l nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 1, mRNA 


NM_005648 


Homo sapiens transcnption elongation tactor B (IS 111), polypeptide l ^imoj, 
elongin C) ( 1 CJbB 1 ), mKJNA _ 


NM 007070 


Homo sapiens rK±>r -associated protein (r Ar4oj } transcnpt vanant z, mjtsjN/\ 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


JN1VI__U Dh- 1 1 J 


xxomo sapiens x-/iN-rv-viepcncieriL piviiciii isj-iiaoc/ ^a.i<xiy n\y auuuiui iiitt/ia^Ling, 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 1 
NM 033632 1 

] 


iomo sapiens RB-associated KRAB repressor (RBAK), mRNA 

ffomo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 1, mRNA . . 


NM_018315 1 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 2, mRNA 


NM 012168 
NM_033332 


Homo sapiens F-box only protein 2 (FBXC-2), mRNA _ _ 

Homo sapiens CDC 14 cell division cycle 14 homolog b <S. cerevisiae; 
(CDC14B), transcript variant 3, mRNA — . 


NM_033331 


Homo sapiens CDC14 cell division cycle 14 homolog b (6. ^cicviiid^ 

(CDC 1 4B), transcript variant 2, mRNA 


NM_003671 


Homo sapiens CDC14 cell division cycle 14 homolog n <b. oc^vnsiae; 
(CDC14B), transcript variant 1, mRNA ■; r-r- 


JNM_UjojU/ 


Homo sapiens caspase 4, apoptosis-related cysteine protease (^a^M,, rransunpl 
variant delta, mRNA . — — — 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (LA&Hj, rran*cnpl 
variant gamma, mRNA — _— 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease ^A^4, s tran^npl 
variant alpha, mRNA _ - 


NM 002948 
NM_03322& 


Homo sapiens ribosomal protein L15 (RPL15), mRNA _ 

Wnmn ^aniens ADP-ribosvlation factor domain protein 1, 64kD (ARFD1), 
transcript variant gamma, mRNA _ . 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (AKrUl), 
transcript variant beta, mRNA . - - rrrr==pr: 


NM_001656 


Homo sapiens ADP-ribosylation factor domain protein 1, b4kD (ARtDl), 
transcript variant alpha, mRNA . 


NM 021203 
NM 012095 

NM 001025 
NM 032989 
NM 004322 
NM 014326 


Homo sapiens APMCF1 protein (APMCF 1 ), mRNA 

Homo sapiens adaptor-related protein complex 3, mu 1 subumt ^AriMl), 

mRNA 

Homo sapiens ribosomal protem S23 (RPS23), mRNA — — — — 

TTomo sapiens BCL2-antagonist of cell death (BAD), transcript variant 2, mRNA 
Homo sapiens BCL2-antagonist of cell death (BAD), transcript variant 1, mRNA 

Homo sapiens death-associated protein kinase 2 (DAPK2), mRNA 

Homo sapiens sec22 homolog (SEC22A), mRNA 


NM 012430 
NM 031216 
NM 002927 
NM 031274 
NM 001730 
NM_032674 


Homo sapiens secl3-like protein (SEC13D, mKJNA 

Homo sapiens regulator of G-protem signalling 13 (RUM 3), mRNA 

: j Art 1 a a /"TT7Y1 'X A\ mPKTA 

Homo sapiens testis expressed sequence 14 A ( lbXliA), iilKIN a . 

Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 

Homo sapiens leucine rich repeat (m tLLL) interacting protem 1 (LKivrit i), 
mRNA ■ 


"MM 031361 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen; binding protein 
(COL4A3BP), transcript variant 2, mRNA . 


NM_031266 


Homo sapiens heterogeneous nuclear nbonucleoprotein AJB (HJNKrTYtJj, 
transcript variant 1, rnRNA _ — 


NM_004499 


Homo sapiens heterogeneous nuclear nbonucleoprotein A/13 (HNRPAB), 
transcript variant 2, mRNA _ — 


NM 004990 
NM_031244 


Homo sapiens methionine-tRNA synthetase (MAKb), mKW A 

Homo saoiens sirtuin silent mating type mformation regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 2, mRNA . _ 


NM_012241 


Homo sapiens sirtuin silent mating type mtormation regulation I homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA . 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kmesm) (KJNbLG), 
1 mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic Drotein-like nrotein fLANP-LI mRNA 


NM_0 16228 


Homo sapiens L-kynnrenine/alpha-aminoadipate aminotransferase (KATE), 
mRNA 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 000778 


Homo sapiens cvtochrorne P4S0 Qirhfnmilv 1A/A nn1\m^r»tirli=» 1 1 ff^WAA 11^ 
mRNA 


NM_006582 


Homo S aniens f?1llCOfiOTtirniH mnHlTlatnrv <*lpmf»rit Ki-nH-i-nrr Tvrr\t*»i-n 1 / r /^.A/fT?T) 1 
xwiuu oaj^iwio giuv/UUUl UUUIU lUUUUlalUl y Clt-allGlH, UllxUlIlg |J1 U IClll 1 ^v.T'Vl D-P 1 j 

transcript variant 1 , mRNA 


NM_024482 


Homo sapiens fflucocorticoid rnoHnlatorv elpmpnt Vvi-nHiricr nrnffM-n 1 ( f^\/\\^\x 1 ^ 

vll * w uu^iviw giuwvV/t ilvv/lU lUUUUlalUl y W/XtsXXlwlXl. UxJLxlXXXl^ JJlVJLdll X T IVI F , l> 1 

transcript variant 2, mRNA 


NM_024885 


Homo sapiens TAF7-like RNA polymerase 11, TATA box binding protein 
(TBP)-associated factor, 50 kD (TAF7U) mRNA 


NM_005736 


Homo saoiens ARP1 actin-related nrotein 1 homolno- A rentrflptin alnVm f\/f»«ct^ 
(ACTR1 A), mRNA 


NM 014031 


Homo sapiens VLCS-H1 protein (VLCS-H1), mRNA 


NM_022334 


Homo saniens intecrin CVtonlasmic domain-a^nHatprl nrntpin 1 fTf^AP-l A"i 

transcript variant 2, mRNA 


NM 007036 


Homo sapiens endothelial cell-specific molecule 1 (ESM1), mRNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orfB), mRNA 


NM_022802 


Homo sapiens C-terminal binding nrotein ^ (CTTW?} trpn<;prmt vnrinnt 9 
mRNA 


NM 001951 


Homo sapiens E2F transcription factor 5 nl 30-bindincr (F^FS^ nVR'MA 


NM 022142 


Homo sapiens epididvmal sperm binding nrotein 1 TFT nVRlsJA 


NM_0 12200 


Homo sapiens foeta-1 3 - a lucuronvl transferase 3 feliicuronnsvliTariQfprji*^ 
(B3GAT3), mRNA 


NM 022375 


Homo sapiens oculomedin (OCLM), mRNA 


NM 004962 


Homo sapiens growth differentiation factor 10 (GDF10), mRNA 


NM 007372 


Homo sapiens RNA helicase-related protein (RNAHP), mRNA 


NM 005613 


Homo sapiens regulator of G-protein signalling 4 fRGS4^ mRNA 


NM 006083 


Homo sapiens DC cytokine, down-regulator of HLA II (IK), mRNA 


NM 012426 


Homo sapiens splicing factor 3b, subunit 3, 130kD (SF3B3), mRNA 


NM 018164 


Homo sapiens hypothetical protein FLJ10637 (FLJ10637), mRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


NM 021106 


Homo sapiens regulator of G-protein sienallina 1 fRGS^ • mRNA 


NM_021082 


Homo sapiens solute carrier familv 15 rH+/nentide fTfln^TioTtpr^ mpmber 0 
(SLC15A2),mRNA 


NM 016578 


Homo sapiens HBV pX associated protein-8 (LOC5 1773), mRNA ! 


NM_006671 


Homo sapiens solute carrier familv 1 ( elutamate transporter* member 7 
(SLC1A7), mRNA 


NM_020650 


Homo sapiens hypothetical protein LOC57333 (LOC57333), mRNA 


NM 015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


NM 020685 


Homo sapiens HT021 (HT021), mRNA 


NM 020682 


Homo sapiens Cytl9 protein (Cytl9), mRNA 


NM_020678 


Homo sapiens HT017 protein (HT017), mRNA 


NMJ)20669 


Homo sapiens uncharacterized eastric protein 7AS?P (1 DCS 1 100^ mPlMA 


NM_003760 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM_020412 


Homo sapiens CHMPL5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17) mRNA 
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NM 020387 


Homo sapiens CATX-8 protein (CATX-8), mRNA 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


NM 020362 


Homo sapiens HT0 14 (HT014), mRNA 


NM 020307 


Homo sapiens cyclin L ania-6a (LOC57018), mRNA 


NM_007187 


Homo sapiens WW domain binding protein 4 (formin binding protein 21) 
(WBP4), mRNA 


NM_005644 


Homo sapiens TAF12 RNA polymerase n, TATA box binding protein (TBP)- 
associated factor, 20 kD (TAF12), mRNA 


NM 020150 


Homo sapiens SARI protein (SARI), mRNA 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


NM 020233 


Homo sapiens x 006 protein (MDS006), mRNA 


NM 020232 


Homo sapiens x 003 protein (MDS003), mRNA 


NM_020247 


Homo sapiens hypothetical protein, clone 

Telethon(Italy B41) Strait02270 FL142 (LOC56997), mRNA 


NM_020213 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965), 
mRNA 


NM 020153 


Homo sapiens hypothetical protein (LOC56912), mRNA 


NM_020149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (MEIS2), mRNA 


NM_020120 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGL1), 
mRNA 


NM 020190 


Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 


NM 020242 


Homo sapiens kinesin-like 7 (KNSL7), mRNA 


NM 020194 


Homo sapiens GL004 protein (GL004), mRNA 


NM 020193 


Homo sapiens GL002 protein (GL002), mRNA 


NM 020189 


Homo sapiens DC6 protein (DC6), mRNA 


NM 020 18S 


Homo sapiens DC 13 protein (DC 13), mRNA 


NM_020134 


Homo sapiens collapsin response mediator protein-5; CRMP3 -associated 
molecule (CRMP5), mRNA 


NM 019893 


Homo sapiens mitochondrial ceramidase (ASAH2), mRNA 


NM 019846 


Homo sapiens CC chemokine CCL28 (SCYA28), mRNA 


NM 019852 


Homo sapiens putative methyltransferase (M6A), mRNA 


NM 013338 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM 013341 


Homo sapiens hypothetical protein (PTD004), mRNA 


NM 013318 


Homo sapiens hypothetical protein (LQFBS-1), mRNA 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


NM 013299 


Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 


NM_013347 


Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 
(HSU24186),mRNA 


NM 019011 


Homo sapiens TRIAD3 protein (TRIAD3), mRNA 


NM_0 18965 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), 
mRNA 


NM 019043 


Homo sapiens similar to proline-rich protein 48 (LOC54518), mRNA 


NM 019006 


Homo sapiens protein associated with PRK1 (AWP1), mRNA 


NM 019101 


Homo sapiens apolipoprotein M (G3A), mRNA 


NM 019049 


Homo sapiens hypothetical protein (FLJ20054), mRNA 


NM 018992 


Homo sapiens hypothetical protein (FLJ20040), mRNA 


NM 019033 


Homo sapiens hypothetical protein (FLJ11235), mRNA 


NM 019045 


Homo sapiens similar to rabl 1-binding protein (FLJ1 1116), mRNA 


NM 019079 


Homo sapiens hypothetical protein (FLJ10884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJ10007), mRNA 


NM 014298 


Homo sapiens quinolinate phosphoribosyltransferase (nicotinate-nucleotide 
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nvrnrVhocrnVifyrvlaQP ( carhnYvl^tin cr^ ( OPTv 1 1 - " i mRNA 

\*J»- vJpUvJopilvyx j lC*o^ ^V^CXl \JKJs\.y LCHLlLgJ J \\£X IM / j lllxVx ^yTx. 


NM_012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 
mRNA 


NM 018836 

INlYx VIOUJU 


T-TfiTTif* ^^tiiptiS hvrifitiiptipjil Tvrnfpin fA/fOTR i mR T^JA 

AlvyxllvJ oCxJJlOllo lljr jJUlllC/Llt'tH ]J1 vj Idli ^IVJLV-/ A O^lj lllXVA^lix 


NM 018643 


1-101110 QJiniPTiQ tTiocprino" rpppntrrr pvtytpsspH nn mvplrnrl ppIIc 1 fHTR Plv/TI i 

xxVJlllVJ cxajJldxo lllgg&llllg ICtivUlUl t^OoW/U- Wxx 1 1 lj ^/lUiU UCllo 1 I X XX, I-/XVX X K 

niRNA 


NM 018647 


Homo sanipns tumor npcrosis factor recentor siinerfamtlv mprnhpr 1 Q 

(TNFRSF19, mRNA 

\^ X " X X V. Lw* X X J <y XX XX. ^X ii *. 


NM 018664 


Homo saniens Jun dinierization Drotein T)21SNFT fSNFTi mRNA 


NM 018540 


Homo saniens hvnothetical Drotein PR0283 1 (TR0283 1 . mRNA 


NM 018630 


Homo saDiens hvDOthetical nrotein PR02577 (PR02577 . mRNA 

lAvlllw OtipiwlXu lljr v lllw t& veil V Ivlll X lW^i»/ / / y^x. XW/^^/ / / J 2 XXXX^X i X X 


NM 018527 


Homo saniens hvnothetical nrotein PR02435 fPR02435 i mRNA 


NM 018625 


Homo saniens hvnothetical nrotein PR02289 (TPR02^89"> mRNA 


NM 018515 


Homo saniens hvnothetical nrotein PR02176 fPR02176i mRNA 

A iv/iiiw kjupiviiLj J r i-vvxxx x Av\y*<i / v/ y^x xv\y x-* A / Jiiiiu. 1 xx 


NM 01S615 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM 018614 


Homo saniens hvnothetical nrotein PRO201^ fPRO2012i mRNA 


NM 018608 


Homo saniens hvnothetical nrotein PRO 1905 CPRO1905^ mRNA 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018505 


Homo <?anipTi«? hvnothptiral nrntpin P'Rm7?5 : s rP"R017?R^ m^NA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 




Urimn c£mipn<: PP"^9^ nrntpin rPP^9^ mPNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (P15-2), mRNA 




xioino bapiens uncnaractenzea nemaiopoieuc scem/progeniior cens protein 
MDQO^I nvrn^O^l^ mRNA 

1 VJLl_y OUj 1 ^IVJJU'OUj 1 IlixvJ.M/A, 


NM 01 846S 

i^iiVx vy 1 o*"T\J — J 


ixuixiu bapiciio uiiC'iiaiauLcriz.cu iidndiupuicLio bLciii/progcniLor ecus proiem 
MT>S030 nVTDSO^Oi mRNA 


NM 018463 

J. X XYX \J 1 / 


Rnmn QaTxiPTiQ nnr*li5iT5ir*i"P"H , 7pH Tipmafr\r*r*if*+ir' Ci _ pm/r^t*r*cr/ : »Tiii'r\T* 1 c nrntpin 
1.1U111VJ oaplwllO LlllV/liai avi^l lZA^u llvlildLV^pVJl&t.Jlv' o Lt-ill/ Ul L'^C'lll LVyl vCIlo UlClLClll 

MDS02S 0^108028^) mRNA 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


Homo <sanipn9 linonolv^aprhanHp QTiPPifir tpqt^otiqp-^»R r\rotpin fT ^Rf^R^ mPlVJA 


NM 018695 


Homo ^anipn 5 ! prhh 1 ? intpraptincr -nrntpin /HPTJT^T^'^T'P^ ml? TsJ A 


NM 018683 


T-Tomo ^aniPTt^ 7inp fincrPT Tifotpin ^1"^ ^'X IS) i* ^ 1 mT? TsJ A 

11U111U oapxt'lJlo yJlll^ llxxgv-x pi^Ltlll J U ^Z-«1NX J 1J^, llliVIN ^cV. 


NM 018660 


TTomo ^anipn^ nanillomflviniQ rpcnilatorv faptrtr T^RT7-1 Or^SSRO^^ ml? "MA 
xxKjxxisj oapinio Lyapiiiv^iiia vii uo i wgiiiciiAJi jr la^iui JTXVx — l {x^KJk^J+j 07 J ^ } 11 IXvlNzx. 


NM 018484 

X. TXYX vy A VJ I LJ 


Homo saniens solntp caTripr fflTnilv ffirtranip aTiirm/patirvn fraTiCTxfirtpr^ 

iiuuxu ocxtji vxxo ouiuil L>aiiivl icxlllliy ^jL* £^diliv^ ClLllxJll/ s^cLLlKJll UlcxilopiJx Lt/1 ^ ? 

member 11 (SLC22A 11), mRNA 


NM 018445 


Homo sapiens AD-015 protein (LOC55829), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


NM 018473 


Homo saniens uncharacterized hvnothalamns nrotein HTOl^ n-TT012i mRNA 

xxwxiAv ijujjiviiu vui vxiui uv ivi ibwu xx y jy vy ti xtx itiiiiuo i^yx Vytwill x x x \J x ^ yxxx v 1^ lj lliXVl iix 


NM 018480 


Homo saniens uncharacterized hvnothalamus nrotein HT007 CHT007 f mRNA 


NM 017583 


Homo saniens DIPB nrotein (HSA249128 > > mRNA 


NM 017567 


Homo saniens N-acetvl glucosamine Irinasp rNAriPC^ mRNA 

xxvyxxxvy t^upiviio x ^ CXv^V^> \,y igl UXVvVy OlxXXXIxJLvv IVlllAOw yliAVJxv^j 1 1 UL\J. N XX. 


NM 018487 


Homo saniens henatocel hilar carcinoma-assopiafprl antiwri 11^ n-rC'Al 19^ 

xxvyxxxvy ou^iuiio Hvp ULV/UWXIUICU wtxl L/Ilivylllcx cxoovJ^/lclLC'Ll CxllUl^^li 1 1 1 1JLV ^yV 1 x / 5 

mRNA 


NM 017548 


Homo sapiens hypothetical protein (H41) 3 mRNA 


NM 017547 


Homo sapiens hypothetical protein (HI 7), mRNA 


NM 017966 


Homo sapiens hypothetical protein FLJ20847 (FLJ20847), mRNA 


NM^O 17955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM_0 17944 


Homo sapiens hypothetical protein FLJ20727 (TLJ20727), mRNA 


NM_017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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NM 017924 ] 
NM 017923 1 
NM 017922 : 
NM 017908 
NM 017906 
NM 017904 
NM 017890 
NM 017887 


Homo saoiens hypothetical protein FLJ2067 1 (FLJ2067 1), mRNA 
Homo sapiens hypothetical protein FLJ20668 (FLJ2U668), mKNA 

Homo sapiens hypothetical protein FLJ206bb (fLJiUooo), mKNA _ 

Homo sapiens hypothetical protein FLJ20626 (FLJ20626), mKNA 
Homo sapiens hypothetical protein FLJ20624 (FLJ20624), mRNA 
Homo sapiens hypothetical protein FLJ20619 (FLJ20619), mKMA 
Homo saoiens hypothetical protein FLJ205 83 (FLJ20583 ), mKNA 
Homo sapiens hypothetical protein FLJ20580 (FU205S0), mKNA 


NM 017886 
NM 017880 
NM 017878 

XTTVT 017R77 

NM 017875 


Homo sapiens hypothetical protein FLJ20574 fFLJ20574), mKNA 
Homo sapiens hypothetical protein FLJ20558 (FLJ20558), mRNA 
Homo sapiens HRAS-like suppressor 2 (HRASLS2), mRNA 
Homo sapiens hypothetical protein FLJ20555 (FLJ20555), mRNA 
Homo sapiens hypothetical protein FU20551 (FLJ20551), mRNA 


NM 017870 
NM 017867 
NM 017864 
NM 017857 


Homo sapiens hypothetical protein FLJ20539 (FLJ20539), mRNA 
Homo sapiens hypothetical protein FLJ20534 (FLJ20534), mKMA 
Homo sapiens hypothetical protein FLJ20530 (FLJ20530), mKMA 
Homo sapiens slingshot 3 ( SSH-3), mRNA 


NM 017852 
NM 017850 
NM 017846 
NM 017841 
NM 017839 
NM 017837 


Homo sapiens NALP2 protein (NALP2\ mRNA 

Homo sapiens hypothetical protein FLJ20508 (FLJ20508 ), mRNA 
Homo sapiens tRNA selenocysteme associated protein (SECP43), mKMA 
Homo sapiens hypothetical protein FLJ20487 (FLJ20487), mRNA 
Wo™ sapiens hypothetical protein FLJ20481 (FLJ20481), mRNA 
Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


NM 017832 
NM 017827 
"MM 017826 

JLNJ.VX \J 1 / Oa*\J 

NM 017823 
NM 017822 


Homo sapiens hypothetical protein FLJ20457 (FLJ20457), mRNA 
Homo sapiens hypothetical protein FLJ2045U (fU^u450), mKNA 
Homo sapiens hypothetical protein FLJ20449 CFLJ20449), mKMA 
Hn mn sapiens hypothetical protein FLJ20442 (FLJ20442), mKNA 
Homo saoiens hypothetical protem FLJ2043O (i<LJ/u436), mRNA 


NM 017821 


Homo sapiens hypothetical protein FLJ20435 (FLJ20435), mRNA 


NM 017815 


Homo sapiens hypothetical protein FLJ20424 CFLJ20424), mKMA 


JNJVL Ul / Ol 1 


ti^o fcvnnthetical protein FLJ204 19 (FLJ20419), mRNA 
Homo sapiens hypothetical protein FLJ20417 (FLJ20417), mKNA 


NM 017810 
NM 017802 


Homo sapiens hypothetical protein FLJ20397 (FLJ20397), mKMA 


NM 017792 


Homo saoiens hypothetical protein *LJ20373 (FLJ20373), mRNA 

Homo sapiens regulator of G-protem signalling 3 (KU&i), mKMA 


NM 017790 
NM 017786 


' ' Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


NM 017785 

~KT\A 017775 


Homo sapiens hypothetical protem FLJ20364 (FLJ20364), mRNA 
" Homo sapiens hypothetical protein FLJ20343 (FLJ20343"). mRNA 


NM 017774 


Homo sapiens hypothetical protein FLJ20342 (FLJ20342\ mRNA 


NM 017772 


" Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


NM_0 17770 


" Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUK4/HloJ, 
yeast)-hke 2 (ELOVL2), mRNA . . 


NM 017762 


" Homo sapiens hypothetical protein FLJ20313 (FLJ20313\ mRNA 
"Homo sapiens hypothetical protein FLJ20309 (FLJ20309), mRNA 


NM 017759 
NM 017756 

•vTTV JC Ai T7CJ 

NM 01//5-) 
NM 017751 


Homo sapiens hypothetical protein i^JLJ2U3Ub (Jt^i.JZU^uoj, mKJNA _ 

Homo sarins hs'POtVi^™! protein FLJ20300 (TLJ20300), mRNA 
Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 
NM 017744 
NM 017740 


"Homo sapiens hypothetical protein FLJ20291 (FLJ2029n, mRNA 
Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 
"Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 



184 



BNSDOCID' <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRNA 


NM 017735 


Homo sapiens hypothetical protein FLJ20272 (FLJ20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FLJ20224"h mRNA 


NM 017718 


Homo sapiens hypothetical protein FLJ20220 (FLJ20220), mRNA 


NM_017716 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 


NM 017711 


Homo sapiens hypothetical protein FU20207 (FLJ20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FLJ20202), mRNA 


NM 017704 


Homo sapiens hypothetical protein FLJ20189 (FLJ20189), mRNA 


NM 017699 


Homo sapiens hypothetical protein FLJ20174 (FLJ20174), mRNA 


NM 017697 


Homo sapiens hypothetical protein FLJ20171 (FU20171), mRNA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 (FLJ20147), mRNA 


NM_0 17686 


Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP^) 
mRNA 


NM 017678 


Homo sapiens hypothetical protein FLJ20127 (FLJ20127), mRNA 


NM 017677 


Homo sapiens hypothetical protein FLJ20126 (FLJ20126), mRNA 


NM 017676 


Homo sapiens hypothetical protein FLJ20125 (FLJ20125), mRNA 


NM 017670 


Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13), mRNA 


NM 017669 


Homo sapiens hypothetical protein FLJ20105 (FLJ20105), mRNA 


NM 017665 


Homo sapiens hypothetical protein FLJ20094 (FLJ20094), mRNA 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ200S4), mRNA 


NM 017657 


Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 


NM 017645 


Homo sapiens hypothetical protein FLJ20060 (FLJ20060), mRNA 


NM 017640 


Homo sapiens hypothetical protein FLJ20048 (FLJ20048), mRNA 


NM 017637 


Homo sapiens hypothetical protein FLJ20043 (FLJ20043), mRNA j 


NM_0 17636 


Homo sapiens transient receptor potential cation channel, subfamily M member 
4 (TRPM4), mRNA 


NM 017634 


Homo sapiens hypothetical protein FLJ2003S (FLJ20038), mRNA 


NM 017629 


Homo sapiens hypothetical protein FLJ20033 (FLJ20033), mRNA 


NM 017622 


Homo sapiens hypothetical protein FU20014 (FLJ20014), mRNA 


NM 017620 


Homo sapiens hypothetical protein FLJ2001 1 (FLJ2001 1), mRNA 


NM_018396 


Homo sapiens putative methyltransferase (METL), mRNA 


NM 018381 


Homo sapiens hypothetical protein FLJ1 1286 (FLJ1 1286), mRNA 


NM_0 18371 


Homo sapiens hypothetical protein FLJ1 1264 (FLJ1 1264), mRNA 


NM 018368 


Homo sapiens hypothetical protein FLJ1 1240 (FLJ1 1240), mRNA 


NM 018367 


Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 


NM 018364 


Homo sapiens hypothetical protein FLJ1 1220 (FLJ1 1220), mRNA 


NM 01S363 


Homo sapiens hypothetical protein FIJI 1218 (FLJ1 1218), mRNA 


NM 018361 


Homo sapiens hypothetical protein FLJ1 1210 (FLJ1 1210), mRNA 


NM 018358 


Homo sapiens hypothetical protein FLJ1 1 198 (FLJ1 1 198), mRNA 


NM 018353 


Homo sapiens hypothetical protein FLJ1 1 186 (FLJ1 1 186), mRNA 


NM 018352 


Homo sapiens hypothetical protein FLJ1 1 184 (FLJ1 1 184), mRNA 


NM 018340 


Homo sapiens hypothetical protein FLJ1 1151 (FLJ1 1151), mRNA 


NM 018339 


Homo sapiens hypothetical protein FLJ1 1 149 (FLJ1 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FLJ1 1 136 (FLJ1 1 136), mRNA 


NM 018333 


Homo sapiens l^othetical protein FLJ20666 (FLJ20666), mRNA 


NM 018332 


Homo sapiens hypothetical protein FLJ1 1 126 (FLJ1 1 126), mRNA 


NM 01S330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJ1 1 101 (FLJ1 1 101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJ1 108S (FLJ1 1088), mRNA 


NM_018310 


Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRF 1 -like (BRF2), mRNA 
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NM 018303 


Homo sapiens hypothetical protein FLJ 1 1U26 (FLJ i luzoj, itlkin/y 


NM 018298 


TT _ • -1 j.1 j.1 1 „„ _ 4._ "„ T"«T T-I I AA/ /T?T T 1 1 AA/C\ -ml? "NT A 

Homo sapiens hypothetical protein FLJ i 10U6 (r U 1 iuuoj, itusjna 


NM 018287 


Homo sapiens hypothetical protein FLJ 109 / I (FLJ lUy / 1 J, mKiN/v 


NMJ 18286 


Homo sapiens hypothetical protein FLJ 109/0 (FLJ loy /U), mtciN a 


NM 018283 


TT * i ^iL^i.'-^l „_„ j_„ J_ T?T T 1 AAC/C ACT T1 AfiC £Z\ n-> X? "NT A 

Homo sapiens hypothetical protein tLJ lOboo (rJLJ lUyjoj, thkina 


NM 018281 


tt * 1_ , • 1 / ^ • T7T T 1 A A /I O ACT T 1 AA /I 0\ w^'DTx.TA 

Homo sapiens hypothetical protein FLJ 10948 (FLJ 10948), mKJNA 


NM 018278 


Homo sapiens hypothetical protein FLJ 10933 (FLJ 10933), mKJNA 


NM 01S276 


Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 018273 


tt 1 .1 i , t»T T1 AA11 /T7T T1 AAT1\ ^.TJXT A 

Homo sapiens hypothetical protein FLJ10922 (FLJ10922), mRNA 


NM 018272 


tt * i _ , t ^ _ 1 j._ ■ T7T T1 AAO 1 ACT T1 Aftl 1 \ wT>TvT A 

Homo sapiens hypothetical protein FLJ 10921 (FLJ 10921), mKJNA 


NM 018268 


-r-r 1 j.1 _ 1 A * ttT T1 AAA/1 /T7T T 1 AAA A \ ^,T) TvT A 

Homo sapiens hypothetical protein FLJ 10904 (FLJ 10904), mKJNA 


NM 0 18265 


tt • 1 _ . ■ _ 1 j ■ T7T T1 AAA 1 / r T7T T1AAA1\ „_T>A.T A 

Homo sapiens hypothetical protein FLJ 10901 (FLJ 10901), mRNA 


NM 018254 


tt * 1 . i j_- 1 _ i _ • T?T T1 ACT T1 AC7A ««,T>XT A 

Homo sapiens hypothetical protem FLJ10876 (FLJ 10876), mRNA 


NM 018253 


tt 1 ~ 1 _^.„J T7T T1 AOTC /T?T T1 AO*7C\ ^__T> TvT A 

Homo sapiens hypothetical protein FLJ 108 /d (FLJ 108 /3 ), mKJNA 


NM 018252 


Homo sapiens hypothetical protein FLJ10874 (FLJ10874), mRNA 


NM 018245 


tt • 1 . i , • 1 , • T~«T T1 AOT1 /T^T T1 f\Or 1 \ T» \T A 

Homo sapiens hypothetical protem FLJ10851 (FLJ10851), mRNA 


NMJ) 18241 


tt • t . . • -\ . -i— 'TT T*1 f\C% A f /T^T T1 AO /I y~\ T~* XT A 

Homo sapiens hypothetical protein FLJ10846 (FLJ 10846), mRNA 


NM 018239 


Homo sapiens hypothetical protem FLJ10751 (FLJ10751), mRNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NUP133), mRNA 


NMJ 18223 


Homo sapiens checkpoint with forkhead and ring finger domains (CHFR), 
mRNA 


NM 018219 


tt • 1 . i . • 1 . T»T T 1 ATO^ /T7T T 1 f\ r ~IO £\ T^ *K T A 

Homo sapiens hypothetical protein FLJ10786 (FLJ10786), mRNA 


NM 018217 


t t * -i r\ r\ _ j J c _ _ _ _ •*> -| //*iOA»»rt 1 \ ___.T> \T A 

Homo sapiens chromosome 20 open reading trame 31 (C20ort31), mKJNA 


NM_0 18212 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 

/*■■■ it T -% r\ f—l *~S \ T** "VTA 

(FLJ 10773), mRNA 


NM 018211 


Homo sapiens hypothetical protem FLJ10770 (KIAA1579), mRNA 


NM 018207 


Homo sapiens hypothetical protein FLJ10759 (FLJ10759), mRNA 


NM 018205 


TT • 1 j.1 1 j T">T T1 ATC1 ACT T1 ATC1\ _^,T> \T A 

Homo sapiens hypothetical protein FLJ10751 (FLJ10751), mRNA 


NM 018192 


tt * 1 , i ■ ' 1 y T^T T 1 /\"7 1 O /T7T T 1 /\T 1 ON XT A 

Homo sapiens hypothetical protem FLJ 107 18 (FLJ 107 18), mRNA 


NM 018188 


TT * 1 J.1 1 _ . _ ■ T->T T 1 ATAfi /T7T T1A < "7AA\ — T1XT A 

Homo sapiens hypothetical protein FLJ10709 (FLJ 10709), mKJNA 


NM 018187 


Homo sapiens hypothetical protein FLJ10707 (FLJ10707), mKJNA 


NM 01S186 


Homo sapiens hypothetical protein FLJ 10706 (FLJIO/Uo), mKJNA 


NM 018184 


TT • 1 jA^ _ j. " „ „ 1 ±—1^. T7T TI ATAO / | "T TI A^AI'X —.DXT A 

Homo sapiens hypothetical protem FLJ 10702 (FLJ 10702), mKJNA 


NM 018179 


TT • 1 , 1 . • 1 > T*T T 1 A/fOO /T7T T 1 r\ ZT O 0\ „^T» TvT A 

Homo sapiens h^othetical protein FLJ10688 (FLJ10688), mRJNA 


NM 018178 


tt * 1 _ j^I 1 _ j. 1^^. t*?T T1 A^OT /T?T T1 A^OIN T) XT A 

Homo sapiens hypothetical protein FLJ10687 (FLJ 10687), mKJNA 


NM 018169 


TT * 1 j.1 ^ * 1 j _ * T7T T1 f\*£ C\ /T?T T1 A^C1\ — -. T>TvT A 

Homo sapiens hypothetical protem FLJ10652 (FLJ 10652), mKJNA 


NM 018161 


Homo sapiens hypothetical protein FLJ10631 (FLJ 10631), mKJNA 


NM 018159 


Homo sapiens hypothetical protein FLJ10628 (FLJ10628), mRNA 


NM 018147 


TT ' _ _ i j.i_ „ _ 1 _ _ j T?T T1 ACOO /T7T T1 ACOON ___T) "N.T A 

Homo sapiens hypothetical protem FLJ 105 82 (FLJ 10582), mKJNA 


TV TTV A A1 Ol /II 

NM 018142 


tt_ „ ^„ : „„ „ 1 j.1 ' i .i. _ * ._ T?T TI AC /T A /T?T TI AC/C 0"\ m-T^XT A 

Homo sapiens hypothetical protem FLJ 10569 (FLJ 105 by), mKJNA 


TvTA A A 1 Ol T7 

NM 018137 


Homo sapiens protein arginine N-methyltransf erase 6 (PRMT6), mRNA 


TvTA A A 1 01 "1 C 

NM 018136 


tt^ ^ ' „ "U. , ^ ^ 1 _ J^. T7T T1AC1*7 ACT T1 AC1 7\ ___T) TvT A 

Homo sapiens hypothetical protem FLJ 105 17 (FLJ 105 1 /), mKJNA 


TvTTV yf A1 Ol 

NM 018133 


tt^ „ J „„ _ l x1_ _ j.' 1 _ j.^ *__ T7T T 1 AC/l/C /T?T T1 AC/I A ___ T> "N.T A 

Homo sapiens hypothetical protein FLJ 10546 (FLJ 10546), mKJNA 


NM 018122 


tt „ „„ J „_ t._ __ _ _ 1 j. • ._ T7T T1 AC 1 /I ACT T1 AC 1 A \ »-*-»"D^T A 

Homo sapiens hypothetical protein FLJ 105 14 (FLJ 10514), mKJNA 


TV TTV K A1 OIIA 

NM 018120 


tt_ * 1 ,-, 4 ' ., 1 j • T7T T1 AC1 1 /T?T T 1 AC 1 1 \ ___T> "K.T A 

Homo sapiens hypothetical protein FLJ 105 11 (FLJ 105 1 1), mKJNA 


TvTA H A 1 01 1 A 

NM 018119 


tt^ _ . ' „ 1 - _ _ _ i T7T T1 ACAA /TTT T1 ACAfi\ ___T3 \T A 

Homo sapiens hypothetical protein FLJ 10509 (FLJ1050y), mKJNA 


"MM" 01 91 1 £ 


TUTrtTV^rt CQTMOnO TMIPQf A / Li'T T 1 A>m/I 1 TTsl?^vl A 

xiomo sapiens misaio ^irJUjiuDu^fj, mx\jN/\ 


NM 018112 


Homo sapiens hypothetical protein FLJ10493 (FLJ10493), mRNA 


NM 018106 


Homo sapiens hypothetical protein FLJ10479 (FLJ10479), mRNA 


NM 018101 


Homo sapiens hypothetical protein FLJ10468 (FLJ10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ10466 (FLJ10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ10462 (FLJ10462), mRNA 
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NM 018097 


Homo sapiens hypothetical protem FLJ 10460 (FLJ 10460), mRNA 


NM 018093 


Homo sapiens hypothetical protein FLJ10439 (FLJ10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FLJ10430 (FLJ10430) mRNA 


NM 018091 


Homo sapiens hypothetical protein FLJ10422 (FLJ10422) mRNA 


NM 018090 


Homo sapiens hypothetical protein FLJ 10420 (FT Jl 04? m mPNA ^ 


NM 018087 


Homo sapiens hypothetical protein FLJ10407 (FLJ10407) mRNA 


NM 018086 


Homo sapiens fidgetm (FIGN), mRNA 


NM 01807S 


Homo sapiens hypothetical protein FLJ1037S (FLJ10378), mRNA 


NM 018076 


Homo sapiens hypothetical protein FLJ10376 (FLJ10376), mRNA 


NM 018075 


Homo sapiens hypothetical protem FLJ10375 (FLJ10375), mRNA 


NM 018072 


Homo sapiens hypothetical protein FLJ10359 (FLJ10359), mRNA n 


NM 018070 


Homo sapiens hypothetical protem FLJ10355 (FLJ10355), mRNA 


NM 018060 


Homo sapiens hypothetical protein FLJ1 0326 (FLJ1 0326), mRNA [ 


NM 018054 


Homo sapiens homolog of rat nadrin (RICH1), mRNA 


NM 018052 


Homo sapiens hypothetical protein FLJ10305 (FLJ10305), mRNA 


NM 018051 


Homo sapiens hypothetical protein FLJ10300 (FLJ10300) mRNA 


NM 018047 


Homo sapiens hypothetical protein FLJ10290 (FLJ10290), mRNA 


NM 01S043 


Homo sapiens hypothetical protein FLJ10261 (FLJ10261), mRNA 


NM 018040 


Homo sapiens hypothetical protein FLJ10252 (FLJ10252) mRNA 


NM 018039 


Homo sapiens hypothetical protein FLJ10251 (FLJ10251) mRNA 


NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FLJ10246) mRNA 


NM 018035 


Homo sapiens hypothetical protem FLJ10241 (FLJ10241) mRNA 


NM 018034 


Homo sapiens hypothetical protein FLJ10233 (FLJ10233), mRNA 


NM 018033 


Homo sapiens hypothetical protem FLJ10232 (FLJ10232), mRNA 


NM 018026 


Homo sapiens hypothetical protein FLJ10209 (FLJ10209) mRNA 


NM 018025 


Homo sapiens hypothetical protem FLJ10206 (FLJ10206), mRNA 


NM 018011 


Homo sapiens hypothetical protem FLJ10154 (FLJ10154), mRNA 


NM 01S009 


Homo sapiens hypothetical protem FLJ10143 (FLJ10143), mRNA 


NM_0 18008 


Homo sapiens hypothetical protein FLJ10142 (FLJ10142) mRNA 


NM_ 018001 


Homo sapiens hypothetical protein FLJ10120 (FLJ10120), mRNA 


NM_0 17994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099), mRNA 


NM 017993 


Homo sapiens hypothetical protein FLJ10094 (FLJ10094) mRNA 


NM_0 17988 


Homo sapiens hypothetical protem FLJ10074 (FLJ 10074) mRNA 


NM 017987 


Homo sapiens Run- and FYVE-domain containing protein fRaf^K'l mRNA 


NM 017976 


Homo sapiens hypothetical protem FLJ10038 (FLJ1003S), mRNA 


NM_01S409 


Homo sapiens hypothetical protein DKFZp761O01 13 fDKFZt>761O01 13^ 
mRNA Jy 


NM 017601 


Homo sapiens hypothetical protein DKFZp761H221 (DKFZp761H221) mRNA 


NM 018713 


Homo sapiens hypothetical protein DKFZp547M236 <TDKFZp547M236) mRNA 


NM_0 17606 


Homo sapiens hypothetical protem DKFZp434K1210 (DKFZd434K1210^ 
mRNA 


NM 017546 


Homo sapiens hypothetical protein fC40\ mRNA 


NM 018458 


Homo sapiens uncharacterized bone marrow protein R1M047 mM04? > ) mFNA 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040) mRNA 


NM 018455 


Homo sapiens uncharacterized bone marrow protein RMfHQ mMOW mRNA 


NM 018453 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036) mRNA 


NM 018452 


Homo sapiens chromosome 6 open reading frame 35 (C6orf35) mRNA 


XTN X A1 O/l on 

JNM 018409 


Homo sapiens hypothetical protein ASH1 (ASH1), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3) 
mRNA 


NM 007014 


Homo sapiens Nedd-4-hke ubiquitin-protem hgase (WWP2) mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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c 

NM 017426 I 
NM 016950 I 

JNIVL U 1 /HZ. 1 a 

NM_006854 I 
i 

NM 015976 1 
NM 016577 ] 
NM 016559 ] 


PRKAG3), mRNA _ — 

Tnmn saoiens ^^eoporin 54kD (NUP54), mRNA 

^™ sapiens testican 3 (HSAJ1454), mRNA — 

^ens methvltransferase COQ3_(COQ3) 1 i^NA . 

iomo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 

etention receptor 2 (KDELR21 mRNA 

Jomo sapiens sorting nexm 7 (SNX/), mKJNA 

Homo samens RAH6R- member RAS oncogene tamily (RABOU), mkHA 

Homo sapiens PXR2b protein (PXR2b), mKNA 

promo sapiens prenylcysteme lyase (f^Li), mRNA_ 


NM 016297 
NM 016524 
NM 016507 
NM 016446 
NM 016382 
NM_016354 

NM 016298 
NM 016290 
NM 016280 
NM 016229 
NM 016213 


Homo sapiens B/K protein fLOC5 1760), mRlMA^ 

BnmA JfA m * CDC2-related protein kinase 7 (CrkRb), mRNA 

Homo sapiens NAfi-S protein (LOC51754), mRNA. _ 

Hmm salens n aP-l killer cell receptor 2B4 (CD244), mKJNA 

Homo sapiens solute carrier family 21 (organic anion transporter), member 12 

(*H£y*lA12) mRNA - — ■ 

Homo sapiens muscle disease-related protein (T .OC51725) mKNA 

Homo sapiens retinoid x receptor interacting protein (LOC5 1720), mRNA 

w™™ sapiens carboxvlesterase-related protem (LOC51716), mRNA 

Homo sapiens thyroid hormone receptor mtemctor 4 ^^^^ 


NM 016169 
NM 016084 
NM 016077 
NM 016023 
NM 016021 
NM 016003 
NM_0 15981 

NM 015949 
NM 015881 
NM 016619 
NM 016598 
NM 016589 
NM 016588 
NM 016582 
NM 016570 


Homo sapiens suppressor of fused homolog (DrosoptiUa) (bu u,, mRNA 

Hnm « sapiens RAS, dexamethasone-inauced 1 iRAbDl ), juivl-IA . 

«n™ sapiens CGI-147 protein (LOUMtm ), mRNA 

Homo sapiens CGI-77 protein (LOC5 1633) i inRNA „ - 

vt^ sapiens non-canonical ubquitm comugataig enzyme 1 (NCUBfc-l ), iukin^ 

k^T^T>KFZP434J154 protHn (DKF2P434J1 4), 

Homo sapiens calcium/calmodulin-dependent protein kinase ^aivi kmase) R 

alpha fCAMK2A\ mRNA 

Homo sapiens CGT-20 protein (LOC5l608),inRNA _ . 

Homo saniens Hiekkonf homolog 3 (Xenopus laevis) <L>KK3), mkl^ _ 

Homo sapiens hypothetical proiem xx 

sapiens DHHC1 protein (LOC51304), mRNA 

" Homo sapiens M5-14 protein (LOO 1300), mRNA 

" Homo sapiens neuritin (LOC51299), mKJNA _ 

Homo sapiens peptide transporter 3 (PHT2), mKJNA 

" Homo sapiens CDA14 (LOC51290). mKJNA _ 


NM 016565 
NM 016561 
NM 016526 
NM 016518 
NM 016495 
NM 016486 
NM 016477 
NM 016465 
NM 016456 
NM 016350 
NM 016274 
NM 016261 
NM 016216 
NM 016208 
NM 016206 


" Homo sapiens ^TOO protein fLOC512S7 ), mRNA^ 

Homo sapiens apoptosis regulator (LOC51283), mRNA _ 

Homo sapiens GS 1 5 (LOC5 1 2721. mRNA 

Homo sapiens pipecolic acid oxidase (P1POX), mRNA . _ 

Homo sapiens hypothetical protein CLOC51256), mKJNA 

Vnmn sapiens hvpothetical protein (LOC5 1249), mRNA 

sapiens forkhead box PI (FOXP1), mRNA . — 

Homo sapiens hypothetical protein (LOCM2J6), mRNA 

Homo sapiens hypothetical protem (LOC51235), mRNA 

; i,„ iii miTTR intern rtinr protein i fNINl. mRNA 

--SSlSs^Sfer^024c protein (LOC51177), mRNA. 

"Homo sapiens delta-tubulin (LOC51 174), mRNA 

Homo sapiens debranching enzymehomolop 1 (S. cerevisiae) (DBR1), mRNA _ 

Homo sapiens VPS28 protein (LOC51160), mRNA__^ _ . 

Homo sapiens colon carcjnoinarela^rotein (LOC5 1 159), mRNA 1 
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1N1V1 U 1 0 1 CO 


xiomo sapiens nemaioiogicai ana neurological expressed 1 ^niN i ), tiu\i\j\ 


NM 016181 


Homo sapiens melanoma antigen (LOC51152), mRNA 




riomo sapiens 10. /iva protein ^lulj i ihzj, iuix1n/\ 




xiomo sapiens uury consnrunve pnoiomorpnogenic nomoiog suounn h 

/'Arahin'nnciVk /'POP^^ mPNA 
^/Ai d-UlLlUpblo ) ^UrOT 1 IllXviN/\ 


xnvr 01^177 


y Arnrt cnniAnc \fV P"P>J <R o-nti crnr\ CI OOS 1 1^4^ mPNA 

Jtiomo sapiens in i -i\j_/In d o anugen ^i^v/v^ j i id*-*), misj-Nrv 


NM 01 f>1 1Q 

INIVI V/ IU1 17 


XTUIIIU isdpiCllb pULatlVC IlllgCX piULCIll IN I XSJU/1N J*-r dllllgCll ^bWVjj 1 iJl^j 

mPNA 

IlItViN/A. 


INIVI \J1\JI\JD 


U nrn n QanifnQ rxTP-ViinHincr r»rf\tein Sara (1 OPS1 19R"^ mRNA 


NM OlfiOQQ 
IN ivi kj i \j\jyy 


llnmn conipnc TTSPPOd! nrnfpin OPS1 1 7 mPNA 
xxuiiiij odpiciib nor^uti piutcm ^jjvjv/jiiifjjj iiuvln^a. 


NA/f 016006 
inivi v i \j\jy\j 


U nTT1 A oa-ni^nc TT^Pr^O^R r»rrvfv*ir> fl 1 9^^ mPNA 
xiuiiiu bapiciio nor v^vjo pioiein ^luv^ j i lz-dj, iiixsj.n/a 


NTV/T 0160^7 

1N1VI yj I DUO / 


xiurnu sapiens \^Kjx~yH proLcm ^jlvv_7v^ j i i ±oj 7 iiixsA\r\ 


NA/T 01 60 Id 

INIVI UlDui.T' 


TTomr\ conipnc f"YTT 67 nrntpin CI OP'S 1 1 04A mPNA 


NA/T 01 S0Q7 
inivi yjLjyy/ 


XlUIIlO dapiCllb *w>VJJl-*+ 1 piOLClIl ^LU^ J L\jy D) y IIJUVLN/A. , 


NM" 01 ^Q74 


xiuxiiu bapicns lamuua-crysLaiiin ^jluv/J luonj, iiuviNy-v 


IsTN/f 01 SQ71 

INIVI UiJ7 / -> 


I1UII1U oapiCHo galdlllll-l ClaLCU. pcpilLlC yI^V-/l^J 1UOJ J, llilVlNzv 


NTVT 01 ^079 


noino sapiens ixiN.rY polymerase i 10 KJL/a suoumi ^luv^j iuoz niixiNrv 


1N1V1 \J 1 J7JJ 


nuiiiu sapiens cinv_/l> lnieiauiing proicin ^iNwoiir^, iijucvin-tv 


NM" 01 ^0^6 


xiomo sapiens lui-u^ protein ^i^^v^d iuo/ nixviN/v 




xiomo sapiens gemmm ^i_/V_i^3iuj3j, miviN/v 


NIV/f Ol ^SR9 
INiVi Ul JO OZ. 


noinu sapiens xn-ivj-hkc ->-o ^lvjuj iuho;, iiii\j.n /\ 


INIVI UIjOjj 


TJ nrnn conipnc OPP /T HP^ 1 0^^^ mPNA 

xiomo sapiens uivr ^jluuj iuj j j, mxsJ.N/\ 


NM" 0160S0 


U nm n cflmVnc pfJT.1 ^0 nrr^t^i-n CX OPS 1 0^1 i mPNA 


NM 01607R 
inivi \j i oy / o 


T-Trkmn cfinipnc PHT IdR r\rr»t^in CT OPS 1 O^O^ mPNA 


mu 016076 

INIVI V/ I \J\J / U 


VXnmn conipnc pPLI AC* nrntpin (T 00^1090^ mPNA 


NM 01 60S? 


U n mn Q^nipnc (^TiT-l 1 S r»rntpin PT Of^S1 01 mPNA 
Xxv7IlIU oapiCllo V^VJX 1 U piUtClll ^1jVJ\»/J lUlOJ, UilVlN^V 


NM 016049 


Unmn QflnipnQ COT-I 1 9 nrrvf-pin PT OPS1 01 6 i mRNA 

XIOIIIU ba.pi Clio v>VJI— 1 1Z, piLlLClil ^LvV^JlUlU^, ll.LIVlN.rY 


NM 01SQ40 

INIVI vl Jy'rU 


Unmn canipnc /^OT-I O nrntpin (1 DPS 1 OOzli mPNA 
xiuniu bapiciio v^vji—iv piuLcm ^i»»vyv_^»? iou*+^, iiicvin/\. 


NM 016S0S 

INIVI viUJUJ 


nuinu bapiens iiypoLncLit/ai protein ^njruzj 1 ), miviNrv 


NM 01 64RS 

INIVI V/ I OtOJ 


Wr^Trin CQ-ni pne Vi\rrtr\t1^<» , rir , a1 nrntpin / r XJQ'P097 8^ mPNA 

xiuiiiu od.pi ciio iiypoiiicLicai pioiciii ^nuruzzo^, nixviN^v 


NM 016479 

INIVI V 1 OH / Z. 


xioiiiu sapiens iiypoLnetiuai proLcm ^xiorLZivj, nii\JLN/-v 


NM 016464 


xnjiiwj bapiciio iiypuLiicLiL/ai piuicm ^nuiu Ly\jj y iiitviN s\ 


NM 016469 

INIVI \J I U*+OZ, 


nuinu sapiens nypouicucai protein ^norciytj, iiirviN j-v 


NM 01 6S^ 

I^IIYX \J L UJJJ 


U nmn cQnipnc UCppI QQ nrntpin PF-TQPP' 1 SQ» mPNA 

noino sapiens norcioy piotein ^nor i oy) 9 nn\j.N/\. 


NM 016404 


"H*r%mr\ Mniptic rw/nntriPTir'cil nrntpin ^PTQPP^I *\9^ n"iP"NTA 

xxuiiiu odpieiio iiypuuiictiodi jpujtcin ^norL-i jzj, iuinin/v 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


NM 016^QQ 

XN1.YX W1UJ77 


Mnmn cunipn c Vi\mr\tr»f»tif»a1 nrntpin /TTQPOI "^7^ mPMA 

xxuniu oapiciio iiy|-njuictiv/ai piutein ^norci jzj, irixviN-rV 


NM 016^0^ 

INIVI V/10J7J 


Hnnin conipnc \\i ir\rrci tp_inrli l r^f^rl troncprint 1 PU^Pf 1 1 7 1 *\ -rviP"\TA 

xxoriio sapiens uuiyiatc-niout/CLi transcript 1 \xiojt v^- 1 i nrtviN/\ 


NM 0161R7 

INIVI \J 1 OJ o / 


nuinu sapiens iiypoLiicticai protein ^norcuuu j, mJtviN/\ 


"MM 016101 

INIVI i 


T-Tnmn conipnc nA/nnrnptipol nrntpin PI-TQPP* >, n'^ 1 ^ *nP\T A 

riomo oapiciio iiypLiLiicticai piotcm ^norcUj i ) y nit\J.N/-v 


NM 01^Q1R 

INIVI \J lJ7lO 


xiomo sapiens nomoiog 01 yeast iviNase lviivJr/xsJNase r protein .ropo \r \Jro ) 9 
mPNA 

IIlX\J.N/\ 


NM 0169S7 


T-Tnmn cani pn c Viinnnpcilpin lilrp nrntpin A /^ITPP AT A \ TvT A 

xxuniu sapieiio iiipp«Jcaicin-iiKe protein *t \ r v >r\ \ ,h ; 5 iiiiviN/\ 


NM 0162R7 


rTnTTio <?am*enc; HP1 -RP74 TTTP1 -RP74 1 mPNA 

XXV7111V7 OdpiCllO All X UJT / *T ^XXX 1 13 X / *~r /, lllXVIN /Tl 


NM 01^888 


TTnmrt caniVn Q Vinnlr 1 nrntpin PHOOTP 1 ^ mPNA 

XX^JlllU Odpit^llO 11UWJV 1 JJl KJ ICll 1 ^XXv^V^XV 1 J 7 llUVIN^V 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk) s mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM_0 14822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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NM 014059 I 
NM 014040 I 
NM 014039 1 
NM 014111 1 
NM 014106 1 
NM 014104 ] 
NM 014100 ] 
NM 014137 
NM 014127 
NM 014123 
NM 014114 
NM 014113 
NM 014048 
NM 015368 
NM 014910 
NM 014916 
NM 014967 
NM 014953 
NM 014954 
NM 014917 
NM 014930 


iomo sapiens RGC32 protein (RGC32), mRNA . 

iomo sapiens PTD015 protein CPTD015), mRNA . 

iomo sapiens PTD012 protein (PTD012), mRNA . 

iomo sapiens PRO2086 protein (PRO2086), mRNA _ 

3omo sapiens PR01914 protein (PR01914), mRNA . . 

Homo sapiens PRO1880 protein (PRO1880), mRNA _ 

Homo sapiens PRO1770 protein (PRO1770), mRNA . 

Homo sapiens PRO0650 protein CPRO0650), mRNA 

Homo sapiens PRO0456 protein (PRO0456), mRNA _ 

Homo sapiens PRO0246 protem (PRO0246), mRNA 

Homo sapiens PRO0097 protein CPRO0097), mRNA J 

Homo sapiens PRO0038 protein (PRO0038), mRNA 

Homo sapiens KIAA1243 protein (KIAA1 243), mRNA 

Homo sapiens pannexin 1 (PANX1), mRNA _ 

Homo sapiens KIAA1084 protein (KIAA1084), mRNA J 

Homo sapiens KIAA1079 protein (KIAA1U /y ), hikina 

Homo samens KIAA1018 protein (KIAA101S), mRNA 

Homo sapiens mitotic control protein dis3 homolog (K1AA1008), mRNA 

Homo sapiens KIAA0985 protein (KIAA0985), mRNA _J 

Homo sapiens netrin Gl (KIAA0976), mRNA J 

Homo sapiens KIAA0972 protein (KIAA0972), mRNA 


NM 014907 
NM 014912 
NM 014021 
NM 014899 
NM 014951 
NM 014729 
NM 014813 
NM 014829 
NM 014698 
NM 014824 
NM 014677 
NM 014705 
NM 014861 
NM 014721 
NM 014827 
NM 014645 
NM 014664 
NM 014834 
NM 014696 
NM 014732 
NM 014710 
NM 014797 
JN1VL U14ol7 
NM 015216 


Homo sapiens KIAA0967 protein (KIAA0967), mRNA 

Homo sapiens KIAA0940 protein (KIAA0940), mRNA _ 

Homo sapiens KIAA0923 protem (KIAA0923), mRNA 

Homo sapiens KIAA0878 protein (KIAA0S78). mRNA 

Homo sapiens KIAA0844 protein (KIAA0844), mRNA _ 

Homo sapiens KIAA0808 gene nroduct (KIAA0S08), mRNA 

Homo sapiens KIAA0806 gene product (KIAA0806), mRNA _ 1 

Homo sapiens RNA helicase (KIAA0801), mRNA _j 

Homo sapiens KIAA0792 gene nroduct (KIAA0792), mKNA . 

Homo sapiens KIAA0769 gene product (KLAA0769), mRNA __ 

Homo sapiens KIAA0751 gene product (KIAA0751), mRNA 

Homo sapiens KIAA0716 gene product OOAA0716), mRNA . 

Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 

Homo sapiens K1AA0680 gene product fKlAA0680), mRNA 

Homo sapiens KIAA0663 gene product (KIAA0663), mRNA 

Homo sapiens KIAA0635 gene product fKIAA0635), mRNA 

Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 

Homo sapiens KIAA0563 gene product (KIAA0563), mRNA 

Homo sapiens KIAA05 14 gene product (KIAA05 14), mRNA 

Homo sapiens KIAA0513 gene product (KIAA05 13), mRNA . 

Homo sapiens KIAA0443 gene product (KIAA0443), mRNA . 

Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 

w n ™ Qaniens KTAA0438 gene product (KIAA0438), mRNA 

Homo sapiens KIAA0433 protem (KIAA0433), mRNA 


NM 015251 

_L>( J.VJL v i S A 

NM_015185 
"NM 014711 


Homo sapiens KIAA043 1 protem (KIAA043 1), mRNA 

Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGbry), 

mRNA 

Homo sapiens KIAA0419 gene product (JUAA0419), mRNA . — 


NM 015564 
NM 014778 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA _ 

Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 1 
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NM 014659 


UArvi/v ^nniartr T/T A A A1T7 /VTA A AO HH\ -r*-»T? XT A 

nomo sapiens j^jlAlA03 / / gene product (^sjlaau.5 / / ), mKJNA 


XT* jr A1 il/TOH 

NM 014639 


LT/\«t/\ "ETTA A Am J., /t/TA AHT70^ t\-iT?XTA 

Homo sapiens iviAAlo /Z gene proauct (Js^iaauj /zj, mKJNA 


"MTV A A1/17C^ 


nomo sapiens jsjaau-d j / gene proaucx v.isj-rt-rvuj j / ^, niivtN-rt. 


XTTV A A1 /Ip/IC 


TJr.v«A eonionp TV' T A A AT7/1 nnnn t^rrvrlnr-t /VTA A f\HH A\ nnTJXTA 

Homo sapiens isjaauz/4 gene proauct vjsjlaauz nxtviN/\ 


\T\if A i AHA < 

NM U14/4j 


Jtiomo sapiens ivLrv/vuz J j> gene proauci \^i/v/\v , zooj, itjxvln/\ 


XTTV A A 1 A /Z A 1 

JNJVL 01464 3 


nomo sapiens JnJAAUZZZ gene product ^tsj^v/Yuzzzj, mKJNA 


XTTVVT (\"\A£LHA 

NM 0146/4 


Jbiomo sapiens rLiAAUZiz gene product (jsjaauzizj, mKJNA 


JMM 1)14720 


Homo sapiens Ste20-related serine/threonine kinase (SLK), mRNA 


NM 014761 


Homo sapiens KLAA0174 gene product (KIAA0174), mRNA 


NM 014730 


TT ■ T/^"T A A A 1 M j a. rrr T A A A 1 C T\ T> XT A 

Homo sapiens KIAA0152 gene proauct (KIAAUISZ), mKNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens KIAA0133 gene product (K1AA0133), mRNA 


NM 014815 


TT TS* T A A A 1 OA . J . _ j. f~¥7"f A A A 1 *? A\ .-.-,T>XT A 

Homo sapiens KIAA0130 gene proauct (K1AA0130), mRNA 


"K TTV K at /inrf 

NM_0l4755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 
(IRIF-Brz), mRNA 


"XTK X" A1 /I /TO O 

IMjvL_0 1462s 


Homo sapiens gene predicted from cDNA with a complete coding sequence 

f~Tf T A A A 1 1 A\ ■~ M X> XT A 

(K1AA01 10), mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 ! 


TT T** T A A A 1 A*"* J _ j fTfT A A A 1 AO\ TTiTvT A 

Homo sapiens KIAA0102 gene product (K1AA0102), mRNA 


NM 014780 


TT * X7"T A A f\C\ r ~i f J . _a /"Tf~% A A A A ^7 ZT\ TT) "KT A 

Homo sapiens KIAA0076 gene product (KIAA0076), mRNA 


NM 014882 


T T * ~TfT A A r\f\ C O ]. . _ i /rr TA A i~\ f\ C T \ „TJ\T A 

Homo sapiens KIAA0053 gene product (K1AA0053), mRNA 1 


NM 014750 


tt^ • -rr x A A AAAO 1 , ^x. fTfT A A AAAO\ _.T)\T A 

Homo sapiens KIAA0008 gene product (K1AA0006), mRNA 


NM_015684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 

/ A TDTH A ,__T>Xr A 

(AlrW), mRNA 


XTTV A A 1 A 1 C 
JNM 0141OO 


xiomo sapiens ribJrCioo protein (^rior'L^ioojj itlkjna 


NM 014164 


rlomo sapiens rlorUloi protein ^riorv^io^j, tiikjna 


TvTTV yf A 1 /I 1 O 1 

NM 014161 


xiomo sapiens rlorC15y protein (^rlbJrv^lDyj, mKJNA 


XTTVVT AI yl nfi 

NM 0141 /y 


rlomo sapiens rioJrd3 / protem (rl^r^lD / J, mKJNA 


NM 014166 


rlomo sapiens rioFUlZo protem (rioJr<^izoj, mKNA 


XTTV A A 1 /I 1 

NM 0141:0 


rlomo sapiens rloJrCUoJ protein (rloxL/Uo^j, mKJNA 


XTTV /T A 1 /I A^ O 

NM 014036 


rlomo sapiens rIolrCUZo protein (rlJSrCUZo), mKJNA 


XTTV/T A1 /IA1 H 
NM U 14U1 / 


TJnvMrt no«ionr TJCDPhfll tM-nfiii^ /XJCP/^AA'^^ ft-iTD XT A 

Jtiomo sapiens rioJr^uu^ protein ^rioJr^uuj ^, mKJNA 


TvTTV A A 1 A A CO 
NM 014US3 


TT ort«-Ii=k-»-i« T?T A rr^Ty PCT "\//~ 1 T>'\ t-«*»TDXTA 

rlomo sapiens rLVLK protem ^rL/Vv^iNj, tiikjna 


xnv/r ai C/inn 


nomo sapiens JL^JMrZ/JrjooiNU /zi protein ^JL»JS^rZ J r^jooiNU/zi ), miviN/\ 


NM 015583 


Homo sapiens DKFZP586M0622 protem (DKFZP586M0622), mRNA 


XTTV A AI C/OC 
NM 015480 


TjAmA r^^-t-ki o "nT/T77D<^^T/n01 V«-rtfoin /'TT^VTh r 7T) C </CV AO 7\ »-*-»T>XTA 

rlomo sapiens iJrUrZ,r^6oisA»Z3 protein (iJ£^/^rDooi\SJZD), mKJNA 


XTTV A A 1 A A /1 1 

NM 014043 


rlomo sapiens !JrUrZ,Jr5o4UlZ3 protein ^JJisJr'Z.r z>o4<JiZ3j, mKJNA 


NM 015367 


Homo sapiens preimplantation protein 3 (PRJEI3), mRNA 


"XTTV if A1 A f\C /Z 

NM 014056 


TT ^ A««i*a«n T-xT/"T7 r 7TD C £Z AT/~ ^ AH „-Atoi« /T\LTT7 r 7Xi^ £LAV H A H\ ♦vtTJXTA 

rlomo sapiens lJjsJ^/^r j641vZ4/ protein ^lJK^Z,r564KZ4/J ? mKJNA 


NM_0 15623 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166) ? 

_-,T>XT A 

mKJNA 


XTTV A A 1 £ C CO 

NM 01556Z 


nomo sapiens ijJsJrZ*JrDo4r5i4/ protem ^JL^KJrz^Jrjo4rii4/ ), itlkjna 


XTTV A A1 C#C1 A 
NM UOOlU 


nomo sapiens iJKJrZiJr4j4J 1D4 protein ^j-/j\jt ^jr^DHj 1D4^, mjKJNA 


xnvvr AI ccon 
NM U155yU 


nomo sapiens JL/ivr , z>r 4J4r 1 /dj protein ^J^jsjrz,r4j4r l / j itikjna 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


Tv TTV /T AI COA/C 

NM 015396 


nomo Sapiens JL>lvrZ,r434AU43 protem ^lJlSw± , Z < Jr434AU43), mKNA 


xTTv/f niAOSR 

IN 1VX V 1 *t \J-J O 


Hnmn <?flnipn<; nrnfpin rnFSr*! i mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_014580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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I 

NM 014313 ] 
NM_0 14229 ] 

i 


■nRNA 

Homo sapiens small membrane protein 1 (bJvLfi), mKiNA 

Homo sapiens solute carrier family 6 (neurotransmitter transporter, uAbA;, 
member 1 1 (SLC6A1 1), mRNA — 


NM 014575 
NM_0 14402 


Homo sapiens schwannomin interacting protein 1 (SCHIPl), mRNA 

Homo sapiens low molecular mass ubiquinone-bmding protein (ioku; (Ur-CJ, 
mRNA ■ - — 


NM_014394 


Homo sapiens growth hormone inducible transmembrane protein (GHTTM), 

f^RNA . 


NM_0 14225 

NM 014497 
NM 014399 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 

65), alpha isoform (PPP2R1 A\ mRNA _ 

Homo sapiens nuclear protein (NP220), mRNA _ — 

Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 

Homo sapiens metalloprotease 1 (pitrilysm family) (MP1), mRNA 


NM 014484 
NM 014447 
NM 014350 
NM_014478 


Homo sapiens molybdenum cofactor svnthesis 3 (MOCS3), mRNA 

Homo sapiens arfaptin 1 (HSU52521),mRNA . 

TT, . r~. no^onp nTKTF^irirliir'prl TtrnteiTl fGG2-1\ TPRNA 

HOniO SaplCnS X 1NJT -llXUiiV/CVJ. ^ji ^vjvj^ — ; — 

Homo sapiens calcitonin gene-related peptide-receptor component protem 

(CGRP-RCP), mRNA — 

Homo sapiens Hnne morphosenetic protein 10 (BMP10), mRNA — _ 


JNIVI Ul*t*+oZ 

NM_0 14474 


Homo sapiens acid sphingomyelinase-hke phosphodiesterase (At>ML3B;, 
mRNA — 


NM 014480 
NM_014576 


Homo sapiens zinc finger protein (AF020591 ), mRNA 

Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 

protein (ACF), mRNA 

Homo sapiens p21(CDKNl AVactivated kinase 4 (PAK4), mRNA 


NM 005884 
NM_0 13434 

NM 012446 
NM 013235 
NM 013349 
NM 013323 
NM 013388 
NM 013328 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 

(CSEN), mRNA 

Homo sapiens single-stranded DNA binding protein I Qfrttrzj, rraitNA 

Homo sapiens putative ribonuclease m (RNASE3L), mRNA _ 

Homo sapiens secreted protein of unknown function (SPUF), mRNA _ 

Homo sapiens sorting nexin 1 1 (SNX1 1), mRNA _ 

Homo sapiens prolactin regulatory element binding (PREB), mRNA 
Homo sapiens pyrroline 5-carboxylate reductase isoform (P5CR2), mKJNA 


NM 013370 
NM 013277 
NM 013285 
NM 013320 
NM 013391 
NM 013253 
NM_013339 

NM 004120 
NM 005690 
NM 012063 
NM 012470 
NM \J\IZo2. 
NM 012250 
NM 012249 
NM 012388 
NM 012322 
NM 012316 


Homo sapiens pregnancy-induced growth inhibitor (OKL38), mRNA 
Homo sapiens Rac GTPase activating protem 1 (RACGAP1 ), mRNA 
Homo sapiens nucleolar GTPase (HUMAUANTIG), mRNA 

Homo sapiens host cell factor 2 (HCF-2), mRNA 

Homo sapiens dimethylglycine dehydrogenase precursor (DMCjDH), mKJN A 
Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mKJNA 
Homo sapiens dolichyl-P-Glc:Man9GlcNAc2-PP-dohchylglucosyltransterase 

(ALG6), mRNA 

Homo sapiens guanylate binding protein 2. mterteron-inaucibie (UtfPzj, mRNA 
Homo sapiens dynamin 1-like (DNM1L), transcript variant 3, mRNA 

Homo sapiens dynamin 1-like (DNM1L\ transcript variant 2, mRNA . 

Homo sapiens transportin-SR (TRN-SR), mRNA 

TJ^wiri ccmif»nQ tranQprintion factor EC fTFEC), mRNA 

Homo sapiens related RAS viral (r-ras) oncogene homolog z IKKAb/j, mRNA 

Homo sapiens ras-like protein (TC10), mRNA _ 

Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 

Homo sapiens U6 snRNA-associated Sm-hke protein (LSMS), mKJNA 
Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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NM Olzlby 


homo sapiens iiDrousneatnin 11 (ror-z;, rnrviNA 


NM_UlzUM 


Tj^rvi^ co «; pr , P t?t T T?T?T ATlnTi t?XT A POT "YTViFP A^IF TT FT (TWO A TTOlSf 
riomo sapiens riJUJL-JKJl!<-L;/V 1 tLD JKJN-rY x WJU I ivixj/lvrYO JD xjl, jdi^\^in\j/a.x,iv~/in 

TT A PTAD /HCT T OA mPMA 


NM_003996 ! 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
qvjx'Aj J, transcript variant z, mx\j\i/\ 


XTTV/T AA^O/£A 

JNM UUjZoU 


riomo sapiens growxn Qiiieientiation iauior ^ ^vjjL/jri'^, iiuxiNrv 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


NM 006685 


Homo sapiens proline ncn J (JrKvJJ^J), mKN/v 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


NM 004133 


Homo sapiens nepatocyte nuclear iactor 4, gamma ^ttiNir'^fOrj, mjtsjN/\ 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


NM_007324 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation ancnoi (JVLAJJJtiJLrj, transcript variant i, 
mRNA 


NM_007323 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation ancnor {jyi/\urxir), transcnpi variant z, 
mKJN A 


XTAif AAC 1 /CO 


Homo sapiens angiotensin receptor-like 2 (AGTRL2), mRNA 


NM_0U3DU1 


riomo sapiens integnn, aipna j ^antigen y^UHyy^, aipna d buounu 01 v 
receptor ) ^iivjt/\3J, u anscn.pt variant d, rnxviN/\ 


NM UU/14-4 


riomo sapiens zinc linger protein it^t ^ivj.ei-10^ yz^isr 1*+*+^, uuuNn. 


JNJVI UU /Zoo 


xiomo sapiens synapiopooin ^isJLrVr\iuzi/^, iillvln^a. 


"VTA/1 AA/7 1 QQ 
JN1V1 UU / iyy 


xTomo sapiens micricuKin- 1 rcucpLui-cioi>ijc-ia.icu. ivinaov xvi ^j_l\_ta_lv. ivxy, uLiMNiT. 


TvTA/T AmOQI 

JNM. UU/Zo3 


riomo sapiens monogiycenae lipase ^ivj.vjjLri^j, mr>j.N/iL 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


TvTTVvT AAOOIO 

JNM UU/ZlZ 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


NM UU/Uoi 


riomo sapiens vascular ivaD-w/YrV 1 r>^-contaming ^ vrurj, miviN/v 


TvTA/T AA7A07 
NM UU /UZ / 


riomo sapiens topoisomerase ^uin/\.j 11 Dinamg protein ^lurcri ) y mrviN-rv 


XTA/f AA/COIC 

NM_UUoyjo 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPDl), mRNA 


TvTNvf AA^QQl 

NM_UUoy3 / 


riomo sapiens oivii j suppressor 01 mil two j nomoiog z ^yeabt^ ^oivxi Dn^j, 

T-rvPXT A 


JNJVl UU JyJZy 


riomo sapiens staLnmin-iiK.e z ^oiiviinzj, rnrviNrv 


NM UU /U4Z 


riomo sapiens noonuciease r yi^KU) ^ivrriHj, rnivi>j/v 


"KTA/f AA/CQA7 

jNivi uuoyu / 


riomo sapiens pyrxoimc-j -uarooxy laic reu.uciaoc 1 \r i^/ivi^j liuticcu g^n& 
encuQing rniioununurid.1 piuLcni, nxivLNr^ 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


jnivi uu/uoy 


nomo sapiens riJvrvo-iiK.c ouppresbor d ^rrxvrvojuoj ^, iiusj.n/a- 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


TVTN/f AA7A7 1 
NM UU/U/1 


TT ATV , ft • _ TTT7T? \/ U T TP OPPA^ifl^nft 1 /TTtTT A 7^ ml? XT A 

riomo sapiens JnLbK v -ri JLiK-associating d ^xiriL,/\-> ), mixTN/v 


NM UU/Uo/ 


Homo sapiens histone acetyltransferase (HBOA), mRNA 


TvTTVyT AA^7AA/C 

NM_UU /Ouo 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 

(trorjjj niKJNA 


NM 0070^ 

X^JXVL \J\J I \J+J J 


TTrvmn Qflni^TiQ natural killer cell receiptor irnrnunoe'lobiilin SUDerfamilv member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 I 
NM 006810 1 


lomo sapiens pim-2 oncogene (PIM2), mRNA 

lomo sapiens for protein disuilide isomerase-rcldlcd U uikj, mniN^ _ 


NM 003609 I 
NM OOoozU i 
NM 006848 1 
NM 006876 1 
< 


iomo sapiens HIRA interacting protein 3 (HIRlPi), — — 

4nmn mrrirns chr"™n*nrne 1 open reading frame 2y (Uionzy;, imvnJA 

4™™ aniens hepatitis delta antieen-interacting protein A {DTPK^ mRNA _ 

— TrnkT > r^xTA^-vwaf^i hpta-l 3-N-acetvlelucosaminyltransterase 

rlomo sapiens UDP-CjlcN Ac. Detauai oeia i,j i> a^^igiuv j 


NM_006653 1 


Homo sapiens sue 1 -associated neurotrophic tactor target 2 (FGFR signalling 
adaptor) (SNT-2), mRNA — — - . . k rtpA(\\ mRNA 


NM 00663S 
NM 004163 


tan sapiens ribonuclease P, 40kD subunit (KPP40), mKNA 

p «, r i«ns R AR27B. member RAS oncogene tamily (VJUiZliS), mRNA 


NM_006713 

NM 006601 
NM 006675 


Homo sapiens activated RNA polymerase H transcription cotactor 4 K ¥vA )t 

*hKNA r 7 vr» fp?^ mRNA 

Homo saoiens unactive progesterone receptor, 23 kl> (r2J), iIusina _ 

Homo sapiens tetn-nan transmembrane 4 super family (NET-5), rnRNA. 


NM 006501 
NM OCoolz 
NM_006567 


Homo sapiens mvelin-associated oligodendrocyte basic protein (MXJ&Vj, mRN A 

u nmn aniens kinpsin family member 1C (OF1C), mRNA 

Homo sapiens phenylalanine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA — — wA P/ mn 


NM_006594 
NM 006621 


Homo sapiens adaptor-related protein complex 4, beta 1 suDumt (AP4B1), 

mRNA — . , i;i.„ i /AttrVT 11 mRNA 

Homo sapiens S-adenosylhomocvsteme hydrolase-hke 1 (AMI i LI), mKJNA 

Homo saoiens thioredoxin interacting protein ( 1XN1F), mKNA__ 


NM 006472 
NM 006388 
NM_006281 

NM 006401 


Homo sapiens HW-1 Tat interactive protein, 60 kD (HI ATIP)^nR^L 

tt™™ «*™en«; serine/threonine kinase 3 (STB20 homolog, yeast) (S I KJ), 

Horn" w*™ aridic protein rich in leucines (SSP29), mRNA . 


NM 006425 
NM_006359 


Homo saoiens step H splicing factor SLU 7 (SLU7), mRNA ___ _ 1 

Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoiorm o 
(SLC9A6), mRNA — 


NM 006328 
NM_006466 


Homo sapiens RNA binding motif protein 14 (RBM14), mKNA 

TT • _ „ n urmp-racp rRNAI ITI (DNA directed) polypeptide F (39 kD) i 
Homo sapiens polymerase ^isinaj ixl uix^i*-^ v r j 


NM 006467 
NM 006397 
NM 006443 
NM 006390 


jS^pLs polymerase (RNA) m (DNA directed) (32kD) (RFC3Z), mRNA J 

Homo sapiens ribonuclease HI We subunit (RNASiiHl), mKiN A 

Hn™ sapiens putative c-Myc-responsive (RCL), mRNA . 

Homo sapiens RAN binding protem 8 (RANBP8), mKNA _ _J 


NM 006256 

JNJVL UUOZJH 

NM 006229 
NM_006319 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 

H„m„ sapiens protein kinase C, delta (PRKCD), mRNA 

" Homo sapiens pancreatic hpase-related protein 1 (PNLIPRP1), mRNA J 

Homo sapiens CDP-diacylglycerol-inositol 3-phosphatidyltransferase 
(phosphatidvlinositoi svnxnasej y^^ix - — — mrr^ r-rr^ 


NM_006219 


Homo sapiens phosphoinositide-3-kinase, catalytic, beta polypeptide ^PlkiCB), 

mRNA 1 

" Homo sapiens progestercme-mduced^bjocking factor 1 (PIBF1), mRNA. 


NM 006346 
NM_006473 


Homo sapiens TAP6-like RNA polymerase H, p300/CBF-associated tacior 
(PCAF)-associated factor. 65 kD (TAF6L), mRNA _J 


"NM 006396 
NM_006428 

NM 006475 

j^Mj)06392_ 


Homo sapiens Sioeren's syndrome/scleroderma autoantigen l (SSSCAij^inKNA 
Homo sapiens melanoma-associated antigen recognised by cytotoxic T 

lvmphocvtes (MAAT1). mRNA 

Homo sapiens osteoblast specific factor 2 (fasciclin I-hke) (OSF-2), mRNA 

Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5A), 1 
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„^,Y> "KT A 

mKJNA 


NM_00o41 / 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 

wAfoir, fAAXrTW /TV/TTT AID/MA tviT>"MTA 

protein J (IVL 1 Ar44 ), itlkjn A 


X TTV A AAiC/lAC 

JNJVL 00o40j 


Jtiomo sapiens transmembrane 9 superiamiiy memoer i ^ i iviyor i j, mKiN/\ 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 


XTA/f aaz: ICO 

INJVL UUDIjZ 


Jtiomo sapiens Lympnoia-resmctea memorane protein ^juxvlvix ^, im\i\/-\ 


INJVL UUD^foU 


xiomo sapiens riivj±>/\-inauciDie (xiioi )> itijkjln/i. 


1NIV1 UUOjOj 


xiomo sapiens transcriptional activator 01 tne c-xob promoter v^xvw^-h-^, iiirviN^ 


JNJVL_UUO I do 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 

/TAP7A1^ ml? XT A 


INLVL UUOUoO 


xiomo sapiens tiiDuiin, oeta, h* v^i ujljjd'+j, injcviNrv 


iNJVi UUJ /Ol 


xiomo sapiens piexm v^i ^ilain i imvr>/\ 


JN1V1 UUj /Zh 


jtiomo sapiens tetraspan j ^ior^/viN-j j, iiitvLN/v 


IN JVJL U U 0 OHO 


xiomo sapiens l/viv ^niv ) xvln/\ oinaing protein i ^lAivDnj, mxviN^v 


INIVI UUJ0I7 


xiomo sapiens syntaxm o jl.a.oj, mxvLN/\ 


INJVL UUjoOO 


xiomo sapiens sigma receptor ^oKo i / Dinamg protem i j ^oxv~x5x^ i ^, iuxvin^v 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


INM OOjOZO 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


JNiVL UUj / /O 


xiomo sapiens small JiJJKiv-ricn iactor z ^oxiKrzj, rnxviN/v 


TVTA/f AA^QA^ 

INJVL OOjoOj 


Homo sapiens 26S proteasome-associated padl homolog (POH1), mRNA 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


NM_005869 


Homo sapiens serologically denned colon cancer antigen 10 (bDLLAulUj, 
mKJNA 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


NM 005792 


Homo sapiens M-pnase pnospnoprotein o (Mrhubrrio), mKIN A 


\nj AAC/CA*} 

NM 005693 


Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), 

r-«l?XT A 

niKJN/Y 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


JNiVL_UUD / L J 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 1, mRNA 


NM UUjo/o 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


NM_005b3b 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM__005 /54 


Homo sapiens Ras-GTPase-activating protein SH3 -domain-binding protein 
(G3BP), mRNA 


JNJVl_UUD /o4 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 17 (DD96), mRNA 


NM_005o94 


Homo sapiens COX 17 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX17), nuclear gene encoding mitochondrial protein, mRNA 


NM_00550o 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 2 (lysosomal integral memorane protein H) (CD36L2), mRNA 


NM_005S8l 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 


XTA A AACT1 O 

NJVL_0057 1 8 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 
mRNA 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5(16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM_005406 1 

i 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (ROCK1), 
rnRNA — 


NM_O05399 
NM 005396 


rV Vm^co ati^p a^ti-uatprl beta 1 non-catalytic SUDUnit 
Homo sapiens protein kinase, /yvLr-acuvaxea, oaa. nun l * lw ' 

(TRKAB2), rnRNA 

Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


NM 005489 
NM_005479 


Homo sapiens SH2 domain-containing 3C (SH2D3C), mKNA 

Homo sapiens frequently rearranged in advanced T-cell lymphomas ^kATI), 
rnRNA — 


NM 005154 
NM_OO5066 


Homo sapiens uuiqmun specmc pruicaac o iiuva "a. - 

Homo sapiens splicing factor proline/glutamme rich (polypyrimiame traci 
binding protein associated) (SFPQ), rnRNA 


NM_005123 
NM 005046 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 

mRNA — — rr 

Homo sapiens kallikrein 7 (chvmotryptic, stratum corneum) (KLK7), mKMA 


NM 005030 
NM 005014 
NM__005003 


Homo sapiens polo-like kinase (Drosophila) (PLK), rnRNA 

Homo sapiens osteomodulin (QMD)> mRNA _ _ . 

Tjnmri Conine MAnTT dehvdroeenase (ubiquinone) 1, alpha/beta subcomplex, 1 
rlomo sapiens lN^vj-yxi. uci iy ui ugvuao^ ^uL/i^wmuxivy ? ^ 

(XkT>. SDAP) (NDUFAB1), rnRNA 0 ,„^ TA 


NM_004941 

NM 004205 
NM 004818 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (kNA 

helicase) (DDX8), mRNA 

Homo sapiens ubiquitin specific protease 2 (USP2), mRNA . 

Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100R), mKJNA 


NM 004275 
NM 004272 
NM 004177 
NM_004719 


Homo sapiens TRF-proximal protein (TRFP), mRNA 

Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 

Homo sapiens syntaxin 3A (STX3A), mRNA . 

Homo sapiens splicing factor, arginme/senne-nch 2, interacting protem 
(SFRS2IP), mRNA — — -=rr 


NM_004175 


Homo sapiens small nuclear nbonucleoprotem D3 polypeptide {.ibkij; 
(SNRPD3), mRNA 


NM 004592 


Homo sapiens splicing factor, arginine/serine-nch 8 (suppressor-ot-whue-apncol 
homolog, Drosophila) (SFRS8), mRNA _ 


NM_004799 

NM 004875 
NM 004292 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 3, 

mRNA 

Homo sapiens RNA polymerase I subunit (RPA40), mRNA 

Homo sapiens ras inhibitor (RJN1), mRNA 


NM 004815 
NM 004772 
NM_004553 


Tu^THiN eocene ptpt 1 ncQrtrinted RhoGAP 1 (PARG1), mRNA 

XlOmO Sapiens x 1 IT l^l-<i&3UUl£U.cu iNJivvj-ru. x \a- ^i-t-^w x /, 

Homo sapiens P3 1 1 protein (P3 1 1), mRNA 

Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (likU) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


NM_004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, z 
(14.5kD, B14.5b) (NDUFC2), mRNA — 


NM 004271 
NM_004672 


Homo sapiens MD-1, RP105-associated flVlD-1). mRNA 

Homo sapiens mitogen-activated protein kinase kinase kinase 6 (MAPiKO), 


NM_004828 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 


NM_004735 

NM 004811 
NM 004522 
NM 004905 


Homo sapiens leucine rich repeat (in FLIT) interacting protein 1 (LRRFIP1), 

mRNA 

Homo sapiens leupaxin (LPXNY mRNA — 

Homo sapiens kinesin family member 5C (KIF5C), mRNA — 

Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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Opinio noloill 11^ 1 /A c» f\ on /-I ov, + -»-vl~-i ./"v o «-* ki I 1 r\ opa A O i l\f T A A / l 1 A \ fv% D A 

aciaic caicium-inaepenaent pnospnonpase v.Jsjl/v/vuiudj, mKJNA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 

Z ^J\.^iN-t>Z ), nuvlN/v 




Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


INIVI UU*r / U J 


nomo sapiens miegnn cytoplasmic aomain-associatea protem l (jw^AJr-iA), 
transcript variant 1, mRNA 


IsJNyT 004S14 

INlVi \J\J*+Q I *+ 


nomo sapiens uj snKiNx^-speciiic *fu KJL/a protein ^nJrrpo-Dinuingj (n±\KJroJD.rjj 


Nh/T 004S3Q 

1N1VX UvtOjy 


nomo sapiens nomer, neuronal lmmeaiaie eany gene, z ( v nLJlViJcK-z.D mKJNA 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1), mRNA 


IN 1VJL_U o j z 


Homo sapiens glutathione-S -transferase like; glutathione transferase omega 

/Ti^TTT ml? "MA 
^*jro 1 ll_,pZoj, mr\JN/\. 


NM 0044 8 6 


nomo sapiens goigi auxoanugen, goigin suoiamiiy a, z ^vj^ji^vj/yzj, mKJN/\ 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 


"MA/T On44R^ 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


"M\/f 0047^7 


jiomo sapiens enaotneim type D receptor-UKe protem z (xil^rS^K-i^r-z), mKJNA 


"NTN/f A04440 


nomo sapiens JcpnA./ ^r^ri/\/ rruviN/v 


TvJA/T 0047^7 

lNIVl UUt 1 / J / 


nomo sapiens small maucioie cyxoKine suoiamiiy si, member l ^endothelial 
monoL/yie-acLivaung^ ^ov^ x JC/i ituvIn/\ 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 




nomo sapiens aisneveiiea, asn nomoiog z ^i^rosopniiaj (UVJLZ), mKJNA 


NM 00441fi 


nomo sapiens aeixex nomoiog l ^i^rosopniiaj ^uiyvij, mKJN/V 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


NM 0041£^ 


nomo sapiens cenirin, iir -nana protem, J (-UJD-Uil nomoiog, yeast) (CJblJSI3), 

mDMA 

IlUVlN J\ 




nomo sapiens cnromoaomam protein, y cnromosome, l (UU Y 1 j, mtCJNA 


NM 0047Q1 


nomo sapiens cocaine- ana ampnetamine-reguiatea transcript ^-oAivi ), rnKJNA 


NM 004^^0 


nomo sapiens rs-CLrZ/aaenovirus Jbio lyKD mteractmg protein z QoJNJLrz), 
mRNA 


NM 004094 


nomo sapiens aciivaimg transcription iactor d ^/vijtj J, mKINA 


NM 001177 


numo aapiens r\xjr -noosyiation iactor-UKe i \x\t\X^ i j, mivlN/v 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


NM 001 

1N1VX \J\J UDD 


nomo sapiens neterogeneous nuclear noonucleoprotem L (rliNlCrJ^), mKJNA 


NM 001S0Q 

J.NJ.VJ. \J\J \. -J\j 


nomo sapiens giutatnione peroxiaase j ^epiaiuymal anarogen-reiated protem) 

( frP^TS^ trpncrrint -v^riont 1 mPNA 


NM 001349 

i liVi \J\J A — ' I -S 


Unmo CQniVnc ocr»c»T+\rl»+T?"M A oim+Tipfocp /TTlATPQA rv^PXTA 

xj.ui.ii'u Dctpiciib ttbjJarLyi-LiNJL^/TL iyiiLficLase ^l^ajvoJ, rniviN/v 


NM 001329 


numu sapiens -u-LerTnindi omuing protein z i r>rz ), transcript variant 1 , 
mRNA 


NM 000082 


Homn -^ariiPriQ C^rkcXmxmf* QvnHrnmp 1 •Tr , l-accir»-a1 , \ ( (T^l^TvTI ^ mPMA 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


NM 001087 

J. > 1 VJL \J\J X \J \J 1 


nomo sapiens angio-associaiea, migratory ceil protem ^^vAJviJr), mKJNA. 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM 003904 


nomo sapiens zinc linger protem ZDy ^ZJNrZjy mxsJNA 


NM_0033S5 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


NM_003348 


Homo saoiens ubiauitin-coniu eatinff enzvme fTFRC 1 ^ hnmnlno- vpncA 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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NM 003115 



Hnmo sanie ns UDP-N-acteylglucosaminepyr o phosphorylase 1 (UAP1), mRNA 
- : — : , . ^-^i r>v.o«n^i Qiihfamilv C. member 



NM 003305 



nomo sauicua wjl/x -x^-ct^Lv,ji & x^ w V ^ j-^ — 4 * ^ — — — — — 

Homo sapiens transient receptor potential cation channel, subfamily C, 
3 (TRPC3). mRNA 



NM 003596 



Homo sapiens tv rosylprotein sulfotransfera se 1 (TPST1), mRNA 



NM 003747 



NM 003569 



nomu aa-pit-ua tywoji^"-"" — n- 

Homo sapiens tankyrase, TRF1 -interacting ankyrm-related ADP-nbose 
polymerase (TNKS), mRNA 



NM 003164 
NM 003764 



Homo sapiens syntaxin 7 (STX7), mRNA 



Homo sapiens syntaxin 5A (STX5 A), mRNA 



Homo sapiens syntaxin 1 1 (STX1 1), mRNA 



NM 003133 



Homo sapiens si gnal recognition pa rticle 9kD (SRP9), mRNA 



NM 003136 



TTnmn sapien s signal recognition particle 54kP (SRP54), mRNA 



NM 003131 



Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 



NM 003795 



Ho mo sapiens sorting nexin 3 (SNX3), mRNA /c , XTPpr . N P >, j a 

Homo sapiens small nuclear rib o nucleoprotein polypeptide G (SNRPO), A 



NM 003096 



NM 003093 



Homo sapi ens am au. .^^o. w — r r ^ . . — 7—. 

Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 



small nuclear ribonucleoprotein polypep tide C (SNRPC), mRNA 



NM 003080 



NM 003059 



spnmg omyeimasc; yoiv.it ^>-u im.^.^* . _ — — - 

Homo sapiens solute carrier family 22 (organic cation transporter), member 4 
(SLC22A4), mRNA 



NM 003033 



NM 003952 



NM 003729 



NM 002937 



NM 003804 



^L^m), , — — - T-r- 

Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase^ (SIAT4A), mRNA 



siaivt ransierase; ^mi^,, n^^.. _ _ nc ,„ D ^ 

Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 

mRNA 



Homo sapiens RTC domain containi ng 1 (RTCD1), mRNA 



nOmU Sap idlS IVl^ \j.\jlx±lalll ww.***** -- n - v i_± 

Homo sanien s ribonuclease, RNase A family, 4 (RNASE4), mRNA 

■ ~ : ty-tv r-i t-<\ r._j. 4.* ~ +Vir6A«inP l"1T151!C 



nui iiu &api^iio ii^iiuviv uuv, =^ ^ — 7 

Homo sapiens receptor (TNFRSF)-interacting senne-threonme kinase 1 
(RJPKl), mRNA 



NM 002898 



NM 002886 



NM 003953 



NM 002809 



NM 002771 



NM 002757 



NM 002754 



NM 003668 



NM 002718 



Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 



Homo sapiens RAP2B, member of RAS onco gene family (RAP2B), mRNA] 



Homo sapien s myelin protein zero-like 1 (MP ZL1), mRNA 

" v . ^-.^-i^N O/CC rnnlir 



Homo sapiens proteasome (prosome, macropain) 26S subunit, non-Alfase, o 
(PSMD3), mRNA 



Homo sa piens protease, serine, 3 (trypsin 3) ( PRSS3), mRNA 

r 7^ j j • i r ; Hnna 1^4-nor>o> ^ /TV/f A 



Homo sapiens mitog en-activated protein kinase kinase 5 (MAP2 K5), mKJNA 

— : ~. I i _ ■ i ■ „~ 1 1 r\/f A T>V 1 ^ tnP>JA 



xiuiiiu niiwfewx T , _ 

Homo sapiens mitogen-activated protein ki nase 13 (MAPK 1 3 ), iriKJN A 



X1U111U Oa^Jl^/llO AXJLAVVffeWXX ^.xx^tv^v^^ ! . i — = — ; — — 

Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 



NM 003622 



NM 003626 



NM 002689 



NM 002685 



NM 003876 



Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
72), alpha i soform and (PR 130). beta isof orm (PPP2R3), mRNA 



Homo sapiens PTPRF interacting protein, binding protein 1 (hpnn beta 1) 
(PPFIBP1), mRNA 



yrrr-u-jx i;, uuui^ — 

Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 1 (PPFIA1), mRNA 



I JT 1 riVT (, liit&ia^ miB y^ ."vi — r— i_ — — 

Homo sapiens polymerase (DNA-directed), al ph a (70kD) ^^ff^- 



t lOmO sapiens puiyiliciaa^ yi^ii^.- ^ ^^ /» v — mx*at->T ^\ 

Homo sapiens polymyositis/scleroderma autoantigen 2 (lOOkD) (PMSCL2), 
mRNA 



NM 002670 



NM 002664 



NM 003559 



Homo sapiens putative receptor protein (PMT ), mRNA 



Homo sapiens plastin 1 (I isoform) (P LS1), mRNA 



Homo sapiens pleckstrin (PLBK), mRNA 



flUliJ^ oa.^i^Aia |jiuujvouih yj- 

Homo sapiens phosphatidylrnositol-4-pho sphate 5-kinase, type II, beta 
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yrLrDsS^Z,L> ) y mx\J.N/\. 


XTA/T 00^/^90 


TJi-i-mn coni a i-\V4r\CiVhr4"i-r»r\Cifi Af» ^ _l/"irt Ck CP TP<X1 llatPifV Ql 1 nlTn 1 t Tl Pil "V /T>Pf> t"1 Hp *3 mS 1 

XlOmO bdpicnb pnOopilOmOMUUC-.j-.KJlldbC, lcguiaiui)' iuuuim, puij/pcpLiu.C/ -J VJr^ ? 

aarnma^l fPTK'l'R'} i mRNA 


XTiVT 009fiZtQ 


T-Tnmn canipnc T^Vir»CT^hoiT^r*ci'KHp-'^-k"iTi5ic.P nfitfilvtlC O^mm^ nriiVT'lPntine 
XlUulU odpiCIlo UlHJojJHvllIHJolLIV,lC J -JNJ.ll.aov;, \sa.i.aij w*v , gaimua prvjijr j«/*-/pmJ.w 

(PDC3CG), mRNA 


xnwr oo9£9A 

1N1V1 UUZOZH 


xiomo Sapiens preioium d yrrxJisj j, iiu\i^r\. 


1N1V1 UUjJoh-O 


xiomo Sapiens peroxisomal uiugcncoio ldoiui i i±j y± x±jj 9 i i uvi n a 


"Nnv/r 009/^1 7 


nOIllO Sapiens pcrOAloOIIlC UlOgCIlColo laLLUi 1 \J \ x xZj^ v i v/ ) , iiixvin.tv 


NM_00261 1 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 




nomo sapiens pnospnOQiesterase ^fv^, c/\ivnr-speciiic ^pnospnouiesicrdoc cl 
dunce homolog, Drosophila) (PDE4C), mRNA 


jnjyl vuzDyy 


nomo sapiens pnospnoui esterase z/v, cvjriviir-bunTu.ia.ieu yr LJii>z.j\jy iiuvln^v 


vnvyf 009^0A 
INIVI UUZDU^f 


noino sapiens nuciedr naiibuipuun ldoujT, a-uua uuiumg 1 ^lNrAij, iiuxin^. 


xnv/f 009/1S9 
IN iVl_U UZ4 5 Z 


xiomo sapiens nuciear autoanugenic sperm pro icm ^iiionjiic-uiiiuui^ ^inz-voit 
mRNA 


IN 1VL__UU D oZO 


nomo sapiens iN-eLnyimaiciniiuc-scnsiuvc idoiui dLLauiiniciii piuicin, gaiimid 
(NAPG), mRNA 


XTA/l 009/1£^ 

JNM UUZ4CO 


xiomo sapiens myosin Dinamg proiem siow type v.tvi i jdjlv^i j, tiuvl>^v 


IN JV1 UUZh-O 1 


riomo sapiens mevaionaxe ^uipnospnoj aecaruoAyidbc ^ivi vjl/j, iiixviNrA. 


iNJVl_UUJO / O 


riomo sapiens Degenerative spermatocyte nomoiog, npiu uesdiurase ^jurosopiiiiaj 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 


XT1V/1 009971 
INIVI UUZZ / 1 


xiomo sapiens ivaiyupncnn ^liiipuTiui^ ucid j ^jvt indjj, iinviNn 


MM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


xnv/f 009914 
JNJVl UUZZ lh 


xiomo sapiens mtegrm, ueta o ^iivjdoj, mrviN/\ 


JNJVl_UUZZU4 


xiomo sapiens mtegrin, aipna z> ^antigen L/ijh7L-, aipna j suounu oi v jLr/\o 
receptor^ ^iivjr/\j) ), transcnpi variani a, iiiivin/\ 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (EL13RA1), mRNA 


JNM._UUZlo3 


xiomo sapiens mteneron consensus sequence uinamg proiem 1 ^odtij, 
mRNA 


TvTA/F 009 1 
XNIVl UUZ 1 D D 


xiomo sapiens neai ouolk dujvl/ pruLcin i ^uiidpciuiTiTi^ ^nor i ^, iiirvi>^v 


TsTA/f 009 1 ZlQ 
INIVI uuzi^y 


xiomo sapiens nippuudiv/iri-iiitc i ^xiir v-/ALri j, iiusAMrx 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 
nriviN/\ 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 

ranticrPttt rpr^XT^^ mPMA 

anil gen j ^rwiNj^, iiii\j.n/\ 


Tsr\A ooora9 

1N1V1 UUUO*tZ 


TJnmA oot\ipt*»c orl n \vk m a +p rpppntAr mpt^ nniTAmr 1 S i (tkIVI S 1 TnR7\lA 

X1UIJTU odpiCilo glULdllldLC ICLCplUlj 11 laUUU VipiC' J ^VJAX-LVi^^/, AiJULVl ^\£TL 


xnv/f 0090^ 

lNivl_UUZU.> D 


xiomt) sapiens gUdiiyidLc DUiuirig pioiciii x, iiiiciTciv/iimu.u.^/iuic, vj / ^vjdi i^, 

mRNA 


IN 1V1_UU 1 *f OZ 


xiomo sapieiio giyciiie diniuinuitdiibTcidoc ^i_/-dii^iiiiiic.giy^iiic 
amidinotransferase) (GATM), mRNA 


1N1V1 UUZU^f 


XIOITIO SdpiCilb gdldC LOlvJTldoC Z* \\J r\A-jSS^£* ) ^ IIIXVIN^V 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


TvTA/T 0017^Q 
IN1V1_UU.5 / JO 


xiomo sapiens euKaryotic uansiauon inmaiion idt/ioi ouuunii i ^aipna, djjsjl/j 

^ij/TT JO i ), nTXvlN/\ 


NM 001404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G), 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 0U3DOO Jt 
NM 001883 I 


Tnmo sapiens double C2-like Hnmains. alpha (D0C2A), mRNA . 

lomo sapiens cortirnrropin releasing hormone receptor Z ^aK^jnkHA 


NM 001873 I 
NM 001782 I 
NM_001762 I 
i 


lomo sapiens r.arhnxvpeptidase E (CPE), mRNA . — 

inmn sapiens CD72 antigen (ix>/z), mRNA ,-rnv; ,vi 

lomo sapiens chaperonin containing TCP1, subumt 6A (zeta 1) (CCT6A), 

■ ; "' , - j j. „ wrt+pi-n fr\r CPPrptlflTl fOADPSV IllRNA 


NM 003716 ] 
NM 003986 ] 

1 


-Tnmrt sapiens r.a?+-dependent activator protein ior secretion ^n"r 

Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butvrobetaine hvdroxvlase) 1 (BBOX1), mRNA . 


NM 001674 
NM 001173 
NM 025065 


Homo sapiens activating transcription lactor 3 (ATF3), mRN A 

Homo sapiens Rho GTPase activating nrotein 5 (ARHCiAr>.>, mKiNA 

Homo sapiens RNA processing factor 1 (RPF1), mKNA . 


NM 024907 
NM 025194 
NM_0 14203 

NM 130786 
NM 031482 
NM 015419 
NM 015683 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 

Homo sapiens inositol 1.4.5-trisphosphate 3-kmase C S^A— 

tt "' ^ontnr related nrotein complex 2, alpha 1 subuniL (Af-iAiJ, 
Homo sapiens adaptor-reiaieu piuicm uuh^i^a ^ 

mRNA . . — — ■ 

'TJ n ™ sapiens adlican (DKFZp564I1922), mRNA 

"Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM 015638 
NM 080737 
NM 080723 
NM 080678 
NM 080668 
NMJ)80666 

NM 080663 


Homo saoiens chromosome 20 open reading frame 188 (C20orfl 88), mRNA 

Homo sapiens svnaototagmin-like 4 ( granupnilin-a; V SYTL4), mKNA 

TTnmn - nr >ien<: vehicular m«nhrane protein p24 (VMP), mRNA . _ — 

Homo sapiens NEDD8-coniueatine enzyme (NCbZ), mRNA 

Homo saoiens similar to RIKEN cDNA2610036L13 (MGC 6386 mRNA 

Homo sapiens similar to RIKEN cDNA 2600001 Al 1 gene (LUC 1 12840), 

T^apiens similar to RIKEN cDNA4933424^^ 

Homo sapiens similar to RIKEN cDNA U610008P16 gene (MGC1S937), mRNA , 


NM 080661 
NM 080658 
NM_080656 

NM 080651 
NM 080650 
NM OS0604 
NM 080552 


Homo sapiens similar to RIKEN cDNA A430101B0b gene ^MGCliol / ,, 

Ho^samens similar to RTKEN cDNA 1 810038N03 .gene^MGCpj^^ 
1 Homo sapiens similar to RIKEN cDNA 573U421EI8 pene (MGC1479S), mRNA I 
■ Homo sapiens tieht iimction protein 4 (penpnerai M \Mh — 

Homo sapiens vesicular inhibitory amino acid transporter iviAAlj, mRNA 


NM 080429 
NM 018897 
NM 015570 
NM 015132 
NM_022457 


Homo sapiens aquaponn 10 (AQP10), mRNA 

Homo sapiens axonemal dynein heavy chain / ijjjSAH/;, mRNA 

Homo sapiens autism-related nrotein 1 (KIAA0442), mKiNA_ 

UotriA oor\ipn<; cnrtlTlP Tiexitl 13 (SNX.13}, IXlRNA ^ . ■ 

xioino sapiciia out ling, iiv^vAi* x v- 7 ^ li . , . -i • i • n 1 

""Homo sapiens similar to constitutive photomorphogemc protein i ^abidopsis) 

fFLJ10416).mRNA r— -— =- 


NM_030658 
NM 058229 


Homo sapiens putative ankyrin-repeat containmg protem (DKFZP564D166), 

mRNA 

Homo sapiens F-box only protein 51 (piiASJiz), jwsj^n. __ 


NM 058188 
"M\/f 0SR1R7 

1N1V1 UJOIOJ 

NM 058171 
NM 058167 
NM 015242 


Homo sapiens chromosome 21 open reading frame 67JC21or^)jpRI^ 

' Homo sapiens chromosome 21 open readme trame M ^zloribi), mKNA 

Homo sapiens INGl-like tumor suppressor protein uivul-like;, uiRMA 

Homo sapiens ubiquitin coniueating enzyme 6 (Ubcbp;, mRNA 

Homo sapiens centaurin, delta 2 (CENTD2), mKNA 


NM 054114 
NM 054111 


Homo sapiens hypothetical protein P^jl-^^j-^^^^^^^^^^ " 

Homo sapiens inositol hexaphosphate kmase 3 0HFK3;, u.ki>ia 
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NM 0S410R 

XNXVX UjHIWO 


TTnmn <;jmipn<; TT-revI f)7-like nrotein 5 fFTRLPS'i mRNA 


"MM 090704 

XNXVX \JZAf i y-r 


TTnmo <;anien<? den<rin-l 80 fiCIAA1365i mRNA 


NM 0^40^9 

XN1VX 


TTnmo Qanipn? Cr nrntem -counted recentor MRG3C4 fiVTRC-rX^l^ mRNA 


XTM 0^40^1 

XN1VX 1 


UAmn cs»rwf»nQ f~r nrotpin-oonnlpH rpppntnr lVfRCVX^ flVTRC-rX^^ mRNA 


MM 0^40^0 
XNXVX \JDH\Jj\J 


TTnmn cnnipnQ Cr nrntpm-rnimlpd rpppnror MRGy? fMRCTT>v9 l mRNA 


MM 0S409"} 

XNXVX UjWZj 


TTnmn c^nipn c ntf^rnclnhin-TPlatprl nmfpin 1 fT TCtR T* 1 mRN^A 


MM 0^4094 
IN XVX U J *r U 


Hnmn cam'pnc Tnplanninfl inlriKitnTV flptivitv nrotPin 9 /TVTT A 9^ TyiT? "NT A 

JTXWillO OdJJlCIlO Xllt'ldilVylllCl 111111U1LVJ1 _y CLV/llVlkjr |JlVLwlll ^> \^lVl_l_rTi.^i» > / J 1 1 i_L\_i N A 


MM 01 1 04A 

XNXVX 1^7 i tO 


Urtrnn oonipno PPTlfdl 1T1T1 OOmiTig 1 if hNH (tt 1 TT!t?^vIA 

jriurriu bd.picnb cciiutui in, ^diiuiict j — U/i^i iuj^, nixvi 


MM 0^9 R60 

IN1VX VJ-JZ.OUU 


ccinipnc Vn lnTM^l— lilv'^ '7in/'* "fin CTPT TYTOtPin I '/Wi 1 00^\ ml?NA 
XXUIllU oCtfJlCIlO ISJ. L1|JJ-/CI lllVW Zjillx-s ±lllgt-l ^71\JLwlll ^Z_fl>iA »J \J\J J j 11UVJ. >( xi. 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


xNiVl UjjUjj 


nomo sapiens or i j-aoootiaicu idx»ior ^oinr*TZj, iiixsj.nxtl. 


xnv/f o^o/ic 


xiomo sapiens nypoinencai protein ivivji^ioooh ^ivivJv^ioj>o*+j5 inxviN-rv 




jiomo sapiens nypoinencai proicm ivivJv^iuv/oj v ivivjv_,ioudj j 9 iiixvin/^ 


IN ivl Ujj U'VU 


nomo sapiens jriN/\o-izj ^i^vJv^ojuzoj, riuxiN/v 


IN 1VI_U jjUj7 


xiomo sapiens xjur giycosyiiransierase z iamiiy, poiypeptiae dzo ^l^vji^jdzo^, 

TYlPNA 

iILlv1>/a. 


MM 0^001 
XNXVX UjjvuI 


XIOITIO adpiCIlb UUU-bKippCU-lCld.LCtl A,r\. piULCUl ^VJOINxJ, lliXvl>xv 


MM 0*\9QQ7 
INIVX U-)Z!7^ / 


JlUinO bcipiCIlo DlCdbL OallWCI allLl^Cll IN X XjXv 1 X ~X->I\.— X ) 9 illJvlNxv 


MM 0S9071 

XN1VX / 1 


TTr^mr^ cQnipnc 1iA7 , <=»T*-.f»Y'r\Tf*cci : *r1 QTTfimi r"Tr*V»i ill npnfiHp 9 C\ T-« A T^—9^ tn"RNTA 
XXiJIllv/ octpiCllo liVCl CA^lCooCU dlJLLlll HV^l UUlal ^cpilU.& X» ^1jJU/v1 liixvi^ijrv 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


XTM 0*%9Q49 


iioiTio sapiens guanyiate uinoing proiem d \\sdjtd j 9 riixviNjrv 


XTA/T 0^90^1 
1N1V1 UJ/7J 1 


xiomo sapiens acuvaung inxv receptor ^xs^/NJLfij, ixixvin/\ 


XTM 0^9970 


xiomo sapiens c-ivipi omaing proiem v.-L-'V^v^i vojld 1 ) y iilcvin/a. 


XTA/T niAQOQ 

jnjvl louyzo 


xiomo sapiens uin/v repncauon iacxor (tui i ), itix\j.n/\ 


NM 025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 


XTTV/f 01^170 


xiomo sapiens xsj-^\/vuo^u proiem ^xvx/Y/Yuoyu), tijjvin/\ 


XTM MUOfi 
INIVX UjjOZO 


xiomo sapiens Jivii i pioxem ^jivii 1 j, m±sj.N/\ 


MM 09971^ 
iNlVx \jLL / jj 


T-T/™k*rvi/\ cimonc rtnl fti n n rtcnn Awntpm 1 f frill 13 L_J | \ t^\*^ \J \\\ A 

xiomo sapiens goigi pnospnoproiem i ^vjvjx-ri xi i ) y iiixviN-rv. 


XTM OH ^47 
1N1V1_U 


xiomu sapiens nypoineticd.1 gene j.vxvjrv^io/ jj bimiiar iu v-^vjriz.ixj ^xvxvjv-/xu / j d j 9 
mRNA 

XIUVIN^V 


"MM 03996J5 

1N1VX UJi/^UO 


Wrvmn canipnc rt(*r\Tf* i n n ii~v/ crf*va> 9R*^ /TvJ 1 |NJ9 i mT?NTA 
XTUIXIW odpiCllo 1IC1 VC llljLlXjr gCllC ^.OJ ^1NX1>IZ*0 1111V1 


N"M 016167 

XNIVX UlOlu/ 


XT-LMllU odpiCIlo ICLlllUlL/ dC/lU ICpiCbolUlC piULClll ^XVrAJ-VVJ 1 HlXvlN^A. ( 


MM 0H414 

XNIVX UjjHIH 


XXOIIlVJ octpiCllo IXypO LIlCllUd.1 piULClll XVXVJVvX / J JZ. ^XVXV_JV~»X / JJA/, IIXEvXN.tx 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


"MM omi7 


T-Trvmr* cqaipa c liArr\r\fV*/aTt^o1 APnp '7T"l^9T710 r*7T^^9"P1 0^ tyi"P7sJA 

xiomo sapiens nypouieiicai gene Z/UZ>zr iu z.r iu ), rn_tviN/\ 


MM n^?^- 

INIVX UjjZOO 


xnuinu odpicnb xiiv iu nucleus signdiimg ^x^xvinz.j, iiuvxn^v 


MM O^IQ^S 
XNXVX Uj I 7J -> 


xTuiiiu c>d.piciit> xn x Jj-or iz proicm ^xn x i7-or i^/ 3 hixvin/a. 


MM 0H910 

XNXVX 1/ J JZIU 


ITHJlIKJ ocipiCilo liypOLllCllUdl piULCUl r±->J I'tOJJ 1-/J ItOJJ 1 1 iXVl N r\ 


MM 0H91 1 


Unmn qa-nipnQ "hvnntViPtipal opnp cimnnrfpfl hv AFO^Sl RP00Q90^ 
CLOC90355i mRNA 

^Jj\JV//UJJJj) 1 1 IJ. VI N A 


MM 031194 

XNIVX UJJ17^ 


TTnmo ^anipnc. Qmall Tipnt cHnr*V -nrotpin rTT^nTiQ^ mR7\TA 

AJ-V/llIv oapiVUO Ollldil llV^dL OilULrJS. *pi V/tV^lll i— ' S \I.±.O^JXJ ) 9 11ULV-L > iv 


NM 039199 


TTnmo sanipne. dvQtroHr^vin KinHincr ■nrofpin 1 fDT'NRPI 1 mRNA 

AXVJIllv/ oapit/llo Vljf oLl V/Ul C Vlll UlllVXlllf^ piVFlVxlJll i. ^l/ll'liJl 1 j } IIULVI^xTl. 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


MM 0H 11^ 

xNiVl Ujj 1 1 J 


xiomo sapiens nypotneuicai proiem ivx \j\-> i o x o> ^iviuv i o 1 07 j, itixsj.n/\. 


MM 0H 117 
1N1VI Ujj 11/ 


xivj>iiiu oapiens nypoinencai proLcm xvxvjv.^ / ^xvxvjv^. / dhj, iih\j.n/\ 


MM 033103 


Homo saniens rhonhilm-lilcp nrotein TLOC85415^ mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_0 14001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 


Homo sapiens hypothetical protein MGC1 13 16 (MGC11316), mRNA 


NM 032930 


Homo sapiens hypothetical protein MGC13040 (MGC13040), mRNA 


NM 032918 


Homo sapiens RAS-like, estrogen-regulated, growth-inhibitor (RERG), mRNA 


NM 032916 


Homo sapiens hypothetical protein MGC 16279 (MGC16279), mRNA 


NM 032907 


Homo sapiens hypothetical protein MGC14421 (MGC14421), mRNA 


NM 032904 


Homo sapiens hypothetical protein MGC14433 (MGC14433), mRNA 


NM 032900 


Homo sapiens hypothetical protein MGC14258 (MGC14258), mRNA 


NM 032895 


Homo sapiens hypothetical protein MGC14376 (MGC14376), mRNA 


NM 032888 


Homo sapiens KIAA1S70 protein (KIAA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


NM 032875 


Homo sapiens hypothetical protein MGC 15482 (MGC 15482), mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC15438 (MGC15438), mRNA 


NM_032872 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
mRNA 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 
(TNFRSF19L), mRNA 


NM 032866 


Homo sapiens hypothetical protein FLJ14957 (FLJ14957), mRNA 


NM 032860 


Homo sapiens hypothetical protein FLJ14909 (FLJ14909), mRNA 


NM 032858 


Homo sapiens hypothetical protein FU14904 (FLJ14904), mRNA 


NM_032852 


Homo sapiens AUT-like 1, cysteine endopeptidase (S. cerevisiae) (AUTL1), 
mRNA 


NM 032848 


Homo sapiens hypothetical protein FLJ14827 (FLJ14827), mRNA 


NM 032845 


Homo sapiens hypothetical protein FLJ14816 (FLJ14816), mRNA 


NM 032835 


Homo sapiens hypothetical protein FLJ14761 (FLJ14761), mRNA 


NM 032824 


Homo sapiens hypothetical protein FLJ14681 (FLJ14681), mRNA 


NM 032823 


Homo sapiens hypothetical protein FLJ14675 (FLJ14675), mRNA 


NM 032822 


Homo sapiens hypothetical protein FLJ 14668 (FLJ 14668), mRNA 


NM 032818 


Homo sapiens hypothetical protein FLJ14642 (FLJ14642), mRNA 


NM 032804 


Homo sapiens hypothetical protein FLJ 14547 (FLJ 14547), mRNA 


NM 032795 


Homo sapiens hypothetical protein FLJ14494 (FLJ14494), mRNA 


NM 032783 


Homo sapiens hypothetical protein FLJ14431 (FLJ14431), mRNA 


NM 032766 


Homo sapiens hypothetical protein MGC16179 (MGC16179), mRNA 


NM 032763 


Homo sapiens hypothetical protein MGC16142 (MGC16142), mRNA 


NM 032756 


Homo sapiens hypothetical protein MGC15668 (MGC15668), mRNA 


NM 032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335), mRNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mRNA 


NM 032723 


Homo sapiens hypothetical protein MGC12760 (MGC12760), mRNA 


NM 032720 


Homo sapiens hypothetical protein MGC10724 (MGC10724), mRNA 


NM 032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM 032712 


Homo sapiens hypothetical protein MGC13 170 (MGC13 170), mRNA 


NM 032711 


Homo sapiens hypothetical protein MGC13090 (MGC13090), mRNA 


NM 032706 


Homo sapiens hypothetical protein MGC 12966 (MGC12966), mRNA 


NM 032705 


Homo sapiens hypothetical protein MGC14801 (MGC14801), mRNA 


NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC10646 (MGC10646), mRNA 


NM 032681 


Homo sapiens hypothetical protein MGC10977 (MGC10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC34 13 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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NM 032631 


Homo sapiens hvoothetical nrotein MGC2641 (W/LGC2641, mRNA 


NM 032601 


Homo saniens methvlmalonvl Co A enimerase fMCFFft mRNA 


NM 032596 


Homo saniens testes develoDment-related NYD-SP22 fiSFYD-SP29 > i mRNA 


NM 032593 


Homo saniens PKCI-1 -related HIT nrotein (TTTT-17^ mRNA ! 


NM 032586 


Homo sapiens testis transcript Y 8 (TTYS), mRNA 


NM 032582 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


NM 032580 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NM 032558 


Homo saniens hvnothetical nrotein FT T147S3 <"FT 1147^^ mRNA 


NM 032557 


Homo saniens HP43 8KD nrotein nTP43 mRNA 


NM 032553 


Homo s aniens m it a five m ifine'rcnr* rf^n&ntnr ff*lC^C^'7Q\ mT?7sJ A 


NM 032545 


Homo saniens rrrvntir apnp fCRV'PTTP^ mT? TsJ A 

ixuiixu jsapiuiio ^l y ti\_/ g^/iiu ^ivl J. xl\~*jy 11 LEVIN /A. 


NM 020963 


Homo co-t^i p-p c A/Tovl 0 A/TolnrifA/ l^nlr^mi^ vimc 1 0 Vir\mr\1 r» rr / tvx-m i /Tv4iT\/ 1 (W 
■lx\jliikj oapiuixs j.vxvjvav/ ? ivx^iuilv_. < y iGixlvC/Illlci vll Lio 1U, IlvJIIUJlUg iniUUSC J I lVlv_/ V luJ, 

mRNA 


NM 032522 


Homo saniens hvnothetical nrotein MGC2699 ( MGC9699"! mRNA 


NM 032507 


Homo saniens cerebral nrotein-4 fHT TCFP-4^ mRNA 


NM 032499 


Homo saniens hvnothetical nrotein HH1 1 4 fHTTl 1 4^ mRNA 


NM 032494 


Homo saniens zinc finder nrotein ('T 0084^^4^ mRTsT A 


NM 032492 


Homo saniens hvnothetical nrotein OT 009 fGT 009^ mRNA 


NM 032487 


Homo saniens ac tin related nrotein TVT1 ^ARPlvfl^ mRNA 


NM 032486 


Homo saniens dvnactin 4 nvfGC3248^ mRNA 


NM 032445 


Homo saniens MEGF1 1 nrotein nVfFGFl H mRTvTA 


NM 030898 


Homo saniens hvnothetical nrotein FT 19167^ fFT T?167^^ mRNA 


NM 032412 


Homo saniens nutative nuclear nrotein ORF1 -FT 4.9 fORFl -FT 49^ mRlvJA 


NM 032411 


Homo saniens esonhapeal canopr relateH apnp 4 nrntpin rFf^RG4.^ mT?XT A 


NM 015247 


Homo saniens cvlindromatosis ^turban tumor ^vndrome^ T)} mR"NTA 


NM 032330 


Homo saniens hvnothetical nrotein MGCM 2S^6 ^MGPl mRTsJA 


NM 032384 


Homo sapiens hvnothetical nrotein FLJ23 1 83 (TLJ23 1 83^ mRNA 


NM 032372 


Homo saniens hvnothetical nrotein MGG1 61 86 CMGP1 61 R(Z\ mRNA 


NM 032367 


Homo saniens hvnothetical nrotein MGC15435 (TV[GC15435^ mRNA 


NM 032354 


Homo saniens hvnothetical nrotein MGC1 0744 flVfGCM 0744^ mRTsTA 


NM 032347 


Homo saniens hvnothetical nrotein TvfGd 3? SO HVfGPI 3?S0^ mR"NTA 


NM 032344 


Homo saniens hvnothetical nrotein MGC13045 nVTGGl 304S^ mRlsTA 


NM_032342 


Homo saniens hvnothetical nrotein lUGPI 999? fMGPl 9999^ m"R*NTA 


NM_032340 


Homo saniens hvnothetical nrotein 1VTGC14S33 ^M"GP14R33^ mft>JA 


NM 032338 


Homo saniens hvnothetical nrotein MGC14R1 7 fN/TGP14fi1 7^ mRTsTA 


NM 032333 


Homo saniens hvnothetical nrotein MGC4248 fMGP494R^ mRNA 


NM 032327 


Homo sapiens hypothetical protein MGC2993 (MGC2993), mRNA 


NMJB2325 


Homo saniens hvnothetical nrotein MGC1 1 102 fMGCl 1 1 09^ mRNA 

* **■ * Jr J TT *'* a X**^ Will 1' A VJ XXX \_/ J—r ^XVJLxJ v^/ XXX Vf^ ^/ j X XXX. xJ. ^1 V. 


NM_032324 


Homo sapiens hvnothetical protein MGC 13186 fMGCl 3 1 86^ mRNA 


NM_032323 


Homo sapiens hvnothetical protein MGC 1 3 1 02 fMGCl 3 1 09^ mRNA 


NM_032320 


Homo sapiens hvnothetical nrotein MGC 1 3007 fMGCl 3007^ mRNA 


NM_032318 


Homo saniens hvnothetical nrotein MGC1 9945 fMGCl 9945^ mPNA 


NM 032317 


Homo saniens hvnothetical nrotein MGC1 994^ nVTGCl 9943^ mRNA 


NM 032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


NM_032305 


Homo saniens hvnothetical nrotein MGC3900 nVTGP^ 9 00^ mPMA 


NM 032293 


Homo sapiens hypothetical protein DKPZp761 J1523 Q3KFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121) 5 mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514) 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924) 
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NM 032299 
NM 032267 
NM 032264 

INiVl \JDAjL\j I 


mRNA 

tan sapiens hvnothetical protein MGC2714 (MGC2714). mKNA 
Homo sapiens hypothetical protein DKFZp434E169 (DKi<Zo434fc.ioy,), mruN.^. 
Homo sapiens hvnothetical protein DKFZp434D177 (DKFZp434D177), mRNA 
Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mRNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 
mRNA 


NM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 

nVRNA 

Homo saniens hypothetical protein DKFZp434A171 (DKFZp434A171), mRNA 


NM 032250 
NM_032249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819), 
mRNA 


NM 032248 

NM 032246 
NM 032245 
NM 032223 
NM 032209 


Homo sapiens hypothetical protein DKFZp434F1719 (DKFZp4341< 1 1 W), 

mRNA 

Homo sapiens hypothetical protein DKFZp434J0617 (DKFZp434J0617), mRNA . 
Homo sapiens hypothetical protein DKFZp434I1916 (DKFZp434I1916), mRNA 
Homo sapiens hypothetical protein FLJ22427 (FLJ22427), mRNA 
Homo sapiens hypothetical protein FL J2 1 777 (FL J2 1777), mRNA 
Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032193 
NM 032177 
NM 032167 
NM 032161 
NM 032154 
NM_032151 


Homo sapiens hypothetical protein tLi 13 iy3 U-J-J 1 3 193 ), mKNA 
Homo sapiens hypothetical protein FLJ12363 (FLJ1 2363), mRNA 
Homo sapiens KIAA1 870 protein (KIAA1 870), mKJN A 
Homo sapiens MBLR protein (MBLR), mRNA 

Homo sapiens hypothetical protein DKFZp566K1946 (DKfZF566Kiy4t>j, 
mRNA 


NM_032148 


Homo sapiens hypothetical protein DKFZp434K04Z / (UKFZP434K.042 /), 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0 /IS <lJi<J<ZJ'434L0 1 lb;, 
mRNA 


NM_032138 


Homo sapiens hypothetical protein DKFZp434E2318 (DKFZF434J}Z316J, 
mRNA 




Homo saniens hvoothetical protein DKFZp434L1717 (DKFZP434L171 /), 
mRNA 


NM_032125 


Homo sapiens hypothetical protein DKFZpb64JJU4/s (JL>KFZP564DU4/b), 
mRNA 


NMJB2120 


Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP564O0523), 
mRNA 


NM 020921 
NM 020441 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 

Homo sapiens hypothetical protein DKFZp762I166 (DKFZP762I166), mRNA 


■KTTk/f 01871Q 

NM 015630 
NM 015621 
NM 015595 
NM 015496 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (DKFZp762L03 11), 
mRNA 

Homo sapiens DKFZP566F2124 protein (DKFZP566F2124), mKNA 
Homo sapiens DKFZP434C171 protein (DKFZP434C171), mRNA 
Homo sapiens DKFZP434D146 protein (DKFZP434D146), mRNA 
Homo sapiens DKFZP434I1 16 protein (DKFZP434I1 16), mRNA 


JN1V1 U 13h- / i 

NM 015453 
NM 015023 
NM 014972 
NM 032042 
NM 032036 


Homo sapiens DKFZP56601646 protein (DC8), mRNA 
Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 
Homo sapiens KIAA1037 protein (KIAA1037), mRNA 
Homo sapiens KIAA1049 protein (KIAA1049), mRNA 

Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 
Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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NM 032030 


Homo saniens FKSG83 (PKSG831 mRNA 


NM 032028 


Homo sapiens sei^e/threonine kinase FKSG81 (FKSG81), mRNA 


NM 032025 


Homo sapiens CDA02 protein (CDA02), mRNA 


NM 032021 


Homo sapiens AD031 protein CAD031 1 mRNA 


NM 031944 


Homo sapiens Mix-like homeobox protein 1 (1VEELD1), mRNA 


NM 031920 


Homo sapiens ARG99 protein (ARG99), mRNA 


NM 031480 


Homo sapiens hypothetical nrotein AD034 (AD034\ mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


NM 031477 

A A VA \J ^} A *T / / 


Homo earner!*? hvnofhpfiral nrnfpin MGP10S00 (MGPlOSOOi m"RNA 

AAvJllivJ OcL|JlV/XAO ll_y ^JKJLl L\s Ll\*/CLl JJlULWAll 1VAVJ V/ 1 V/ J V/v ^IVlVJVlu^UU^j lllAVl^XX 


A^iAVA \J-? A *"T / *J 


Homo QanipnQ hvnofhpfiral nrnfpin TYPCF , 7n414T1044 rnTCF7P414Rn44 > \ nVRNA 


NM 011472 


Homo QanipnQ hvnofhpfiral nrnfpin MfrCM 1 1 14 r\AC*C\ 1 1 14 1 mRNA 


NM 011471 

A>XYA \J O A*T / X 


Hnmn QanipnQ hvnofhpfiral nrnfpin 'MC±C'\()Qf\ft OsACiC*} ClQ6f%\ mPNA 

A AtJllHJ ooAylwllo lljf' JJvJ LllVvliVvCll yJL wLClll IVAVJV^ X \J^7\J\J ylYAVJ w X \jy\JKjj 9 lllXvlNxx 


NM 0114S7 


TTrvmn cani F»n mpmhrnnp-QTiannincr 4-HomainQ ci iVif^mi 1\/ A mpmVipr 

AAVJIllU odLylC'Xlo Ill&lllUl allt-o LJCllillUlg *T Li\JlXiaXi!o 9 olAUXdllXlij' illClllUCi OA) 

(MS4A8B), mRNA 


NM 031450 


Homo sanipn^ HvnotriPtif!al nTotpin nS126 fPS1^fV\ m"RNPA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


NM 031438 

A > 1YA \J «J A*"TJO 


Homo Qanipn<5 hvnothpriral nrofpin DT<CF7n7^1 T1 7? {ViKV7P16\ T1 7?^ mPNA 


NM 0114.14 

A>lAVA UjIt'J't 


Ufimn c^nipnc ViA/nntVi^fir'ol r^rnt<=in f^r^ ^ A AO rKAC^C^^AAO^ ml? "MA 

rAUiiiu bapicrib nypoLiiCLiudi pruLcin ivavj v^jhh-z, ^lYivjv^jHH^y, iiirvTN/\ 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25) 5 mRNA 


aNjLVa \J LDHy 1 


jnomo sapiens aJas^a 1 /vi ju'fvj/i/zz proxem ^J^J^vJ^ , ZJ^JOHvJZUZZJ 5 imvtN/v. 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 

mPNA 
IIlAVlNj^V 


NM 011 90S 


"H7vmr\ CQm'pnc ViArr\rktVip»tir»ci1 T\rrtti=k-ir» PP1 00 (\ fPP 1 'lO^^V -mP XT A 

aauiiuj octpiciib xiypuiiiciiL/d.1 pruLcin rr izzo ^rriZLDj, iiiav1>/\ 


NM 0119Q1 

ANAVA V/ J 1 1 


Womo QnnipriQ Vivnotnptiral nrnfpin TlTfTn 7r\^114.7sJ1 91 S Cd ITT? 71^41 4N1 91 ^"i 

mRNA 


NM 011290 


TTomo ^niprt<; Vivnothpfiral nrofpin Ti1<rFZn414T<r 1 179 /T>1<rP7P414iri 1 79 i 

mRNA 


NM 011270 

A^IAVA UJ li* / u 


Homo QanipnQ PPOl nrofpin fPPOl SQ^ mPN A 


NM 031268 

A^IXYA Vy _J I — uo 


Homo danipn<? PRO0461 nrofpin rPPO0461^ mPNA 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 
mRNA 


NM 0133SS 

1 'i X VA V/ A J J */ O 


TTomo canipnc npnfir1\/1c4roHninR rlfMminsi cp f\rr»p T ^ViP APi^rnlnnvl (W mP\fA 

AA^JlllU odkJlt-llo JJC'JJLH_iy icll gllllllC AAC'lliilllCloC- L_y[JC< A ^1AX i\A~s \j\J LXJlly L\J lllAVlNxv 


NM 030980 


Homo 9anien<; hvnothpfiral nrofpin FT T19rV71 (VI T19671 i mPNA 

11U1X1U oapi^ilo liy \JyJ Hl&tlVval JJ1 ^JLt-111 AAjJ liiv / A \1 XjJ A ^- v / X J 5 111AV1>ZV 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


NM 030953 


Homo ^aniend Tivnothpfiral nrofpin DTCF7n7r%1 F9 1 10 fDTCF7P7r*1 F91 1 O i 

mRNA 


NM 030941 


Homo <;anien9 exomic1pa<?p NFF-«;n TT OC^RI 601^ mRNA 


NM 030939 


Homo «;aniens hvnothetieal nrotein FT T1 961 9 fFT T1 261 9^ mRNA 


NM 030938 


TTomo ^anip.n^ likplv orf Tioloo" of* raf vapnolp mpmnranp nrofpin 1 ^\ZA/TP 1 ^ 
XAV^/ixiv oapiwiij a i xvv^ i y \jl lai Yuwuvji^ ni&iiiL'i clli\s uyi uiv^in i i v xvxjr x J 3 

mRNA 


NM 03093? 


Homo saniens dianhanous homolop 1 fT^ro^onhila^ fDTAPHI^k mRNA 


NM 030927 


Homo sapiens hypothetical nrotein MGC1 1352 (MGCl 1352i nVRNA 


NM 030925 


Homo sapiens hypothetical nrotein FLT17577 rFLJ12577^ mRNA 


NM 030918 


Homo sapiens hypothetical nrotein Mv014 nMY014^ mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


NM 030899 


Homo sapiens hypothetical nrotein FLJ21407 fFLJ23407 > ) mRNA 


NM 018657 


Homo sapiens myoneurin (MYNN), mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC 10471 (MGC 10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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NM 030802 I 
NMJ)30S00 I 

T 

NM 030799 I 


oj^NA 

T o™ sapiens C/EBP-m^ 

iomo sapiens hypothetical protein DKFZp56401664 (DKFZP564Uib04^ 

nRNA ' 

T rnrinmnthrtirnTrroHn AF14"725 ( AF140225V mRNA 

Homo sapiens nvptnucLi^cu ^ j. ^ \ _ — 

iomo sapiens hypothetical protein SP329 (SP329),mRNA 


NM 030793 ] 
NM 030792 1 
NM 030780 ] 
NM 030674 I 
NM 030672 


H omo sapiens hypothetic protein PP1665 (PP1665), mRNA 

Homo sapiens folate transporter/earner (J-A-M-^s lui4>, mRNA. . 

Homn sa Lns solute earner family 38. member 1 (SLC38A1) rnRNA _ 

Homo sapiens hypothetic protein FLJ103 12 (FLJ 103 IZJ.inKJNA 


NM 024947 

NM_017600 

NM 030652 
NM 030651 
NM 020444 


Homo salens hvpothetical protein FLJ12729 (FLJ12729), mRNA 

Homo sapiens hypothetical orotein FLJ1 1467 (FLJ 1 14b/),mKiN A 

Homo sapiens hypothetical protem DKFZp434M0331 (DKFZp434M0331), 

mRNA 

Homo sapiens NG3 protein (JN^), m^NA 

Homo sapiens chromosome 6 open readme frame 31 (C6orO 1), mKJNA 

h^. sapiens KIAA1 191 protein (KlAAi iy i ), nudSTA 

tw,o sapiens hvpothetical protein MGC5499 (MGC5499), mRNA 


NM 024055 
NM 025154 
NM 017515 
NM 024924 
NM_030579 

NM 022068 
NM 025179 
NM 014033 
NM 006468 
NM 025263 
NM 025262 
NM 025261 
NM 025260 
NM 025259 
NM 025258 


Homo sapiens KIAA0810 protein fKlAAUSiU), mkNA 

Hr,™ sapiens novel protein (HSNO V 1 ), mKJNA 

« salens hvnothetical protein FLJ12985 (FLJ 1 2985 )^nKT^ 

Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 

Homo sapiens hypothetical protein FLJ23403 (FLJ23403), mRNA, 

TW.n saniens plexin A2 (PLXNA2), mKJNA 

Homo sapiens DKFZP5S6A0522 protein (DKFZP586A0522), mKJNA 
" Homo sapiens polvmerase (RNA) HI (DNA directed) (62kD) (KPL62), mRNA 

Homo sapiens CAT56 protein (CAT56), mRNA 

Homo sapiens G5C protein (G5C), mRNA . ■ 

Homo sapiens G6C protein (G6C), mRNA _ 

Homo sapiens G6B protein (G6B), mRNA . 

Homo sapiens NG23 protem tNG23\ mRNA _ 

Homo sapiens NG37 protem (G7C), mRNA _ . 


NM 025231 
NM 025226 
NM 025211 
NM 025201 
NM 025192 
NM 025188 
NM 025174 
NM 025165 
NM 025160 
NM 025153 
NM 025151 
NM 025149 
NM 025144 

-kTA Jf rtOCIIO 


Homo sapiens hvpothetical protein FLJ22191 (FLJ2219 1), mRNA 

Homo sapiens MSTP032 protein (MSTFU3Z), hiking 

tSo-samens protem kinase anchoring protein GKAP42 (GKAP42), mRNA 

H,™ sapiens hvpothetical protein PP1628 (PP1628), mKINA 

W „™ sapiens hvpothetical protein FLJ2307 1 (FLJ2307 1), mRNA 

" Hn™ sapiens hvpothetical protein FLJ13181 (FLJ13181), mKINA 

Homo sapiens hvpothetical protein FLJ23040 (FLJ2304U), mKim 

Homo sapiens hypothetical protein FLJ22637 (FLJ22637 , mRNA 1 

" Homo saniens hvpothetical protein FLJ21016 (PLJ21Ulo), mRNA _ 

Homo sapiens hypothetical protein FLJ21477 (FLJ21477), mKNA _ 

Homo sapiens hypothetical protein FLJ22622 (FLJ22W2), mKINA 

Homo sapiens hypothetical protein FLJ20920 (FLJ2U92U), mKINA 

Homo saniens hypothetical protein FLJ22670 (FLJ22670), mRNA . 

- TTnrrin . nm>ns nYl wVH™l protein FLJ12661 (FLJ12661), mRNA 


NM UzjiJo 
NM 025126 
NM 025125 
NM 025124 
NM 025109 
NM 025099 


Homo sapiens ring finger protein 34 (RNF34), mRNA 

Homo sapiens hypothetical protein FLJ13263 (FLJ ISlbl), mRNA _ 

Homo saniens hypothetical protein FLJ21749 (FLJ21 74»), mKJNA J 

Homo sapiens hypothetical protein FLJ22865 (FLJ2Z80D), mKINA 1 

Homo sapiens hypothetical protein FT.J22170 (FLJ22170), mKJNA _ 
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NM 025098 


Homo sapiens hypothetical protein FLJ22644 (FLJ22644), mRNA 


NM 025097 


Homo sapiens hypothetical protein FLJ21 106 (FLJ21 106), mRNA 


NM 025095 


Homo sapiens hypothetical protein FLJ23558 (FLJ23558), mRNA 


NM 025086 


Homo sapiens hypothetical protein FLJ22596 (FLJ22596) mRNA 


NM 025080 


Homo sapiens hypothetical protein FLJ223 16 (FU22316) mRNA 


NM 025079 


Homo sapiens hypothetical protein FLJ23231 (FLJ23231) mRNA 


NM 025077 


Homo sapiens hypothetical protein FLJ13949 (FLJ13949) mRNA 


NM 025076 


Homo sapiens hypothetical protein FU23591 (FLJ23591) mRNA 


NM 025072 


Homo sapiens chromosome 9 open reading frame 15 (C9orfl5), mRNA 


NM 025070 


Homo sapiens hypothetical protein FLJ22242 (FLJ22?42) mRNA 


NM 025058 


Homo sapiens hypothetical protein FLJ23229 (FLJ23229), mRNA 


NM 025055 


Homo sapiens hypothetical protein FLJ23 168 (FLJ23 1 68) mRNA 


NM 025044 


Homo sapiens hypothetical protein FLJ22476 (FU22476), mRNA 


NM 025043 


Homo sapiens hypothetical protein FLJ22404 (FLJ22404) mRNA 


NM 025041 


Homo sapiens hypothetical protein FLJ22173 (FLJ22173), mRNA 


NM 025034 


Homo sapiens hypothetical protein FLJ21290 (FLJ21290), mRNA 


NM 025032 


Homo sapiens hypothetical protein FLJ21272 (FLJ21272), mRNA 


NM 025029 


Homo sapiens hypothetical protein FLJ14346 (FLJ14346), mRNA 


NM 025005 


Homo sapiens hypothetical protein FLJ13315 (FLJ13315), mRNA 


NM 024998 


Homo sapiens hypothetical protein FLJ12704 (FLJ12704) mRNA 


NM 024994 


Homo sapiens hypothetical protein FLJ12595 (FLJ12595), mRNA 


NM 024977 


Homo sapiens hypothetical protein FLJ12078 (FLJ12078), mRNA 


NM 024976 


Homo sapiens hypothetical protein FLJ1 1996 (FLJ1 1996), mRNA 


NM 024956 


Homo sapiens hypothetical protein FLJ23375 (FLJ23375), mRNA 


NM 024944 


Homo sapiens chromosome 21 open reading frame 68 fC21 orf6R) nrRWA 


NM 024942 


Homo sapiens hypothetical protein FLJ13490 (FLJ13490), mRNA 


NM .024941 


Homo sapiens hypothetical protein FLJ1361 1 (FLJ1361 1), mRNA 


NM 024938 


Homo sapiens hypothetical protein FLJ 11383 (FLJ 11383) mRNA 


NM 024935 


Homo sapiens hypothetical protein FLJ13687 (FLJ13687), mRNA 


NM 024920 


Homo sapiens hypothetical protein FLJ14281 (FLJ14281), mRNA 


NM 024919 


Homo sapiens hypothetical protein FLJ22615 (FLJ22615), mRNA 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 fFLJ12687V mRNA 


NM 024914 


Homo sapiens hypothetical protein FLJ13262 (FLJ13262) mRNA 


NM 024911 


Homo sapiens hypothetical protem FLJ23091 (FLJ23091) mRNA 


NM 024909 


Homo sapiens hypothetical protem FLJ13158 (FLJ13158), mRNA 


NM 024908 


Homo sapiens hypothetical protein FLJ12973 (FLJ12973) mRNA 


NM 024906 


Homo sapiens hypothetical protein FLJ21032 (FU21032), mRNA 


NM.024S97 | 


Homo sapiens hypothetical protein FLJ22672 (FLJ22672) mRNA 


NM 024889 


Homo sapiens hypothetical protein FLJ23537 (FLJ23537) mRNA 


NM 024886 


Homo sapiens hypothetical protein FLJ14280 (FLJ14280) mRNA 


NM 024882 


Homo sapiens hypothetical protein FLJ1 3 1 89 (FLJ1 3 1 89) mRNA 


NM 024880 


Homo sapiens hypothetical protein FLJ23556 (FLJ23556) mRNA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 (FLJ22578) mRNA 


NM 024853 


Homo sapiens hypothetical protem FLJ13385 (FLJ13385) mRNA 


NM 024848 


Homo sapiens hypothetical protein FLJ13941 (FLJ13941) mRNA 


NM 024847 


Homo sapiens hypothetical protem FLJ21240 (FLJ21240) mRNA 


XT> JT f\ i-\ AO A t 

NM 024841 


Homo sapiens hypothetical protem FLJ 142 13 (FLJ 142 13) mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638) mRNA 1 


NM 024837 


Homo sapiens hypothetical protem FLJ21472 (FLJ21472) mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc fmger protein (LZK1\ mRNA 1 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494) mRNA 
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NM 024813 1 
NM 024811 1 
NM 024810 1 
NM 024809 ] 
NM 024808 1 
NM 024807 ! 
NM 024806 
NM 024799 
NM 024796 
NM 024789 
NM 024784 
NM 024780 
NM 024773 
NM 024772 
NM 024771 
NM 024763 
NM 024754 
NM 024749 
NM 024746 
NM 024732 
NM 024731 
NM 024727 
NM 024722 
NM 024717 
NM 024715 
NM 024709 
NM 024705 
NM 024703 
NM 024701 
NM 024700 
NM 024695 
NM 024693 
NM 024688 


4 cap-i™* hvpothetical protein FLJ13150 (FLJ13150), mRNA 

4 nmn sapiens hypothetical protein FT Jl 2529 (FLJ12529), mRNA 

*™ «,«,-«« hvpothetical protein FLJ23018 (FLJ23018), mRNA 

Womo sapiens hvpothetical protein FLJ12975 (FLJ12975), mRNA _ 

sapiens hvpothetical protein FLJ22624 (FLJ22624), mRNA _ 

h™™ sapiens hvpothetical protein FLJ13693 (FLJ13693), mKJNA 

Homo sapiens hvpothetical protein FLJ23554 (FLJ23554), mRNA . 

Homo sapiens hvpothetical protein FLJ13224 (FLJ13224), mKNA 

Homo sapiens hvpothetical protein FLJ22639 (FLJ22639), mRNA 

Homo sapiens hvpothetical protein FLJ22529 (FLJ22529), mRNA 

Homo sapiens hvpothetical protein FLJ23392 (FLJ23392), mKJNA 

Homo sapiens hvpothetical protein FLJ13593 (FLJ13593), mRNA 
Homo sapiens hvpothetical protein FLJ13798 (FLJ13798), mRNA 
Homo sapiens hvpothetical protein FLJ23151 (FLJ23151), mRNA 
Homo sapiens hvpothetical protein FU13848 (FLJ13848), mKJNA 
Homo sapiens hvpothetical protein FLJ23 129 (FLJ23 129), mKJNA 
Homo sapiens hvpothetical protein FLJ12598 (FLJ 12598 ), mKJNA 
Homo sapiens hvpothetical protein FLJ12505 (FLJ12505), mKJNA 
Homo sapiens hvpothetical protein FLJ13840 (FLJ1384U), mKJNA _ 
Homo sapiens hvpothetical protein FLJ14351 (FLJ14351), mKJNA 

Homo sapiens chromosome 16 open reading frame 44 (ll6orf44), mRNA 

Homo sapiens hvpothetical protein FLJ23259 (FLJ23259), mKJNA 
Homo sapiens hvpothetical protein FLJ13322 (FLJ13322), mKJNA 
Homo sapiens hypothetical protein FLJ22344 (FLJ22344), mKJNA 

Homo sapiens hvpothetical protein FLJ22625 (FLJ22625 ), mKJNA 

Homo sapiens hvpothetical protein FLJ14146 (FLJ 14146), mRNA 
Homo saniens hypothetical protein FLJ13639 (FLJ13639), mRNA 

Homo sapiens hvpothetical protein bLSUWi (i*U22593), mRM 

Homo sapiens ankyrin repeat and SOCS box-containing 13 (ASB13), mRNA 

Homo sapiens Smad nuclear interacting protein (SNIP1), mRNA 

Homo sapiens hypothetical protein FLJ13993 (FLJ13993), mRNA 
Homo sapiens hvpothetical protein FU20909 (FLJ209U9), mKNA 
Homo sapiens hypothetical protein FLJ13031 (FLJ1303 1), mKNA 




NM 024686 
NM 024678 
NM 024675 
NM 024672 
NM 024666 
NM 024654 
NM 024650 
NM 024649 
NM 024647 
NM 024640 
NM_024636 

lNlVl UZ*+OZO 

NM 024627 
NM 024626 


Homo sapiens hypothetical protein FLJ23033 (FLJ23033), mKNA 
Homo sapiens hypothetical protein FLJ23441 (FLJ23441 ), mKJNA 
Homo sapiens hypothetical protein FLJ21816 (FLJ2181&), mKJNA 
Homo sapiens hypothetical protein FLJ23320 (FLJ2332U), mKJNA 
Homo sapiens hypothetical protein FLJ1 1506 (FLJ 1 1506), mKJNA 
Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 
Homo sapiens hypothetical protein FLJ22531 (FLJ22531), mKJNA 
Homo sapiens hypothetical protein FLJ23590 (FLJ23590), mRNA 
Homo sapiens hvpothetical protein FLJ13287 (FLJ 13287), mKJNA 
Homo sapiens hypothetical protein FLJ23476 (FLJ234 /6), mRNA 
Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 
related protein (FLJ23 1 53), mRNA 

Homo sapiens hypothetical protein FLJ23 1 88 (FLJ23 1 88). mRNA 
Homo sapiens hypothetical protein FLJ21 125 (FLJ21 125), mRNA 
Homo sapiens hypothetical protein FLJ2241 8 (FLJ2241 8), mRNA 




NM 024624 
NM 024616 
NM 024615 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 
Homo sapiens hypothetical protein FLJ23 1 86 (FLJ23 1 86). mRNA 
'" Homo sapiens hypothetical protein FLJ21308 (FLJ21308). mRNA 


i 
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NM 024613 


Homo sapiens phafin 2 (FIJI 3 187), mRNA 


NM 024610 


Homo sapiens hypothetical Drotein FLJ22623 rFLJ22623) mRNA 


NM 024609 


Homo sapiens hypothetical protein FLJ21841 (FLJ21841), mRNA 


NM 024606 


Homo sapiens hypothetical protein FLJ1 17^6 (FLJ1 1756^ mRNA 


NM 024605 


Homo sapiens hypothetical protein FLJ20896 (FLJ20896), mRNA 


NM 024602 


Homo sapiens hypothetical protein FLJ21 156 fFI T21 1 mRNA 


NM 024595 


Homo sapiens hypothetical protein FLJ12666 (FLJ12666), mRNA 


NM 024585 


Homo sapiens hypothetical protein FU22160 (FLJ22160), mRNA 


NM 024584 


Homo sapiens hypothetical protein FLJ13646 (FLJ 13646), mRNA 


NM 0245 SO 


Homo sapiens hypothetical protein FLJ 13 1 19 (FLJ 13 1 19), mRNA 


NM 024570 


Homo sapiens hypothetical protein FLJ1 1712 (FLJ1 1712), mRNA 


NM 024565 


Homo sapiens hypothetical protein FLJ14166 (FLJ14166), mRNA 


NM 024556 


Homo sapiens hypothetical protein FLJ21 103 (FLJ21 103), mRNA 


NM 024552 


Homo sapiens hypothetical protein FLJ12089 (FLJ12089), mRNA 


NM 024546 


'Homo sapiens hypothetical protein FLJ13449 (FLJ13449), mRNA 


NM 024534 


Homo sapiens hypothetical protein FLJ12684 CFL]'[26R4) mRNA 


NM 024532 


Homo sapiens hypothetical protein FLJ22724 rFLJ^2724^ mRNA 


NM 024526 


Homo sapiens hypothetical protein FLJ21522 (FLJ21522), mRNA 


NM 024523 


Homo sapiens hypothetical protein FLJ22035 (FLJ22035), mRNA 


NM 024522 


Homo sapiens hypothetical protein FLJ12650 (FLJ12650), mRNA 


NM 024516 


Homo sapiens hypothetical protein MGC4606 (MGC4606), mRNA 


NM 024514 


Homo sapiens hypothetical protein MGC4663 (MGC4663^ mRNA 


NM 024507 


Homo sapiens hypothetical protein MGC 10791 (MGd 079 H mRNA 


NM 015288 


Homo sapiens KIAA0239 protein (TGAA0239^ mRNA 


NM 024419 


Homo sapiens Phosohatidvlelvceronhosnhate Svntha<;e fPCrSI^ mRTsJA 


NM 024345 


Homo sapiens hypothetical protein MGC 10765 (MGC 10765), mRNA 


NM 024340 


Homo sapiens hypothetical protein MGC4179 TMGC41 79i mRNA 


NM 024330 


Homo sapiens hypothetical protein MGC4365 (MGC4365), mRNA 


NM 024326 


Homo sapiens hypothetical protein MGC1 1279 (MGC 1 1279), mRNA 


NM. 024321 


Homo sapiens hypothetical protein MGC10433 (MGC10433), mRNA 


NM 024312 


Homo sapiens hypothetical protein MGC4170 (MGC4170), mRNA 


NM 024308 


Homo sapiens hypothetical protein MGC4172 (MGC4172), mRNA 


NM_024307 


Homo sapiens hypothetical protein MGC4 171 (MGC4 171), mRNA f 


NM_024295 


Homo sapiens hypothetical protein MGC3067 (MGC3067), mRNA 


NM 020062 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA j 


NM 018491 


Homo sapiens COBW-like protein (LOC55871), mRNA 


NM 024116 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


NM 024114 


Homo sapiens hypothetical protein MGC4827 (MGC4S27), mRNA 


NM 024113 


Homo sapiens hypothetical protein MGC4707 (MGC4707), mRNA 


NM 024099 


Homo sapiens hypothetical protein MGC2477 (MGC2477), mRNA 


NM_024092 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM_024084 


Homo sapiens hypothetical protein MGC3196 (MGC3196), mRNA 


NM 024072 


Homo sapiens hypothetical protein MGC2835 (MGC2835), mRNA 


NM 024067 


Homo sapiens hypothetical protein MGC2718 CMGC211 R} mRNA 


NM_024063 


Homo sapiens hypothetical protein MGC5347 (MGC5347), mRNA 


NM 024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA \ 


NM_024036 


Homo sapiens hypothetical protein MGC3103 (MGC3103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM_023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376) mRNA 
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NM 014045 ] 
NM 015533 
NM 023927 
NM 023923 
NM 019054 
NM 023070 
NM 023015 
NM_022899 


Homo sapiens DKFZP564C1940 protein (DKFZP564C1940), mRNA 
Homo sapiens DKFZP586B1621 protein (DKFZF5S6B16Z1), mKJNA 
p™™ sapi^shypometical protein FLJ213 13 (FLJ21313), mKJNA 

Homo sapiens hypothetical protein FLJlil /l (FLJ13171), mRNA 

Homo sapiens hypothetical protein MGC5560 (MGC5560), mKJNA 

Homo sapiens hypothetical protein (LOC65243), mRNA _ 

Homo sapiens hypothetical protein FLJ21919 (FLJ21919), mRNA 
Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FLJ12934), mRNA 


NM_022836 
NM 022831 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae; 

(DCLRE1B), mRNA 

Homo sapiens hypothetical protein FLJ12806 (FLJ12806), mRNA 


NM 022828 
NM_022822 

NM 022784 
NM 022783 
NM 022774 
NM 022765 
NM 022764 


Homo sapiens hypothetical protein FLJ21940 (FLJ21940), mRNA 
Homo sapiens hypothetical protein FLJ12387 similar to kinesin light chain 

(FLJ 1 23 87), mRNA 

Homo sapiens hypothetical protein FLJ12476 (FLJ12476), mRNA 
Homo sapiens hypothetical protein FLJ12428 (FLJ12428), mRNA 
Homo sapiens hypothetical protein FLJ21 144 (FLJ21 144), mRNA 
Homo sapiens hypothetical protein FLJ1 1 937 (TLJ1 1937 ), mKJNA 
Homo sapiens hypothetical protein FLJ12998 (FLJ12998), mKNA 


NM 022758 
NM 022753 

JNJV1 UZZ/H-y 

NM 022746 

INIVI j z»o 

NM 022496 
NM_022490 


Homo sapiens hypothetical protein FLJ22 1 95 (FLJ22195), mRNA 

Homo sapiens hypothetical protein FLJ12903 (FLJ12903), mRNA 

Unmn cflnipnQ retinoic acid induced 16 (RAI16), mRNA 

Homo sapiens hypothetical protein FLJ22390 AFLJ22390), mRNA 

Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 

Homo sapiens hypothetical protein FLJ13433 (FLJ13433). mRNA 

Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ 13390), 

mRNA 


NM 022484 
NM 022483 


Homo sapiens hypothetical protein FLJ13576 (FLJ13576), mRNA 
Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 
NM_022471 


Homo sapiens zinc finger protein 106 (ZKF 1U0), mRNA 

Homo sapiens hypothetical protein FLJ13057 similar to germ cell-less 

<TT T13057^ rnRNA 


NM 022463 
NM_022462 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 

Homo sapiens hypothetical protein FLJ14033 similar to hypoxia inducible tactor 
3, alpha subunit (HJF-3A), mRNA 


NM_022461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FLJ2 1 939), mRNA 


NM 022453 
NM_022374 


Homo sapiens ring finger protein 25 (RNF25), mKJNA . 

Homo sapiens likely ortholog of mouse ADP-nbosylation-like lactor b 

interacting protein 2 (FLJ23293), mRNA 

Homo sapiens ATP-dependant interferon responsive (ADIR), mKJNA 


NM 022371 
NM_022369 


Homo sapiens hypothetical protein FLJ12541 similar to Stra6 (FLJ12541), 
mRNA 


NM_022367 

NM \)27.5oy 
NM 022356 
NM 022354 
NM 022347 
NM 022341 
NM 022164 


Homo sapiens hypothetical protein FLJ12287 similar to semaphonns 
(FLJ122S7), mRNA 

T-T rvmn QnnipnQ Qimilar to rat mvomeealin fLOC64182), mRNA 

Homo sapiens growth suppressor 1 (GROS1), mRNA — _ 

Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 
Homo sapiens IFRG15 protein (IFRG15\ mRNA 
Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 
Homo sapiens P3ECSL 0LIECG3), mRNA 



210 



BNSDOCID- <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



NM 022147 


Homo sapiens 28kD interferon responsive protein (LFRG28), mRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4.1 -like 4 (EPB41L4), mRNA 


NM 022133 


Homo saoiens sorting n ex in 16 fSN^ri^l mRNA 


NM 022126 


Homo saniens nho^nhnlv^inp rVho^T^hnlii uridine innroflnif* TYvrnrVhriQ-iVirisit*:* 

iiv/iiiu oapi^iio j-nivJo|JllVJljr Olllt j^jiivjo|JiivJi lloliviiiiv^ muigaiiiu ^jr 1 ^J^JAHJOL/IlClLC 

phosphatase fLHPPl mRNA 


NM 022097 


Homo sapiens hepatocellular carcinoma antigen pene 520 (\ OP6399R i mPlsJA 


NM_022094 


Homo sapiens hypothetical protein FLJ20871 similar to FSP27 fFLn0871 . 

vaaaw^ vm^/ a vaiu * X Jf |y v Wiw vi VUI X"^ V Will jl JUm*< VU J X OXXXXXXIXX A L^/X / IX X-/J vj / X lj 

mRNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 (FLJ22794), mRNA 


NM 022071 


Homo sapiens hypothetical protein FLJ20967 (FLJ20967), mRNA 


NM 022063 


Homo sapiens hypothetical protein FLJ13188 (FLJ13188), mRNA 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


NM 022034 


Homo sapiens estrogen regulated eene 1 (ERG-1 1 m"RNA 


NM 021945 


Homo sapiens hypothetical protein FLJ22174 CFLJ^2174^ mRNA 


NM 021944 


Homo sapiens hypothetical protein FLJ12154 (FLJ12154), mRNA 


NM 021941 


Homo sapiens hypothetical protein FLJ21324 fFLJ21 3^4 • m^MA 


NM_021928 


Homo sapiens hypothetical protein FTJ22649 similar to Qionnl -nentir-aci* 
SPC22/23 (FLJ22649), mRNA 


NM 021927 


Homo sapiens hypothetical protein FLJ13220 (FLJ 13220), mRNA 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


NM 021825 


Homo sapiens hypothetical protein MDSO^S fMT)SS0?S 1 ttvR"NTA 


NM 015622 


Homo sapiens CGI-43 nrotein fT,OC^16??i mftlSTA 


NM 021639 


Homo sapiens hypothetical nrotein fSPIQ?^ mTCTvJA 


NM 021637 


Homo sapiens hypothetical nrotein FT T140R4 fFT T140S4^ mT?>JA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel subfamily N member ? fFCPNN? i mPNA 


NM 021182 


Homo sapiens minor histocomnatibilitv antigen TTR-1 rH~R-1^ mPMA 


NML021170 


Homo sapiens bHLH factor Hes4 (LOC57801), mRNA 


NM 021146 


Homo saoiens anffiopoietin-like factor ^Cr>T6 1 mRNA 


NM_005146 


Homo sapiens sauamous cell carcinoma anticren recooni^pd b\/ T r<»11c ^^APTI^ 
mRNA 


NM 021079 


Homo sapiens N-myristoyl transferase 1 (NMT1), mRNA 


NM_021046 


Homo sapiens UHS KerB (LOC57830), mRNA 


NM 021018 


Homo sapiens H3 histone family, member I (H3FD mRNA 


NM 006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


NM 017569 


Homo sapiens transcription factor (p38 interacting protein) (P38IP), mRNA 


NM 015239 


Homo sapiens KIAA1035 protein (KIAA1035), mRNA 


NM 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 


Homo sapiens KIAA0088 protein (KIAA0088), mRNA 


NM 015516 


Homo sapiens hypothetical protein estradiol -induced fR^IG^ mP IMA 


NM 015388 


Homo sapiens DKFZP566C243 protein ^^77^^66(^243. mPTsIA 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


NM_0 14409 


Homo saoiens TAF5-like RNA nolvmpra^p TT n^OO/OFiP-aQQor'iiit^ -fantrw 
(PC AFVassociated factor 65 kD TTAF5L, mRNA 


NM 014368 


Homo sapiens L1M homeobox protein 6 (LHX6), mRNA 


NMJH4315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM_012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP 150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), rnRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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NM 007074 


Homo sapiens coronin, actin binding protein, 1 A (COROIA), mRNA 


NM_006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
sialvtransferase) (SIAT4B), mRNA 


NM 006861 


Homo sapiens RAB35, member RAS oncogene family (KAB3!>) 3 mRNA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


NM 005710 


Homo sapiens polyglutamine binding protein 1 (PQBP1), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM_004492 


Homo sapiens general transcription factor DA, 2 (12kD subumt) (GTF2A2), 
mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) 
(TJBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM_002004 


Homo sapiens famesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM_019111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class n, DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 
DMB), mRNA 


NM_002125 


Homo sapiens major histocompatibility complex, class n, DR beta 5 (HLA- 
DRB5), mRNA 


NM_021983 


Homo sapiens major histocompatibility complex, class EL, DR beta 4 (HLA- 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class n, DRbeta 3 (HLA- 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcnpt variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI1), transcnpt variant 2, mRNA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcnpt 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcnpt 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


NM_1 30386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcnpt vanant I, 
mRNA 


NM_030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcnpt variant H, 
mRNA 


NM_1 30778 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcnpt vanant short, 
mRNA 


NM_000494 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcnpt variant long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1 , mRNA 


NM_130390 


Homo saDiens triDartite motif-containinff 34 trancm'nt l/ai-iant 1 
mRNA 


NMJ30389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2, 
mRNA 


NM_021616 


Homo sapiens tripartite motif-containing 34 (TRJM34), transcript variant 1, 
mRNA 


NM 030950 


Homo saDiens ret finder protein fRFP i trarmerint variant bf*t« mPMA 


NM_130785 


Homo sapiens TPTE and PTFN hnmo1fiC7oii<; lnoQitnl lirviri nVincrvhatoc^ /"Tptt^ 
mRNA 


NM_130784 


Homo sapiens hypothetical eene supported bv AY027R07- AY097K08 
(LOC93426), mRNA 


NM 1307S3 


Homo sapiens similar to neuronal tetraspanin (LOC90139) mRNA 


NM 130782 


Homo sapiens regulator of G-protein signalling 18 fRGS18, mRNA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens S100Z protein (S100Z), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cytosolic acetvl-CoA hydrolase fCAPH-l . mRNA 


NM 130773 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NM_033554 


Homo sapiens maior histocomnatibilitv cnmnlex TT HP ainfia 1 /tjt a 
DPA1), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM 032035 


Homo sapiens MSTP031 protein fiVTSTPO^I . nYR lsJA 

*- •*■ ***** v um|/ivi^u J. ▼ *.i»y J. J. X J-/X \J Lvll X ^XYXkJ X X V»J 1 y j J J 1 IX 1 >i y\ 


NM_0 17882 


Homo sapiens ceroid-1inf>iii^pinr><siQ npnrnn^l f\ 1citF» inf«i«m#» (c^j xt/^ 
xxw***w jujji^iio v^iv/iu iijj**xuouiiiv>Foio 7 iicu.1 uiiai u, idic liixdiiLiie, variant (^.lino), 

mRNA 


NM 006983 


Homo sapiens matrix metalloproteina^e 2^"R rMTVTP?^R i mR "NJ A 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metalloproteinase 23 A (MMP23A), mRNA 


NM_025091 


Homo sapiens hypothetical protein FLJ13330 (FLJ13330), mRNA 


NM 130759 


Homo sapiens immunity associated protein 1 (HVLAP1), mRNA 


NM_0 19841 


Homo sapiens transient receptor potential cation channel subfamilv V member 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase^ like 6 (AT DRT (i\ mPNA 


NM 017436 


Homo sapiens alpha 1,4-galactosyltransferase (A4GALT), mRNA 


NM 006480 


Homo sapiens regulator of G-protein signalling 14 (RGS14 1 mRTsTA 


NM 013357 


Homo sapiens purine-rich element binding protein G n^TfROi mPTsJA 


NM_016155 


Homo sapiens matrix metalloproteinase 17 fmernbrane-in^ertpH ■ r\zTMT>l7^ 

jf»^**«- r *»*»•»•***», *w uuiiuj^i \j Lwii x cxo x / yixi^iliu/x dllb Allot! LCU 1 1 J VI 1V1 r I / ) . 

mRNA 


NM_002813 


Homo sapiens proteasome (prosome, macroDain") 26S subunit non-ATPa<?e Q 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NM_130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 1 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member j 
2 (TRPV2), mRNA 


NM_0 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 


Homo sapiens regulator of G-protein signalling 19 (RGS19), mRNA 


NM 130469 


Homo sapiens Jun dimerization protein 2 (jdp2), mRNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NM_130463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


NM_021070 


Homo sapiens latent transforming growth factor beta binding protein 3 (LTBP3), 
mRNA 


NM_020865 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDX36), 
mRNA 


NM 016304 


Homo sapiens 60S ribosomal protein L30 isolog (LOC51187), mRNA 


NM 130443 


Homo sapiens dipeptidylpeptidase IE (DPP3), transcript variant 2, mRNA 


NM 005700 


Homo sapiens dipeptidylpeptidase III (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orf 12), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


Homo sapiens cytochrome P450, subfamily IIJ (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NMJ)53056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NM_012090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 1, mRNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NM_015839 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV3, mRNA 


NMJH5838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant S V2, mRNA 


NM_015837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV1, mRNA 


NM 002003 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 1 (FCN1), mRNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPBl), mRNA 


NMJ) 16328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV0, mRNA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NM_130396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 2, mRNA 


NM_003SS0 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 1, mRNA 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WISP2), mRNA 


NM_080838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


NM_003882 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1, mRNA 


NMJ)00651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NMJ)00573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mRNA 


NM_130385 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 


NM_002462 


Homo sapiens myxovirus (influenza virus) resistance 1. interferon-inducible 
protein p78 (mouse) (MX1), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLP0L), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


NM 032236 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 


NM 032784 


Homo sapiens thrombospondin (FLJ 14440), mRNA 


NM_080731 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5S6I2223), 
transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5S6I2223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOV1), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1), mRNA 


NM_033630 


Homo sapiens SCAN domain containing 1 (SCAND1 . transcrint variant ? 
mRNA 


NM_016558 


Homo sapiens SCAN domain containing 1 (SCAND1) transcript variant 1 
mRNA 


NM_015438 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 1 , mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM_005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NM_021902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


NM_0 14164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5 . 
mRNA 


NM 002463 


Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) flVTX^ nVRTsFA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


NM_021004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR) 
mRNA 


NM_020399 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TC10 (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FLJ20706 (BANK), mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44) mRNA 


NM_016100 


Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NATS) 
mRNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-bindincr fNONfTk mTCNA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRC1), mRNA 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1) mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA) 
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transcript variant 2, mRNA 


NM_002836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant l, mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


NM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein I 
(SHCl), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NM_016020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protein beta l (SIRPBl), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protein I -like (HSPAIL), mRNA 1 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNS1), mRNA 


NMJ)04480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fiicosyltransferase) (FUT8) 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DO alpha 1 (HLA- 
DQA1), mRNA V 


NMJ306442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_O80918 


Homo sapiens deoxyguanosme kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosme kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosme kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosme kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)01929 


Homo sapiens deoxyguanosme kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type XEQ, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 18 
mRNA 


NM_080813 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 17 
mRNA 


NM_080812 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 16 
mRNA 


NMJ)808ll 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NM__0808l0 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 14 
mRNA 


NM 080809 


fiomo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 13 
mRNA 


NM_080808 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 12 
mRNA 


NM_080807 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 1 1 
mRNA A 9 
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NM 080806 


noiiiu odpiciia ounagcn, type -ajji, aipna i ^-A/loai j, transcript variant 1U, 
mRNA 


NM 08080S 

X^XVX^ \J OUOUJ 


nomo sapiens conagen, type a in J aipna l ^ULijAi ), transcript variant 9, 
mRNA 


NM 080804 


nomo sapiens couagen, type Alii, aipna l (LULI JAl transcript variant 8, 
mRNA 


NM 08080^ 


nomo sapiens conagen, type -ajjjl, aipna 1 (^lulijAi j, transcript variant /, 
mRNA 


NM 080809 

X > 1VJL UOV/OUi 


nomo sapiens conagen, type ajul, aipna i (lajl,i jai ), transcript variant o, 
mRNA 


"MM 080801 

X>(XYA WOUOU X 


nomo sapiens conagen, type Alii, aipna 1 (CUJL13A1), transcript variant 5, j 
mRNA 


NM 080800 


nomo sapiens conagen, type auli, alpha 1 (COL.13Al_), transcript variant 4, 
mRNA 


NM 0807QQ 


luomo sapiens collagen, type Alii, alpha 1 (COL13A1), transcript variant 3, 

IllJXlN/\ 


NM 080708 


nomo sapiens conagen, type Am, aipna l (CLJL.13A1), transcript variant 2, 
mRNA 


NM 00S^0^ 


nomo sapiens conagen, type alii, aipna L (.i^iJLl jAI ), transcript variant 1, 
mRNA 


NM 00439S 


rxoniu bapiciib urcDnn i v^ 1 ^^ 1 J 5 rranscnpt variant l , niKJN/V 


NM 080881 


Homo sapiens drebrin 1 (DBN1), transcript variant 2, mRNA 


NM 08070? 


Homo sapiens brain-immunoglobulin-like molecule with tyrosine-based 
activation motifs (BIT), mRNA 


NM 080816 


nomo sapiens signai-reguiatory protem beta 1 (bii<Jrr>2), transcript variant 2, 

rrVRKTA 

IIlXvlN/Y 


NM 018SS6 

XNXVA V/IOJJU 


nomo sapiens signal -regulatory protein beta z ^olKJrrJzj, transcript variant 1 , 
mRNA 


NM 0007S7 


^a-pit^ii^ u.v-F|jciiiniic ucLa-xiyuioAyid-bc ^oopaiiiiiie Deta-monooxygenase ) 
(DBH), mRNA 


NM 080426 


Homo sanipn<s ONAS1 rnmnlpY Inr'iic iTtMAQ^ froncprir>t iron'onf o ^"n xt A 
x.xv-rii«j odk^i^Lio vji>rvo L/ijiiipicA. luuua ^vjtin^vo transcript variant z, m-KJNA. 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


"MM 000S16 


nomo sapiens vjin/vo complex locus (LrLN Ao j, transcript variant 1 , mRNA 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


NM 080076 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610), mRNA 


NM 080074 


nomo sapiens nypotneticai protein similar to C(j1-o / protein (LUCy 1219), 
mRNA. 


NM 0S092S i 


nomo sapiens nypoineticai protein similar to topoisomerase (L)1NA) ill beta (H. 
sapiens) (LOC 129020), mRNA 


NM 080014 

x>i»x UOU7 X*T 


nomo sapiens asiaiogiycoproiein receptor z QAoOKzJ, transcript variant 3, 
mRNA 


NM 080913 


nomo sapiens asiaiogiycoproiein receptor z (AouKz transcript variant z, 
mRNA 


NM 080912 


nomo j>dpicns> aaiaiogiycoprotem receptor z ^AoLtixz j, transcript variant nz , 
mRNA 

1 1 UL Vi. ^( XT 


NM_001181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1, 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 CSORCS3V mRNA 


NM 015230 | Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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_NM 02Q960 



NM 052868 



NM 032782 



NM 032309 



NM 021625 



NM__024503 



NM 024112 



NM 015192 



NM 022481 



Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), roRNA 
Homo sapi ens hypothetical protein FLJ14428 (T1M3), mRNA ' 



Homo sapiens chromosome 2 open reading frame 9 (C2orf9). mRNA 



4 °a^V4) ^KNA i6nt reCePt ° r P ° tential Cati ° n Channe1 ' Sub ' family V > member 



Homo sapi ens G protein-coupled receptor 107 (GPR107), mRNA 



™^^ ietlS hUTnan immun <>deficiency virus type I enhancer binding protein 3 
(HIVEP3), mRNA 



Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 



Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1) 
mRNA y ' 



NM__021634 



NM 013305 



NM 019069 



Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains-containing protein 3 (ARAP3), mRNA 



Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 
(LGR7), mRNA 



Homosapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 



NM 016179 



NM 016592 



NM 014007 



NM 012471 



NM 012459 



NMJ)04621 



Homo sapiens WD repeat domain 5B (WDR5B), mRNA 



A^^^S^f^ rCCept0r P ° tentiaI cation ' cha nnel 5 subfamily C, member 
4 l kj j C4), mRNA 



Homo sapiens GNAS compl ex locus (GNAS), transcript variant 4, mRNA" 



Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 

?^° D S ^f nS ™ ient reCept0r P° tential catio " channel, subfamily C, member 
S (1KP15), mRNA 



NM 003304 



NM 002124 



?™ i££ C nS ^K a T n A Sient re ° ept0r P° tential cati ™ channel, subfamily C, member 
6 (TRPC6), mRNA 



fT^\ enS ^ iQnt re ° ept0r P ° tential cation chaimel > ^bfamily C, member 
1 ^XK-rCl), mRNA 



Homo sapiens major histocompatibility complex, class II, DR beta 1 (HLA- 
DRB1), mRNA 



NM 000972 



NM 130384 



Homo sapie ns ribosomal protein L7a (RPL7A), mRNA 



NM 033627 



Hon^osapiens three prime repair exonuclease 1 (TREX1), transcript variant 6, 



Ho^sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 



NM 032166 



NM 024996 



NM 033629 



NM 033628 



NM 016381 



NM 031892 



NM 003960 



NM 021093 



NM 021092 



NM 021190 



Homo^sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 



Homo sapi ens mitochondrial elongation factor G CE FG1V mRNA 

PTrvt-»-i/-v r>rt-*-*^ a«.m *"L.— ~ ' ~ Z — — — 



H J m ° sa P iens threC Prime Tepair exonuclea se 1 (TREXl), transcript variant 4, 



Homosapiens three prime repair exonuclease 1 (TREXl), transcript variant 3, 



Hon^sapiens three prime repair exonuclease 1 (TREXl), transcript variant 1, 



.Homo sapiens SH3-domai n kinase binding protein 1 CSH3KBP1), mRNA 
Homo sapie ns N-acetyltransferase 8 (camello like) (NATS), mRNA 



Homo sapien s peptide YY. 2 (seminalplasmint (PYYK mRNA 

TTrvm^ oo^i'^-m^ ~ a.: ~\ . • -» X — 



NM 013998 



-7— ■ « ' *■ ■ * 

Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 
Homo sapi ens polvpvrimidine tract binding protein 2 



— — . - r, — * Protem 2 ( T TBP2), mRNA 

Homo sapiens tachykinin, precur sor 1 (substance Csubstance P, neun^klninT 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


1N1VL__U 1 d yy I 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1 , 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
ga.Liiin<x) \ i Lj 9 ixdnbunpi variant gamma, rnj\j.N/\ 


NM 01^996 


xxuiiio bapiciit) LduiiyKinm, precursor i ^suDstance iv, suostance ir, neurokinin 1, 
ii^/ui uiuuui iiwLii vriiiwuiii ticui uiviiun dijjiid, iicuiopcp Licic iv, neuropeptide 
gamma) (TAC1), transcript variant alpha, mRNA 


NM 016235 


numu dctpiciib vj piuLcin-coupieu receptor, iaimiy group l, member o 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 




nomo sapiens lepnn ^ooesity nomolog, mouse) (JUbP), mRNA 


nm nrniR^ 

±NlVJL__OU D iOJ 


±iomo sapiens iJ\rH kjn/y polymerase U, 1 Al A box binding protein (TBP)- 
associated factor, 135 kD (TAF4), mRNA 




±iomo sapiens lacnyianin, precursor 1 (substance K, substance P, neurokinin 1 , 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gaLiiiiid.) {ifw^Lj, Lid.ns>cnpi vananx oexa, mx\JN/\ 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


NM 

1NJLV1 \J\JOOJ 1 


nomo sapiens zinc metaiioprotemase (p 1 Ji24 nomolog, yeast) (ZMLPSTE24), 
mRNA 




nomo sapiens wat iour-aisumae core domain 2 (WrJDCZ), transcnpt variant 1 
mRNA 


1N1VI \JOV/ /jD 


Jtiomo sapiens WAf lour-aisultiae core domain 2 (WFDC2), transcnpt variant 2, 
mRNA 


"NTlVf 0R07^S 

1N1V1 WOV / J J 


nomo sapiens w/vr iour-aisuiiiae core domain 2 ( Wr JJC2), transcnpt variant 5, 
mRNA 


NM 080734 


xiuiiiu sapient* w^-\jr iour-aisumae core uomam z ^Wrjjuzj, transcript variant 4, 
mRNA 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 
mRNA 


NM 021197 

X >lrl \J ^ X X S 1 


xiuiiiu aapidib vv j-\x luux-ciibuiiiae core uomam i ^ w jrUL^ l ^, mJKJN/v 


NM 007128 


J.1U1HU ocipit/iio pi t- jj xyni^jiisjK^y tc gene l ^ V rJtvnn 1 j 3 ITi,KJ.N/\ 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM 003105 

X >l 1*1 UV »J X\J J 


xauniu bdpiciib 5>ui Limi-reidLeu receptor, JL.^U-L.iv ciass j /\ repeats-contammg 
fSORLH mRNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM 05''918 


j-iAJiiHj &apiciia v jt o i u uuiiidin recepior protem o^ivv^o l ^oUivi^ibl j, mJKJNA. 


NMJ)22553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 

•francr , ri"nt van ant 7 mRM A 

Li. dl lovX )r i JU vl NrV 


NM_004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 




xaumo &«*picii£> o^vv^z suppressor 01 actm mutations z-iiKe (yeast) (oAC/M2JL), 
transcript variant 1, mRNA 


NM 00671 1 


nomo bapicnb xvin/\ Dinomg protein o i, senne-ricn aomam (KJNPol), transcript 
variant l, mRNA 


NM 080S94 


nomo i>tipiciit> ivin/\ umamg protem oi, senne-ncn domain (KJNrol), transcript 
variant 2, mRNA 


NM_100486 


Homo sapiens WW domain-containing adapter with a coiled-coil region AVAH 
transcript variant 3, mRNA 


NM_100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1 , mRNA 
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NM 005701 
NM 014810 
NM 013325 
NM 020235 
NM 019118 
NM 016312 
NM_0 18706 
NMJ380599 


Homo sapiens RNA. U transporter 1 (RNUT1), mRNA 

Homo sapiens centrosome-associated protein 350 (CAP350) mRNA 

Homo sapiens KIAA0943 protein f Apg4B), mRNA 
_ Homo sapiens bobby sox homoloe (Drosophila) (BBXV mRNA 

Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5) mRNA 
- " oapiciis w w uomam Dinamg protein 11 (WBP11) mRNA 

Homo sapiens KIAA1630 protein (KIAA1630), mRNA 

Homo sapiens regulator of nonsense transcripts 2 (RENT2), tanscript variant 1 


NMJH5542 
NM 002911 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2 

TVlPXTA — — ■■ /> U.WI1UV1 ij^/t V CL1 1 dill z*, 


NM__002S33 


Homo sapiens regulator of nonsense transcripts 1 (RENT1) mRNA 
Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 fPTPN7) 
transcript variant 3, mRNA h 


NM_0805S8 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (RTPN7) 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 0>TPN7) 
transcript variant 1, mRNA 


NM_007039 


Honwsapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 


NM J) 14369 


|™i?) ie mRNA em tyrOSme Ph ° sphatase ' non ^ceptor type 18 (brain-derived) 


NMJ305401 


Homosapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14), 


NM_002835 


Homosapiens protem tyrosine phosphatase, non-receptor type 12 (PTPN12), 


NMJ580685 


Homo sapiens protem tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
JFas^associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM__080684 


Homo sapiens protem tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 - 
(Fas)-associated phosphatase) fPTPNl 3) transcript variant 3 mRNA 


NMJ)80683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13). transcript variant 1. mRNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 fPTPNl 1 ) 
transcript variant 2, mRNA h 


NM_002834 


ixvmu &apien& protein Lyiusine phosphatase, non-receptor type 1 1 (PTPN1 n 
transcript variant 1, mRNA h 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like flBATF} 
mRNA ' K^-^irj, 


NM_006709 
NM 033177 


Homo sapiens HLA-B associated transcript 8 (BATS), transcript variant 
NG36/G9a, mRNA P Vdnam 
Homo sapiens HLA-B associated transcript 4 (BAT4) mRNA 1 


NM_004639 


Homo .sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1 


NM_080703 


Homosapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 


NMJ)80702 


H ° m T ° A sa P iens HLA- 5 associated transcript 3 (BAT3), transcript variant 2 


NMJJ04638 

i 

NM__080686 ] 


H ° m T ° A sa P iens HLA " B associa ted transcript 2 (BAT2), transcript variant 2 
mKJNA ' 

Bomo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1 
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mRNA 


NM_004640 


Homo sapiens HLA-B associated transcnpt 1 (BA 11), transcnpt vanant 1, 
mRNA I 


NM_080598 


Homo sapiens HLA-B associated transcnpt 1 (Jo ATI), transcript vanant 2, 
mRNA 


NM_080797 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
3, rnKNA 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
2, mRNA 


NM_022105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

1 T1XT A 

1, mRNA 


MM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NM_080760 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, j 
mRNA 


NM_080759 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1, 
mRNA 


NM_004392 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcnpt vanant 3, 
mRNA 


NM_005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 
mRNA 1 


NM_016569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 
mRNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NM_080701 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript vanant 4, 
mRNA 


NM_080700 


Homo sapiens three prime repair exonuclease 2 (TRr.X2), transcnpt variant 3, 
mRNA 


NM_080699 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcnpt vanant 2, 
mRNA 


NM_017518 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 


NM_007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1 , 
mRNA 


NM_080632 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 1, 
mRNA 


NM_02301l) 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 2, 
mRNA 


NM_080687 


Homo sapiens similar to yeast Up f3, variant A (UPF3A), transcript variant 2, 
mRNA 


NM_J)23011 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 1, 
mRNA 


NM_080630 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant C, 

T> "XT A 

mKNA 


NM_08062y 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcnpt vanant B, 


JNJVI_UUJSj4 


riomo sapiens conagen, type aj., aipna i iaij, transcnpt vanant j\, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A 1, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM_014481 



NM J)80649 



NMJ)80648 



NM_001641 



NM 080839 



NM_080927 



NM 030969^ 



NM 080920 



NM__021168 



NMJ)80842 



. Jrotein (ESDN)"mRNA cell-derived neuropilin-like 

gomo sapiens_gamma-glutamvltr a n g fZ^r 



NSO31460" 



NM 033056 



Tf^^^^^ 



— * vr: y-^^ v/^u;, UUSA\J\ 




NM_031990 



NM_002819 



^M_030930_ 



NM__022454 



u~ _ • : 



— ■ . ; _ " — --f * TwiioiH 



mRNA ie,ated ™ G - box fr^^ 



NM_004652 



NM_021906 
NM_022349~ 



^M_006918 



020151 



J\[Mj)18976_ 
J^^0T335T 
JNM]j)06993~ 
^Mj}02420 



^HoW) sapiens S^TdojMi^ntoL^TTsTAKTvTr-STn 

Homo sapien s r - mrr ,.,„,, "' 8 AR D7) , mRNA 

^ - 
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1 fTT? P1V/T 1 mT?1\T A 

I \l XVL iVl 1 Jy IIlrVlN/\ 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


JNJYL__UUO / jo 


t!>vrvir\ coniprtc T T9rP"\TT 19** enroll T-iiir«1f»Cir "RTnJA qiiyi11qt-i/ fontrvr 1 /TT9AF1 > \ 

xiomo sapiens uz v iviNiJZj smaii nuoiedi ivln^v duxxiidry iautor i \\jjlj\t ij, 
mRNA 


JNM_UUOZ04 


xiomo sapiens proxem tyrosine pnospnatase, non-receptor type i d iiy^uyj 
v ras )-associaiea pnospnaiasej ^ririN ljj, irdnscirpt vanant z, itij\_in/a. 


JNM_UUoUj j 


xiomo sapiens l>3i\k^ iantiuiotic syntnetase component v^-iiKe i v odcteridi/ 
(LANCLl), mRNA 


JNJVx_JJU j / 1 0 


xiomo sapiens regulator 01 vjr-protein signalling 1 y interacting protein i 
(RGS19]Pl),mRNA 




riomo sapiens i-dox iy {im^iy), mixiNrv 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


JN1VL UUUZ / j 


xiomo sapiens oculocutaneous aiomism 11 vjjiniv-eye anution nomoiog, mousey 
(OCA2),mRNA 


TvTA/f Afk1 

JNM_UU1 J 64 


riomo sapiens aiptnena loxm resistance protein requireu ior uipntnamiae 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


JNM_UUUUoz 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (CI inhibitor), 
memoer i, ^angioeuema, nereaitaryj ^oJdi^xiinvji ), irrixiN/v 


INM__UUj 3U / 


xiomo sapiens transient receptor potential cation cnaiinei, suoiamiiy ivt, memoer 
z ^ i xsjrrvi.z^, iiii\_in^-v 


XTM" 007 R07 
1N1Vx__UUjc>V / 


TJr\T-nr» ootiipnc tiimnr nppmoic "Far»trYr nirrc»r»H^ ci ir^<=»i"f*!aTnil"\7 m^mVii^f 1 A 
XxUlTIO bd.picna LUIIlOr IlCL/IUblb idoLUI ^llgallU.^ bupci Ictlllliy , IllClliUCI l*-r 

^ i INI Of i. " J j IlJLtVlN^A. 


MM 009 QR4 


T-Tf»mf\ QpT^ifnQ qttipII inHiipiHlf* rvtnVinp A4 ^.^IC~ < "VA4^ nnRN^A 

XiVJlliW od^JlCllo ol lid 1 1 IIIUULIUIO \sy LVJIVIIIC; T^rt \^)JV^ ± ^x~T 1 1 JULVJ. 'I -Tv 


"NTM 0091 OS 


T-t/-\mr^ cani pn c TT9 A Vnctrvnf* "Fatnilv mpmKpT" "V^ /T-T9 A T^^v^^ mT^rvJA 


"NTM oos^i 

lNlYx UUJJJl 


XXUIIHJ bapiCIlo IlCIIHJgHJL/111, lilCLd I ^XXDV^l )^ HIXvlN f± 


"mm ooos^r 

XN1V1 UVJUJ JO 


T-Tr\Tn/"\ CQr\iPnc T^^mrKrl rtniti o 1 r\\~\ c\ 1 / TTR All ttik^^TA 
XXDlllVJ oCtpiCllo ilClliUglVJiJlll, dlLJXId 1 ^lUJiil ^, llIXVXN^V 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


IN1V1 U I zzoz 


xiomo sapiens neparan suiiate z-v^-suiiotransierase i ^xiozo 1 iiixnjln/a. 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), nrRNA 


iNlvl Uloi/OU 


xiomo sapiens glycine rN-metnyitransierase ^vjiNrvii j t itixnj.n^y 


"MA/f 017S07 
iNlvl U 1 / Ou / 


xxorno sapiens v^-siaiogiycoprotem enuopeptiudsc ^vjovjcr ), iiixvin/a. 


XTA/f 01^779 


XHJIIIO adpicnS X\J.N/\ UinU-lIlg prOLCUl ^dUtUdlltlgCIllC', IIIIXVLnx -dSSUL/ldLCLl Wltll 
lf*tVi5il 1 r\\xA AT \^ trancfn'nt v^TiaTit 1 nVR^JA 

ICUlal jfCllUW^ ^XVT^JL; X ^, Ll CXI loL'l 1 ]_/ L Vdilalll I, 1 1 IlVl N S\. 


NM_0 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
rrYRNA 


IN J.VX \y 1 _ J j^\J 


XXVJ111V OCl|JlwilO ij oVJJJ11VJo|J11^J11 jJClo V J ^Lr 11 LvAJ ^ I111\_L NxV 


NM 000 1S4 


XXV^illLr oaJJlCllo llCllUJglVJL'lilj feCll lllUCL VJ ^XX_DVJ^.y, HiXN-LN^l. 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


NM 007767 

1N1VJL \J\J / JO/ 


xxomo sdpicns jvin-tV omcinig protein v dutodntigeniL/, iuiivlnx -dssuuidLcu vviui 
Ipthal \/f 1 1 r\"\A/^ {^i AT V\ tran QP"Hnt variant 9 mT^TsIA 


1N1VX \JWJJJZ. 


I1U111U odLJICllo IldllU^ltJUlIl, ti^La ^X XXJZ_»^, IIIIVIN^V 


NM 00S47R 

J.N1VX VJV/J'tJO 


TTn-mn C5inif»nc F09-1ilrf» antiaf»n 1 fFO^T 1^ mPTsTA 

XXUiIHJ odpiCIlt) i KJ OH IvC dliligCil 1 ^rVJuLfl IILTV-IN r\. 


"KTM 0001 

1N1VX \J\J\J 1 JO 


\-kc\xY\c\ OQniPnc frlnoan ^1 InVi ?i — I Krcin r«V\"i"n rr ptrTArmp 1 f crl'v/r'/^O'f n hrfltif*ninO" 

numu sdpicns gitiL/dii ^ x jH—dipiid-^, ui diiunif lg ciiz»yiiic i ^giy^/tjgcii uidii^iiiiig 
Pfi7vmp AnHf^rQi^n HiQ^aQf* oIvpoctpti <zti\rix<rf* Hiq^jiqp tvnp Tv'*^ fCrRF! i mRNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


MO 000007 


xxuiiio sdpicrio gcnumio uctd giuuni icgiun ^xTLxjxj^tf^^ uii oiiiuiiiosijiiic 1 1 


NG 000006 


Homo saniens genomic alnha fflobin region fHBArS)i on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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NM.080861 



NM_080860 




NMj)80740 



NM 012163 



NM_0 12304 



NM 012160 



NMI012T59 



— 



NM ,012158 
NSC012157 



1 NM 024555 



NMJH2162 
' NM 033535" 



TJ~~, ■ — ^ 



1 NM__012161 



NM002278 



NM_033285 



LJ~ • r 1 ^ 



NM i W2277 



_NM^032994' 



~3 ""U * 

— 

^ — 
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transcript variant 5, mRNA 


NM_0J29!)4 


Homo sapiens w imams oeuren synarome cnromobuine region i*+ ^wDo^ivit;, 
transcript variant 4, mRNA 


\T\ jr /\OOAC5 

NM_032953 


rlomo sapiens Williams xieuren synorome enromosome region i*f ^ woowvih-j, 
transcript variant 3, mRNA 


NM_032952 


Homo sapiens Williams rseuren synarome enromosome region ih ^vydoL/ri^;, 
rranscnpi variant z, itiivln/\ 


NM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcnpi vananx i , nuviN-rv \ 


NO_UUOUOo 


no mo sapiens genomic cyiocnrome rtJuj ouuiaumy ij_rv ^piicuu uai uum 
mauciuie^ \\s i jt uii t/iiiLniiuooiiie iy 


INiVl UjUoUy 


xxomo sapiens vnioiiiuoUiiic open iea.uii.ig u. dint; ^v_^ j. .^ua jl^.^ ^ ? a a u. v± > n 


xnv/f nn^i/ioA 

iNlvl WH^ZO 


xiomo sapiens eariy aevcioprneniregu.id.uji jl vjjuiyiiuiiicuu^ x nuuiuiu^ ^ivj^ivi;, 

IIJLCSJLNyA 


"ISTAyf 07074.4 
1N1V1 


TTrtmrk canifnc fVinlinf* r^r»Q"nTir»traric:f(pra 1 ( C^W PT* 1 ^ mRNA 

XxUIXIVJ bdpiCIlo OllvJllllt; |Jll\Jo|JlIL/ Ll allolut oju i ^ijj. x iiuvj.^^x. 


JLNIV1 U 1 7U / H- 


TTntTiri canipnc Hplt^-lil.-p A n"YrriQrvrihi1n^ ^FjT T 4^ mRNA 
XxOIllU odjJieilo UClld IHvC- *■+ yi^fiKJo\J^Ji.iiiCiJ y- 1 -' - Lf iij_lvj.^^v 




XJnmn QflnipnQ rhrAmnQnmp onpn rf»afiin<y "Frame Q TCl^Corf^^ mRNA 


NM 0178^ 


Urvmo Qa-ni<=»n<; rVirnmA^nmp 71 nnen readinc frame 55 fC21orf55^ mRNA 


>JA/f 01R7S5 

1N1V1 UlOi.JJ 


T-TnTYin QflnipnQ plrvncratrvr "nrntpin 7 TPT,P7^ mRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


XTA/f 01AQ77 

Xnivi uiM-yz/ 


tTrvmn conipn c pnnnpftAr c>-rv V\ Qnr *=»T" r\"PTT^!Ti?7 ^l"^i^TC7^ ttiT? 7\T A 
XT.OII1U odpiCIlo OVJIinCL'UJI CIlllClIlL/C'I \JL rvJlVu ^^- /A ^ A ^-^'/5 llULVJ-^Xi. 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), rnRNA 


NM 01224/ 


Homo sapiens selenium donor protein (SPS), mRNA 


NM 012165 


rlomo sapiens jt-dox ana w d-h\j aomain proxem o joyv. w jj, mixiN/v 


NM_00719S 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mKJN A 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2 5 8-sialytransferase) (SIAT8B), 
rnRNA 


NM 005674 


Jblomo sapiens zinc linger protein z.^y {/jxrzjy) 9 rnjtvrN/\ 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-110 (Drosophila) (DLG2), 
mRNA 


NM_00064o 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucano transferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6, mRNA 


TVTTV >T AAA^/IC 

NM_000645 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type LI) (AGL), transcript variant 
5, mRNA 


NM_UU0o44 


rlomo sapiens amyio-i, o-giucosiaase, ^-aipna-giucanoixansierase ^glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
2, mRNA 


NM_UU0o43 


rlomo sapiens amyio-i, o-giucosiaase, ^f-aipna-giucanoTransierase ^glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
3, mRNA 


"KTTVil" AAA/" A O 

NM_000642 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 

1 ml? XT A 

1, niKiN/\ 


NM 0000^8 


T-Trvmn <;a"nif»n<; amvlo-1 6-p"1nnn<;iHa«;e 4-a1r>ha-^liicanotransfera9e Cfflvcoffen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orfS7), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM_020708 
NMJ) 16093 



NM_057095 



Homo sapiens solute carrier familv i -> ^ — \^tilj), mKJVA 

^ 



NM_022820 



NMJ)52969 



NM 052970 



NMJ352865 



NM_021029 



NM_001001 



jjomo sapiiis ribo^m^i^T^i^^p^^ 



NMJ)33645 



NM_033644 



Homo samens r hncomoi CZTZZI T ^ h — ; ' rmaNi l 



TtT — ^v/t^iii i,joa < k hi ) mRNA 

Hnmo -II H, ,7T1 Y IKTl^ftAI .) nVRMA 



variant ifmRNA ° ^'"P^^^ 



NM_012300 



NM 022760 



NM_014958 



NM 021810 
NM_030876" 



mRNA guanine nucleotide exchangeTactor (GEfH5(ARHGEF15)7 



NM_031232 



NM_031231 



NM 032554 



Homo sapi ens oltaot^,^^— K - 7 ' — 



NM_006462 



NM_031229 



NM_031228 



NM_031227 



tJ . ^jjn/ni mKiMA — 



Homo sapiens chromosome 20 open reading frame i 8 fm ^ oT 

variant 4. mRNA s ttame 18 (C20orfl8), transcript 




NM 018661 



NM 022487 



#^^i^iii^i^teT^^3UnRm 
Homo satriene hHi •>• _,_ - — ■ ■ ^ - 



Tj~7 *-: — L/^ia j ii^grc i ), mJKNA 
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XIA/f O99O0Q 
1N1VX UZZU^y 


riomo sapiens enromosome zu open reaomg irame d i ^v-^uunj ij 9 nnviN/\ 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 

mPXJA 


XIM 09104^ 
iNivi uz i y*+D 


numu adpienb icbub eA.presscQ sequence z / y i caz / iiixvin^-v 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA ( 


XTA/f AO 1 O 1 C 

INIVI UZIZlj 


riomo sapiens enromosome zu open reaamg irame / / ^U/Zuori / / miviN/v 


XTA/T fi191zl1 
lNIVl__U 1 Z 1 H 1 


riomo sapiens L/jz/\xj/ri ^/\sp-vjiu-Aia-/\sp/riis - ; dox poiypepnae zo ^jl/JUvSlZo j, 
mRNA " * ' i 


INIM UZ1ZZD 


Homo sapiens proline -rich 1 (PROL1), mRNA 


XTA/f AA^^AC 
JNJVL_UUo3Uo 


Homo sapiens regenerating islet-derived-like, pancreatic stone protein-like, 
pancreatic inreaa protein-iiKe \±aX) ^KJivjj-,^, mKJN/\. 


XTA/f 090^£ 

INIV1 yZUJJO 


xiomo sapiens enromosome zu open reaomg iramc oz ^L/Zuoidzj, itituna 


XTA/T 090^0 


Homo sapiens fascin homolog 3, actin-bundling protein, testicular 
^ourongyiocencrouis purpuraiusj ^o^inj)^, nirsJ-N/v f 


XJM 09014S 


ixuinu sapiens on-j-uunidiii vjtivdz-iikc ci luopnuin jdz ^oJljlovji^oz. iiiivin/\ 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


xnvyf oiqo9<; 

in ivi u 1 


riomo sapiens enromosome zu open reaamg irame 10 ^v^zuonioj, miviN/\ 


NM_0 18679 


Homo sapiens t-complex 1 1 (mouse) (TCP1 1), mRNA 


xta/t ni7^co 
iNivi ui /Ooy 


Homo sapiens B-cell translocation gene 4 (BTG4), mRNA 


XTTV/f A1 O/CQO 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mRNA 


XTTV/f H 1 QAQ7 
JNJV1_U iooy / 


Homo sapiens LanC lantibiotic synthetase component C-like 2 (bacterial) 
n AXTrr o\ r*voxTA 


XTA/T 01R£77 
IN IV1__U 1 o O / / 


riomo sapiens acetyl-coenzyme /v syntnetase z (ALir iormingj ^/\i/Aozj, 


XJM 0184^1 


riomo sapicnb enromosome zu open reaomg irame lou v,v^zuoniouj, ttjukin/v 


XJM 01879S 


nuiiiu bdpicnd liiLcrieuKin i /r> reccpior ^ 1 1 / 1 / DX\.) y njxviN/\ 


"NM 01 8474 

IN 1VX V 1 0*T / *T 


xnjiiitj odpieiio exjiijiiiubuiiic zi/ open rcduing ird.mc i!7 \\^j.\j{jtl lz/ ) 9 iiixvIN/a. 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


XTA/T fi1 7Q7A 
iNiVi U I /o 


Homo sapiens chromosome 20 open reading frame 27 (C20orf27), mRNA 


XTA/T n 1 7C^Q 

INIVI Ui /ojy 


Homo sapiens undine kinase-like 1 (URKL 1 ), mRNA 


XTA/f Pkl 77QS? 

jNivi u i / /yo 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


XTA/T H177CG 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
uomdin ^iivij dnu snort cytoplasmic aomain, ^semapnonn^ hk^ ^oriivi/\^+v^j, 

mPTU A 


NM 017714 


T-^nrnn <?anipn«i nhrnmnQnmp 90 nnpn rf»nr1ir>cr framp 1 3 (C yr }(\c\rf\ mPXIA 
x j-v-»ii iKj j a i 1 1 c> v^iu. vjiiivjouiiiw \j|jeii i cciuiiig i.i£tiiie x-/ v^* '*»Uvii u ^ 1 1 ]_rv_L > / \ 


NM 017671 


Mnmn Qanipn*? p.Htotti n q om 90 nnfn rf»5»Hincr "frflmp 4.9 ^'(^ t 90nTf : 49^ ml? XI A 


NM 018384 


TTnmn ^anieTis iTnmiinp fl^<;npintf*r1 nnpl^ntirle 4 1ik"P 1 fmmi^f^ ^TAXT4T 1^ mT^XTA 


NM 018354 


TTnmn QaniPTi^ nhrnmncnmp 90 nnpn r^drlincr frainp 4^ ( C^O C)r\rfA.f^\ mRTJA 


NM 01 8347 


TTnmn q^tiiptiq phrnmnenmp 90 nnpn TV»*ar1incT "fr-iimf* 90 ^T^90nr"P7Q\ ml? XI A 


NM 01 8397 


nuiinj aapxciio eiii uxiiubuiiic zu open redoing iidinc do ^x.uuujOj } inrviN/\ 


NM 018989 


nmiHJ odpieno pdidopeeivie protein 1 ^rox i) 9 iiitvin^-v 


NM 018970 


TTnmn car\i pn ^ rhrnmncnmp 90 nrtpn rpo H in rr ■fV-ciTnf* 90 ^T^90m*f90'\ ml? XT A 
nuiuu odiyieiio \-fLu. wiiiliodiiic zaj open rcdtimg iidinc \\^j^\j\jiLz.\jj y irirviN/\ 


NM 0189S7 

1N1YJ. V/ 1 O^J / 


TTnmn QaniPTiQ pVirnmncnm<=» 90 r\r\e>n -r^oHmrr framp ( ^^90r\r•f v ^/A^ ml?XTA 
jciunnj aaiyiena v^iu wmubDi tie zu open reading irdiiic jd ^v»/Z.uyujo J, TTirviN/\ 


NM 018197 

V/101J7 / 


TTnmn ^anipriQ 7\WC, fin Of*r nrntpiti f\A. Vinmnlncr TmniiQP^ (7X+\ > f\£\ mT?XIA 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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_ NMJ) 16407 
NMJ)16319~ 

NM_0 15985 



NM_015834 



NMJ)15833 



NM 014036 



Homo sa piens angiopoie5n4 (ANGPT4 > > mKNA~ 

Homo s aniens aHenr^r*^ r 



NM014012 



NMJ) 14841 



NM 014795 



NMJJ15313 
NMJ 14784" 



NMJH4862 
NMJ 14054 



Homo sapiens RCM-hi^ : 



~ ■ " /J — vcuia nt lAKAKA 2b. mRNA 



^mo^iienii^^ 



NMJ) 15629 



NM 015417 



NMJ) 14625 



NM 014592 



Homo sapiens PRP31 nre^nRMA^ • ' l<^uort4(J). mRNA 

(PRPF31),mRNA ^ Aproces *^ 



miwA p nsne P^osis2 5 id^ 




NM 0:132 79 
NM012418 



NM 0122 0f 



NM 000519 



NMQQ6999 



1 NMJ)06719 



i^tron^^ otem, retmal 

Homo sapiens gnlm a «^o^ < . ■ : /I- _ ■ 



Homo sapiens go IgLgppaijtoji^ 
Homo sapiens hemoglnh™ mm ~~ f' mKJNA 



^nosapjen^^ 



NMJ)02313 



NM 0072 3 8" 



NM 007184 



NMJ)06720 



mRNA "vi protein (ABLIM), transcnpt vanant ABLIM-m, 



Homo sapiens actin binding LIM protein ( art ta/h z : ■ 

mRNA S pr0tem (ABLftI )> transcnpt variant ABLIM-1, 



Homn cQ^iAnn iT7~ f _ 



NM 007026" 



NM__006837 



NM 006614" 



~ — ixa 1 1 >i i o^n mKJNA 

Homo sapiens actin binding LIM nrntein ( a t^t ta/t\ Z : ■ 

mRNA g m pr0tem (^LIMX transcnpt variant ABLIM-s, 



RnmA conia« n — ii " ii : 
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INiVl wOHlv 


Wnrnn <?anien<; HTV-l Tat interactive nrotein 2, 30 kD fHTATIP2\ mRNA 


NM_006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


"KTTV/f 0061AR 


T-Tomr\ cnnipnc crnloi tranQnnrt rnmnlpx 1 f90 kJD subliniti fOOLTCll mRNA 

JCi.UII.lvJ bdUlCllo gvJlgl 11 OAiopUl I L/vJlll^JlGA. 1 V- 7 ^ avj— ' ouumiiiy y^\j v/jj i v/ i y, ualva a. 


TsTM 00640 R 


u nm rt canipnc flnterinr orflHipnt 9 homnloff OCenenus laevisi fAGR2) mRNA 


"NTTv/T 0061 06 
1NJLV1 UUD1UO 


U Amn cQ-r\i^n c Vp»c_a ocnri^tprl r»mtf*in 1 6S IcT) fYAPI i mRNA 
XIOIIIU bapiCIlo I Cd-dobUvlalCU {JlVJldil l, \jJ jvj-' \ a xvi a ^ 9 a i al va > xt. 


"MM" 006006 
aNaVI 


TTr*mr* co-rvi rti c W.mvp rlnwnctrpjiTYi TPCiilatefi J?ene 1 fNTDRCrl i TTlRNA. 

jnVJlllvy oupiCllo IN Lily vy \A.\J W llo LI \^<XHl x CgululVU g^u^ A ^iii/ivvj i j , uuvl^x i 


vnyyf 006071 


TT/vmrv cQnipnc -nrkK/pA/ctir* ViHnpv Hiqpsqp friolvcvstirA and RT^.T fsneTrri Tecentor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


KT\A OO6OQ0 


TT/vmr& conipnc r«Q cnacp rppniitmpnt H/vmsi'iTl "famil V TnPTTiTif*"r 4- ART)4 1 TiiRTnA 
ilUIUU bapiCIlb tabpdbC I CUI UillliCllL vlUllldlli iaiJ.AJ.i_y, intiiiuui *t V v ^ rilVL/ "/5 iialxa^i^v 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


lNM \J\)j / ID 


riomo sapiens loronyi-z-suiroiransierase ^uoi ), iijx\j.n/\ 


JNM UUOoZZ 


riomo sapiens o/v nypenension-associaiea nomoiug xj^j v^-^-^-ys iiiavin^v 


XTA/T AH < 71 "3 

IniVL_UUj / J j 


riomo sapiens avtVajO lnieraciing, Kinesin-iiK.e ^rauixAiicbiiio^ ^iv^jDuivjx^i-f^, 

mT?XT A 

miviN/v 


XTTV/f 00^6652 


T-T/x-rvir* conipn c ciol - \r1frQ-ncfp»r!JCia STi ^ qIt^Vicj J~) S-rirtlv'QialviTfl'nQfiprfl^f* 1 ^STAnTROi 
XIOITIO sapiens oldiyiLlanslCldSC o JLy ^dipxid.-^., o-puiyoiaiyuaii&iv^ia&vvi uisjy 

mP XT A 


"NflVT OOS606 
IN 1VJL UUjOuO 


Wnmn cnnipnc Iponimain (^rA/TrvTi mRNA 

AAVJ111\J oa.JJlCllo IC-gUHldlll ^A^iVJlVAl N J y L 1 1AXJL N Xv 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


XTN/T 00<\46Q 


TJatvia cQnipnc nprrkYionm'sl ctn^T^—C^f^ A tViiOPCtpraCf* P"P 1 1 TTI T< lSj A 
XTOITIO bdpiCIlb pcHJA.loLiIilal aoyi vUrV LlllvicoLwiaac ^j: ax^a^, iillva^-tv 


NM_005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


JNM UUZ>lUo 


xiomo sapiens xyiuiOKinase nomoiog v.xa. lnnuenzaej A -' JD ^? iiixs-iNrv 


1N1V1 UU401U 


xiomo sapiens i-coiripiex iu ^inouscj ^iL/nuj, iiixviNrA. 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 

/THPH^ rnP TvJ A 
^VyUvyJtl J, mivLN/Y 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


JNMUU4VUZ 


riomo sapiens KiN/\-Dinaing region ^j\iNJri, avtuvi^ contdinrng ^jviNrv^z,^, 
mRNA 


"VFTVyT f\(\A TCI 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 1, (collagen binding protein 1) (SERPINH1), mRNA 


JNM_UU4i 1 / 


riomo sapiens arsA arsenite transponer, /vir-Diuamg, nomoiog i ^Dactenaij 


NMJKH247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 

fiinrtin^ /T7XJTPT^6^ tytBTnJA 

iunciion^ 1 V.1HN ir uoj 9 itiivin/\ 


NM_0O3831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 

mPMA 

nrrvJ-NrV s 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 




riomo sapiens syntropnm, aipna i ^aystropmn-associaieu proiem ai, j"kjJj 

aClUlC COITiponeTlL^ ^olN 1/\>1 ) 9 UlJSSSrY. 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha~2,8- 

Maiy UoTlSIcraSC, KJi^JJ byilLIlabC^ ^01n.lOrij, lllAViN-rV 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 

^OaaX-> ) 9 I11a\_LN/\. 


"MIVA 00^^70 
IN 1VJ. Uvj J / -7 




NM 00^669 


Homo sapiens pleiotropic regulator 1 (PRL1 homolog, Arabidopsis) (PLRG1), 
mRNA 


NM_0O0139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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NMJ)00083 



NM_000691 



NMJ)01112 



NM_004370 



NM_080645 



NM_0S0681 



NMJ)806S0 



Homo sapi^i collagen, type XTldrJr^^ : 

mRNA ^aipna z (COL11A2), transcript variant 2, 



NM_080679 



NM_003593 



NM 000638 



NM_080682 



"NM_001078" 



* ~j 

Homo sapiens collagen", type XI "atoha 2 <TOT iTIawr - 

mRNA ' P Z (CUL1 1A2 )> transcript variant 1, 

Homo sapiens collagen, typ e XI aloha 2 (rex iu^r : 

mRNA ^,ajpna z (COL11A2), transcript variant 3, 



xlomo S am ens vifr^^^ / rr 1 



77 — - s r^j^ ^uue i w±UN), mRN A " 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


NM 024960 


Homo sapiens chromosome 20 open reading irame 4 a (^zuori4&j, mKJNA 1 


nm 024oyj 


Homo sapiens chromosome 20 open reaamg irame oy ^zuorijyj, itiinJNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orf 149), mRNA 


NM 024077 


Homo sapiens SJbClb binding protein 2 {p&rl), mKJNA 


NM_022730 


Homo sapiens COP9 constitutive photomorpho genie homolog subunit 7B 
(Araoiaopsisj {\^KJr& id), mKJNA 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NM__0225oo 


Homo sapiens aldehyde dehyrdogenase 8 family, member Al (ALDH8A1), 
mRNA 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 022082 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 (SLC4A10), mKNA 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 
mRNA 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETS1), mRNA 


NM 020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 


NM_014227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
member 4 (SLC5 A4), iriRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM_0 15665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM_021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
fragment 01 IgE, nigh atimity 1, receptor tor; beta polypeptide) (Mb4Al ), mKNA 


NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), i 
mRNA ' | 


NM_000533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


NM 016252 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


Homo sapiens sulfotransferase family 4A, member 1 (SULT4A1), mRNA 


NM_0 12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


NM_006600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


NM__006145 


Homo sapiens DnaJ (Hsp40) homolog, subftnaily B, member 1 (DNAJB1), 
mKNA 


XTTVvT AACIOA 

NM_005 1 20 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 
KJJ subunit) (1JNKC 1 1), mKJNA 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
Diosyntnesis-like 1 (t>. cerevisiae) (DFH2L1), mKJNA 


"MTVvf f\C\ 1107 

NM UUloZ/ 


Homo sapiens cancer/testis antigen 1 (C1AG1), mKJNA 


IN1V1 UOU/3U 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


JNivt ujZoiy 


riomo sapiens zinc linger protein J41 (^/,JNr34i j, mKJNA 


NM 017895 


Homo saTvien*; DFAD/PT ^A<5n-rTln-Aln-A<;n/TTic:^ box nolvnentide 97 nDF)X27^ 

mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 

J^MJ)_3355C 
NMJ)80732 

in iVI__UD 3 U4 O 

NMJ)25106 


^-§°™jap^^ 


NMJU6069 




NM 021205 
NM 032495 


— 


_NM_032556 
NM_014331 

LNM^O 17564 
NM 020924 

_NM 015356 
NM 030648 


— 

Igomo sapiens interleuWi HY2 OLIHV^ mRNA 

-SSS^ — 

t—S^japiensjtebiHn^ ■ ——J 

^5S12Lsa £ iens_bio^^ — . 

, Jfomosapiens scribble rgrRro>-^p^; — 

--i 22 ^ 2 ^^"^^ . 


_NM_0 18488 
NM 016470 
JNMJ)80722 

NM 080676 
NM 080674 
NM 0S0621 
NM 080608 
NM 080719 


#™jiiiiT^^ 

^^osapiens^bjomoson^ 1 

— 


NM 003495 
NM 020633 
NM 007259 
NMJ)80631 

NM 01d.3Q£ 

1 

NM 018668 J 
NM 022916 1 
NM 003610 T 
NM 014061 I 


f^iiiiviR^teTm^^ __ 

Tr^ 2 ^ 21 ^ 2115 ^^ — 

Homo sapiens vap...ni ar nr ^~T ri „ , ' ea "' > ( *_!_^>4jA.), mRNA 

^fe^^^ilf%^^^iA):^z: 


NM 080593 F 
NM 080596 t 
NM_001867 B 

NM__001 866 H 
er 

NM_004718 H 


Je^o^^^e™^^ ZZZH 

[omo sapiens cytochrome c oxidalel^^T^T^ — □ 

2£°*n£n^^ 

SS^S^^ 

ssSsK 

^-gjgg£gene encoding mitochondrial protein, n nPN ^ 
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NM_001865 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
CCOX7A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_001864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide I (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM_006438 


Homo sapiens collectm sub-iamily member iu (^-type lectin) ^uj_,Jtsv_,iu;, 
mRNA 


*v m. at /\ o /N ^ A A 

NM_0S0544 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIII, mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


NM_080542 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NMJ3S0541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM_080540 


Homo sapiens collagen-like tail subunit (single strand 01 nomommerj 01 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


NM_080539 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant m, mRNA 


NM_080538 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant n, mRNA 


NM_005677 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


NM_080592 


Homo sapiens apoptosis related, protein /vrK-J (AJrK-j j, transcnpi variant z, 
mRNA 


NM_0 16085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NM 001745 


Homo sapiens calcium modulating hgand (CAMLCj), mKJNA 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAD),, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_032493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (API Ml), 
mRNA 


NM_001128 


Homo sapiens adaptor-related protein complex i , gamma l suounii \j\r i vj i 
mRNA 


NM_080545 


Homo sapiens adaptor-related protein complex l, gamma z suounn ^/vriurz^, 
transcript variant 2, mRNA 


NM_003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 1, mRNA 


NM_080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 3, mRNA 


NMJ)S0548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


NM_00283l 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 1, mRNA 


NM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 

Z'mPfraVisn/npv+p'i fPTPlST^ TTlPNT A 
^mCgd.K.aryOL/y LCy U lNn ^, iiii-VlN^rv 


NM_002S29 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_J)80423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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TSTiV/T nnoooo 
AJTV/T 


transcript variant 2, ml^NA — 

SS^ 3 * 5 ^*^ 


TvJA/T rtl /lO/t i 


nau. r ,„. 5 prorem phosptotase , non-^SH^i^j^Sfjj 


NMJ)03479 









NM_080391 





NM_080591 
NM OOOO^o 


Homo protein tyrosine phosphatase lypelVA mgW 7 n>Tw,^ 

Iranscnpt variant mP N4 F " i v a, member 2 (PTP4A2). 


NM 080590 




i\Xvi__uUo3o0 
TVTA/T nri^onc 




7STA/T nn^^Q'i 




NM__080600 


— 


NMJ)02361 


fSsr^^ — 


NM 005994 


Homo sapiens mvelin nccAo^.^^ . — ■ 

P ns myelin associated glycoprotein (MAG), tranicripT^rianU 


NM 080647 
NM 080646 
NM OROAl* 

NM 080617 


Homo sapiens T-box 2 (Tg2C2UnRNA " 

l^ii^erm^ 


NM 080611 

INlVi U 6 (Jo 10 

NM_080602 
TsTCt onnm i 


l^^dul^^^ 

nl^T^^ 


XNVJ_UUUl/l X 

i 

NM 016649 ] 


«^ 


NM 080597 ] 
NM_080605 I 
( 

NM_058169 I 


L(B3galt^^^ 


ri 

IMVl \JJ Q 1 O^f J- 

NM 052866 E 


^SOjapicns oitactomedm 2 COLFM2V ™~p>Ja 

^^SHADAMT^ 


NM 018030 H 
NM 033142 H 
NG_000013 H 
cl 


omo sapiens f^nnmir MIIP cl . . m , , P H-^H/), 111RNA 
iromosome 6 complement gene cluster (MCGC@) on 
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XTH A f\r^ f\C\ £ 1 

NM 020967 


Homo sapiens nuclear receptor coactivator 5 (NCOA5), mRNA 


NM_033044 


Homo sapiens microtuuuie-actin crossnnKing iacior 1 jiviA^r i Transcript 
variant 3, itlkjn/v , 


NM__U33UZ4 


xiorno sapiens niicroTUDuie-acxin crossunKing laciui i ^ivi/-\.v_,.r i j 9 urdiibt/iipL 
van an i z, niivLN/\ 


NLx 00UU1 / 


Homo sapiens genomic protocaanenn Deia ciubicr \± \^±jr\j^\uj, ) un uiuuiiuj&uiiic; j 


XTTV A 

JNJVl 015oo4 


Homo sapiens cnromosome o open reaamg iranic .jz ^v^c>uri.jz^, iiuvin^-v 


XTTl AT ATI 1 O O 

NM 032188 


Homo sapiens rn stone acetyitransierase ivi x o 1 1 (ivi i o 1 1 ) 9 rni\jN/\ 


INM 030 / /o 


rlomo sapiens cnromo some zu open reaaing irarne lod ^^uuniojj, liuviN-rv 


XTTV VT AO /IQ1 O 


riomo sapiens cnromosome zu open reacnng iramc i / z \^-zuoni /zj, iiix\j.Ni , -v 


XTTV A AO /I O 1 O 

JNM 0z4olz 


nomo sapiens Dram ana acute leuKemia, cyxopiabnnc/ {jD/^j^i^y^j, iiuviN^rv 


XTTVvT AO/1T77 
NM 0z4 / / / 


xiomo sapiens cnromosome zu open reaaing irarne iz*+ ^zuoriizHj, nuvLN-f-v 


JNJVL Uz4/5o 


nomo sapiens agmatmase ^rLJ/jjo^j, iiu\jln/\ 


JNJVl UZ^fOHl 


XlOUlU odpiclla IIld.IlUd.bCim ^rL<j IZ-OJOj, liiXSJ.>ijrV 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), rriRNA 


NM 02430 1 


Homo sapiens iukutin-reiatea protein ^rJSJvr j, mtuN/Y 


NM 005/63 


Homo sapiens ammoaaipate-semiaiaenyae synxnase ^aaoo), ttuvi>j/\ 


NM 023935 


Homo sapiens cnromosome zu open reaamg rxame 1 10 ^^zuoni ioj, rnisj.Nr\ 


XTTV A AO 1 ftAI 


Homo sapiens rUo interacting protein ^senne-argmme ncnj z ^ruoirz^, mxviN/\. 


NM_014555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

r /HTT> DAi^\ --DMA 

5 (IKrMDj, rriKJNA 


XTTV /T AAACIO 

NM 00053/ 


Homo sapiens renin (REN), mRNA 


NM 016652 


Homo sapiens orn, crooKea necK-iiKe i ^urosopnuaj vv^rviNxvJu i j, mrsj.N/\ 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


NM 001967 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA 


NM 018649 


Homo sapiens H2A nistone tamily, member Yz (HzAr Yz), mKJNA 


NM 015148 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


NM_0 17902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HDF1AN), 

T> TvT A 

mRNA 


NM_P 18285 


Homo sapiens cnromosome 15 open reading rrame iz ^lDoriiz;, nuciear gene 
encoding mitochondrial protein, mRNA 


XTTv A A1 O /CO 

NM Ulozo/ 


Homo sapiens iiza m stone iamny, memoer j ^riz/YJrj ^, uitsj-n/^ 


NMJH7555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 

m p XT A 

rnrvXN/V 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


XTTV A A1 Q.C\C\1 

NM 015993 


Homo sapiens plasmolipin (PMLP), mRNA 


XTTV T A1 /imo 

NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM_014948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 (UHC.b/Lr5 J, tjriivJNA 


NMJH4016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 

„T)\T A 

mRNA 


NM 015156 


Homo sapiens KHo i corepressor (KLUK), rnrUN a 


XTTV a Amn 

NM_0 13337 


Homo sapiens transiocase oi inner mitocnonoriai memorane zz nomoiog ^yeasij 
(TIMM22), mRNA 


]NM_0 13233 


Homo sapiens serine tnreomne Kinase jy (oixszu/oroi nomoiog, yeastj 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens transiocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens transiocase of inner mitochondrial membrane 23 homolog (yeast) 
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NMJ)06335 



NM_006420 



JMM 005992 



NM_005834 



(TIMM23), mRNA 



Homo sapiens ADP-ribosylation factor guanine nucleo tide-exchange factor 2 
(brefeldm A-inhibited) (ARFGEF2), mRNA ~ 



NM 000385 



NM_002S91 



NM_000963 



NM_002792 



NM 002335 



NM_001402 



NM 080677 



NM 080670 



NM 080669 



NM 080667 



Homo sapiens ! -box 1 (TBXR tr anscript variant R~ nVRTJA~ 



Tt . ■ x - — vaiimii r>, rtlKlNA 



Homosapiens aquaporin 1 (channel-forming integral protein, 28kD) (AQP1), 



^^-s^otein^icifTc guanine nucie^ilelsini^ 



^l^ns prostagiandm-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 



fs^ S 7TSr aS ° me (Pr ° SOme ' ™ cro P a ">^^^ 



Homo sapiens eukarvr>tiV rro^i^: «i _77~" ^ ~ f— ^ — v*-^^;, iihvln/\ 



Homo^sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1), 



Homo sapie ns dynein light chain 2 (Dlc 21. mRNA 



•vnv/f u r AA * IAt " iaui ^ li^lCZJ, ITLKj 



^o^pie^aismm voltage-gated channel, Isk-related s-ubSn^y^eT 



NM_0S0665 



NM_080664 



NM 080662 



NM 080660 



. Homo sapie ns siiml arJoJlgCEN cDNA 2610030116 ^ 7^^^,^ mP xt y 
Homo salens simi ar toj^^cPNA 1 1 10002C 08 gene W<K ^ ^ 
Homo saniens similar tn T?nrT7XT .hma , . N ;? iat ^ N ^ _ 



Hom^sap iens similar to RIKEN cDNA B23011 8G1 / gene (MGC 19604) ' 



Homo sapiens similar to RIKEN cDN A 4930578F06 ^nTn^ hroo! V „ PN ^ 
Homo saniens similar fn RTfc-pw „tym a io, n ^^ 1 _ ? 1 ^' mmN/ i- 



NM 080659 



NM 080657 



NM 080655 



i jomo sapiens simil arJo ^N cDN A 1200014N16 L^ ri;^^ 
^omo sapiens similarloRlKEN cDNA 2 3 m30Q06 * ene b^j^ gfgf 
Homo sapiens vipirin (cig5\ mRNA MJlgJ^J ^l^sJiJ), mRNA 



jjomo sapiens similar to RIKEN c D NA 57305281.1 3 ^n, fMnnm™ 
Homo saniftna Mv.pcm /ii ^r^r , ... s "- vivivjv-i / /j, 



NM 080653 



ffo mo sapiens NY-REN-41 antigen (NY-REN-4n mB MA 



NM 080652 



Ho mo sapiens similar to RIKEN cDNA 4930500C 14 gene (MGrm An 
Homo saniens girmlor ptt^tjxt . mr a — I fr ^ — imsaN/v 



NM 004296 



NM_0 14234 



Homo sapiens regulator of G-proteirTi iinalling 6 (RGS61 mRNA 



NM 024775 



NM 080626 



Homo sapiens gemin 6 CGEMIN6), mRNA 



NM 080625 



Homo sapiens BRI3 binding protein (BR J3BP-> m p N i 

T-TriTYlrt Civ-ki^*-.,-. ~1 ' " 



NM 080616 



. Homo sapiens chromosome 20 ope n reading frame 160 (^QoTfTioT^NX 
Homo sapiens ctimmn C «m P on ^ ~ tIUUNA _ 



NM 080612 



NM 080607 



NM 080603 



NM 032019 



Homo sapiens DOS/Gab family member 3 CGAR31 mBMi 



NM 030815 



NM 020841 



NM 020764 



NM 016436 



Homo sapiens hjitone deacetv lase^O^A Cio)^ TriKNA 



Hojno sapiens chromosome 20 op*r. ^^j^^j267C20orfl26i mRNA 
^onios apigns oxysterol binding nrolelnlfeTros gPT^^ 

^omo sapiens cask-iTitpr^fin g pr o te i n i rCASKINn mR NA 

jj2mo_sa £ iens^hromosome 20 openjeading frame l~0T(C20o7fT047 ^PMA- 
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INIVI \)J.ZiK)H 


riomo sapiens oxiruiriubuiiic zaj open leaning iidiiic u/ ^v^^.\juixvj/ iiu\i^ir\ 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


JNiVL UJOM1 


jtiomo sapiens enromosome zu open reaaing irarne h \v^zuori'+ j j, nix\j.Ny-v 


JNJVl UUZliO 


riomo sapiens major nisiocompanDinty complex, ciass x, /\ ^xiJLr/\-/\j, miviN/v 


NM_023017 


Homo sapiens phosphoinositide 3-kinase enhancer (PIKE), mRNA 


TVTTV AT AlArtn 

NM 020933 


Homo sapiens zinc linger protein 31 / (ZJNIr 3 1 / ), mKJNA 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 


•X TTV AT /\ 1 OIA/* 

NM 018206 


Homo sapiens vacuolar protein sorting 35 (yeast) (VPS 3 5), mRNA 


NM__0 14003 


Homo sapiens DbAJD/H (Asp-Lrlu-Ala- Asp/His) box polypeptide is (JJL>X3o), 
mRNA 


"X TTV AT f\f\t*AAC 

NM_006445 


Homo sapiens PRrb pre-mRNA processing tactor a homolog (yeast) (rKfro), 
mRNA 


NM 003675 


Homo sapiens pre-mRNA processing tactor lo (PRl'lo), mRNA 


NM_006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001863 


Homo sapiens cytochrome c oxidase subunit VTb (COX6B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005205 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


"X TX jr ATI ZT\n 

NM_032609 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 032489 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NM 080473 


Homo sapiens GATA binding protein 5 (GATA5), mRNA 


NM_002121 


Homo sapiens major histocompatibility complex, class II, DP beta I (HLA- 

T\TVTl 1 \ r«\T a 

DPB1), mRNA 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 1, 

T)\T A 

mRNA 


NM_J)04375 


Homo sapiens COX1 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX1 1), nuclear gene encoding mitochondrial protein, mRNA 


XT7V AT C\r\ 1 

NM_001303 


Homo sapiens COX 10 homolog, cytochrome c oxidase assembly protein, heme 
A/farnesyltransferase (yeast) (COX 10), nuclear gene encoding mitochondrial 
protein, ituvln/\ 


JNXVl UD^rUZo 


jtiomo sapiens acyi-maionyi conaensmg enzyme ^/\ivi/\^^, miviN/\ 


INIVI U-5Z463 


Jtiomo sapiens enromosome zu open reaamg irame ldh ^zuonio^+j, mi\iN/\ 


1N1V1 U3_5J*fZ 


riomo sapiens tripartite motii-coniaining / ^lxviivi/ mx\jN/\ 


1N1V1 UJ jhZ 1 


riomo sapiens enromosome open reading irarue xoi ^zuonioi ), nxt\j.\/\ 




riomo sapiens enromosome zu open reading iraiiic i lh ^v^zuorii i**), mi\iN/\ 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


JNJVl UiZooi 


riomo sapiens enromosome Zu open reaamg irame iuu ^zuoriiuuj, mKJNA 




nuinu oapiciio vjAybtcroi uincung protcm-iiixc \y ywojjr jlu/j iiirvi\/\. 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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NM 025128 
NM 024958 
NM 024663 
NM 024586 
NM 024120 
NM 022776 
NM 022109 
NM 022088 
NM 021158 
NM 021232 
NM 021220 
NM_021039 

NM 020659 


_ Homo sapiens MUSS 1 endonuclease (MUSS 1 ), mRNA 

Homo sapiens chromosome 20 open reading frame 98 (C20orf98) mRNA 

Homo sapiens ammopeptidase-like 1 (NPEPL1), mRNA 

Homo sapiens oxysterol binding protein-like 9 <X>SBPL9) mRNA 

Homo sapiens chromosome 20 open reading frame 7 (C20orf7) mRNA 

Homo sapiens oxysterol binding protein-like 11 (OSBPL11) mRNA 

Homo sapiens CDw92 antigen (CDW92), mRNA | 

Homo SaDienS Zinc fincrpr nrntpin /' r 77vTl7'2 1 o\ t>xt a ~ " 

w»c*pxvxjo xiiigci pxuLem joo ^Z/JNj 4 j oo), nxKNA 

_ Homo sapiens chromosome 20 open reading frame 97 (C20orf97) mRNA 
- ^Qnio sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 
Homo sapiens zinc finger protein 339 (ZNF339), mRNA 

.tiOmO SaDienS SlOO Calcium hinHl-nrr -nm+tal-vk A 1 A :~ \ /m a « A 

wuwum ouiamg protein A 14 (calgizzarm) (S100A14) 

mRNA 


NM_0 18972 

NM 017921 
NM 017784 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1) mRNA 

Homo sapiens ganghoside-induced differentiation-associated protein 1 
(GDAP1), mRNA 

Homo sapiens hypothetical protein FLJ20657 (NPL4) mRNA 


NM 017731 
NMJ) 18209 

NM 018102 


Homo sapiens oxysterol binding prntein-lilre 10 (OSBPL10), mRNA 
Homo sapiens oxysterol binding protein-like 7 (OSBPL7) mRNA 

?A°^°,^ ienS ^P-nbosylatKm factor 1 GTPase activating protein 
(ARF1GAP), mRNA 

Homo sapiens zinc finger protein 334 (ZNF334) mRNA 


NM 015891 
NM 016599 
NM 014962 
NM 014835 


Homo sapiens pre-mRNA splicing factor 1 7 (PRP 1 7) mRNA 
Homo sapiens myozenm 2 (MYOZ2) mRNA 
Homo sapiens BTB (POZ) domain containing 3 (BTBD3) mRNA 
Homo sapiens oxysterol binding protein-like 2 (OSBPI^ mRNA 


NM 014723 
NM 014183 
NM_0l4055 

NM 014477 
NM 012261 
NM 013369 


Homo sapiens syntaphilin (SNPH), mRNA 

Homo sapiens dynem light chain 2A (DNLC2A) mRNA 

Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 

Homo sapiens chromosome 20 open reading frame 10 (C20orfl0) mRNA 
Homo sapiens chromosome 20 onen reading frame 103 fC20orfl0^ ttYRTnja 

sapiens jjjn A (cytosmeo-j-methyltransterase 3 -like (DNMT3L) mRNA 


NM 012469 
NM 012291 
NM 007002 
NM__006809 

NM 006813 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4) mRNA 
Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1) mRNA 
Homo sapiens adhesion regulating molecule 1 (ADRMl) mRNA 
Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34) 
mRNA y ' 


NM_002509 

"KTTV /f f\ o f\ A *1 A 


Homo sapiens proline rich 2 (PROL2), mRNA 

Hra^sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 


JNM_080474 
NM 006009 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin) 
member 12 (SERPINB 12), mRNA ^oummj, 

Homo sapiens tubulin, alpha 3 (TUB A3), mRNA 


NM_003463 
NM 019888 


Homo sapiens protein tyrosine phosphatase type IVA, member 1 (PTP4A1) 
mRNA 

Homo Sanien^ mpl an npnrtin "3 i-far****-**^— /tvvT/-^ot>\ n-xT a — • 

w aav •'"■Hi^'AAo iiiciaiiut/ui Lin j leceptor (JVIOjJv) mRNA 


NM 001846 
NM_079422 


Homo sapiens collagen, type IV, alpha 2 CCOL4A2), mRNA 

Homo sa pi ens myosin, light polypeptide 1, alkali; skeletal, fast (MYLH 

transcript variant 3f, mRNA "Imxi^, 


NMJ)79420 

1 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL11 
transcript variant If, mRNA "ywii^, 
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INjVL \)K)\)/yj 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1, mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


JNM_U79o3 / 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


"KlTV/f A1 TO/Crt 

INM_U17c»oy 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 


NM_079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NM_079424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


JN1V1_U /y4Z3 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 2, mRNA 


XTTVvf fi0 1 A 1 Q 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscie \ivi x .Lo ), transcript variant 1 , mjtvJN/\ 


xnv/r ArtA^nQ 

IN 1V1 UUH JU7 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant a, mRNA 


>jA/r nc/viOzl 
1N1V1 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant c, mRNA 


INIVI U U^f JlU 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant b, mRNA 


INIVI UUHO /^f 


Homo sapiens peanut-like 2 (Drosophila) (PNTJTL2), transcript variant 1 , mRNA 


xr\/T ORO/ll 7 

lMlVl / 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


INIVI UoU*+ 1 0 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, rnRNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


INIVI UUZ 11/ 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


INC UUloU/ 


Homo sapiens mitochondrion, complete genome 


JNJYL UoU4oy 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


XTA/f AA1 00*7 

JN M UU I y y / 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


JNJVl_U-> / 1 / ^ 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 (DERMOl), mRNA 


JNJVI UUIUUo 


Homo sapiens ribosomal protem b4, Y- linked (RPS4Y), mRNA 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


JNJVI VUDlyZ 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


JNM_U /y4zl 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


1VTA>T A A 1 O AA 

JNM_001oUU 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1 , mRNA 


JNM_U/oozo 


Homo sapiens cyclm-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


XTN/f AA10/CO 

JNM_UUlzoZ 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(^ujsJNzuj, transcript variant l, mRNA 


1NIV1_U /o^frO / 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
y\^iJisjL\zjo) y cranscripi vananx z, mKJN/\ 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
^^jL'isaNziDj, transcript vananx i, itikjna 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (veast) (VPS26), mRNA 


NM 052945 


Homo <sanif»riQ R AT^F 1 rpri=»r»trvr fRAT7T?P'\ mT?XTA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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NM__004740 




NM_078471 

NM 001S52 
NM 078485 




NM 001851 
NM_054026 

NMJ) 13354 


T Tnnir ; -,,-„ * ,7, y y c ^ ai P na 1 (<-OL9AH. transcript variant 1 mPNA 


NM Ci(\ACs£A 


SuSa CR4 * NOT tranSCripti ° n C ° mpleX ' sub -^(CNOT7)^^ 


-l^xYx \J\JH\JQh 


mR^A^"^^ 


NM_000389 


Homo sapiens cyclm-dependent kinase inhibitor lAf^T&nU rrniTMi a~\ 

transcnpt variant 1 . mRNA lP ' Up ^ (CDKN1A), 


NM__078467 


Homo sapiens cyclm-dependent kinase inhiDlioTiATpircSTTPr^ 

_ . transcnpt variant 2. mRNA "A«wi,lq>y (CDKN1A), 


NMJ)03936 

NM 004642~~ 
NM 078481 


"IS^nf^^ 


NM 001784 
NM__080432 

NM__020857 


-r P16ns antl S en (PD97), transcript v^^T"^^ ■ 

P 


NMJ)80414 


In^A^^ 


TsJA/T f\Qf\A 1 o 


1rsa^^ 


inivi__UoU4 1 J 
NMJ)22575 




NM 021729 
JNM 005806 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS11) mPMA 


NM 012106 
NM_006095 

NM 058241 
NM 001241 


i^^ 21 ^^^ 


NM 001240 
JNM_000474 

NM_080475 1 


g 2S ^Pjenscyihi^7^ 

Homo sapiens cvcljjjjFTTr^ 

Homo sapiens twist homolog (acrocepteloiynd^ryl^ 

syndrome) (Drosophila) (TWIST) mRNA ^etnre-Chotzen 


T 

1 NM 021209 1 
NM 014550 I 


^^^^^^^^^^^^ 

fcmo sapiens MgEgserg^ritarotdogiain P ro^ml2lCARnTrr^r7 


NM 012287 f 
NM 007040 

v 

NMJ)78476 H 


lomo sapiens centaurm L beta^ - J^£"iOj^JRNA 

— 


Vi 

NM 004444 FT 


^Sm^Z^^ 

omo sapiens EphB4(iiPHB4), mRNA 
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NM 004443 


Homo saDiens EnhB3 fEPHB31 mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


mm 017449 


iiuiiiu oapicma n>piLDiS yi^x LiJ->~ j 9 iidllbL/iipi Variant Z,, rili\J.N/\ 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


NM 006S00 


xzuiiiu dctpicnb maic-spcoiiit/ lcuiai j-iiKe 1 ^ijrosopniia) ^xYioJLoi^i j, transcript 
variant 3, mRNA 


NM 078630 


14nTnn cjitmptic mc»1f*_CTif i r'i "fif 1 f^fViol *\ _1 ilr<=> 1 ^T"iiv\c?/-*Y"»1-i-i1o i /A/1 QT 1 T 1 \ +roMP/>n'r»f 

oapxciio iiid-ic-bpcuiiiw lCLiidi -j -iijvc i ^l^rosopniiaj ^xV±oJLoi_/i ) 3 transcript 
varifiTit 5 mRNA 


NM 078629 


xiajhhj oapiciii iiimc-opcoiiio iCLUdi j -Hive i \jLj rosop in idrj yivjiiDLsji^, ij 9 transcript 
variant 1 mRNA 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4 mRNA 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


NM 0S0430 


jnuJlUU oapiCLlo oCICIlupi UtClll OC11Y1 ^OlI>J_»lVx^, IliJLVxN l\ 


NM 052944 


xiUHiu t>dpiciit> puLdiivc buuium-coupieci coxransporter jkjvoi i ^ixivoi 1), mJKJNA 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA61P), 
mRNA 


NM 03'>J?03 


rzuiinj i>«ipicnb boiute earner lainiiy / ^canonic amino acia transporter, y+ 
svstemi member ^ fST P7A^ mPTsTA 


NM 080385 


Homft ^flTjierK rarHfiYA/neriliHjiQf* A*\ (C^T* A ^\ mT?7\IA 

xxuiiiu oapit>iiQ i_-a.i u*j^v_y pcpLiV-itioC /VJ AJ llLjcvlNxx. 


NM 016476 


rnOTTIO <sflT">ienQ A P( 1 1 1 5mnn!>nCP Wftmntinft fr\mn1pY CilKn-nit 1 1 V\f\t-ryr^tr^rr ( -\ ron 

xiuiiiu du-pi^iid Aiyi i anapudac pujiiiuLiiig uouipicA buounit 1 1 fioiiioiog ^yeast^ 
f AN APC in mRNA 


NM 080389 


Homo saniens defen^in rieta 4 rDPPR4^ mRNA 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006928 


Homo cQ-n-jp-n c cilver lifimrilfia ^mnncp^ /'Q TT \f\ mT?7vTA 


NM OS0390 


Homo sapiens my048 protein (my048) a mRNA 


NM 080388 


xiuiiiu i>dpicns> iiypuLncLio<ii protein iviUv^i / jzo ^ivivJv^l /DZo J, nilvLN/V 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NM 080284 

X N 1.VX VJ OV/i< U" 


nuiiiu bdpicub Air-Dinaing cassette, suo-iamiiy /v ^/\±>v^i memoer o 
(ABCA6), mRNA 


NM 08(P83 


xiuiiiu bapiciiis /\ir-oiiiQing cassette, suD-iamny j\ y/\s5\^i ) 9 memoer y 
( ABCAOS mRNA 

\X*-»— » v^/ly i 1 JUL VI > ^x 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 10 
fARCAKV* mRNA 


NM 006549 


-la^aahj cjdpiciit) odiuiuiii/udiiiiuuuiiri-u.epencient protein Kinase Kinase z, oeta 
fCAJVIKK2 , mRNA 


NM 007200 


Homo saoiens A kinase (TPRJCA i anchnr nrntpin 1 ^ ( ATT API 'W mPXTA 


NM_002476 


Homo sar)iens mvndn lio^bt nolvnentirlf* A pltr5*li* atrial pmKr\/r\ni>« r\/rVT zl\ 

mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


NM 006001 


HomO ^aniPTl<! tllblllin nlr^ria 0 f'TTrRA'}i troncrrint vorionf 1 rv»"PTvTA 
aiv«fiiiv^ oapi&iio LLiuuiiii, dipila. ^ j. \J \-> r\JL J, LrdxloCnpt Valiant 1, ITlXviN/x, 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


NM 006000 


xxumu adpicns tuouim, aipna i ^testis specincj Ux5Alj, miviN/v 


NM 004376 


riomo sapiens v^vja.id nomoiog, cytoenrome c oxidase assembly protein (yeast) 
v.v-'V-'^v i ~>) 5 uiKacdi gene ciiL.uunig imiocnonuriai protein, transcript variant J., 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM_078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 013245 
NM_058240 


1 Homo sapiens vacuolar protein sorting factor 4A (VPRA A) niPNA 

S r°of£ ie f S ° 1Ute Carrier family 8 (s°dium-calcium exchanger) member 3 
(SLC8A3), transcript variant b, mRNA memoer j 




NM_033262 

NM 004869 
_NM 078474 
NM 025141 
NM 078473 


Slc^T SOlute + CaiTier famiJ y 8 (sodium-calcium exchanger), member 3 
(M.C8A3), transcript variant a, mRNA 

| Homo sapiens suppressor of K+ transport defect 1 (wrr> }) mPN A 

JHomo^ap^ protein 2 transcri^a.t 1 ^pxta 

4^^^ 


- 


NM 031940 
NM 020749 
NM__0 18672 

NM 020177 
NM 002088 
NM 006835 
NM 001239 


- — — — aliens receptor-mteractinp prater, i (ATTP1) m^MA 

(S?A5r^r" binding CaSSette ' SUb " family A ^^memb^S 

_ Homo sapiens feminization 1 homolog a (FEM1 A") mRNA 

IHomo sapiens glutamate receptor, ionotropic. kain^ <; fron^ mPm 

Homo sapiens cyclin I (CCNT), mRNA V ^ 3),mKNA 

Homo sapiens evelin H fpnsjrjr^ ^vdxta ~ — 




NM 014286 
NM 006650 
JNM 006651 
NMJ)06463 

NM 001850 


..Homo sapiens trequemn homoloe fDrosophila) (vv ¥ n,) mPm 

lluiuu sapiens compiexin 2 (CPLX2), mRNA ' " 

Homo sapiens compiexin 1 (CPLX1), mRNA ~ 

ilomo sapiens associated molecule with the SH3 domain of STAM (AMVin 




NM_000094 


Homo sapiens collagen, tvoe VHI, alpha 1 fCOTSAi) m p NA " 

Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa dystrophic 
dominant and recessive) fCOL7Al) mRNA aystropnic, 




JnM_000077 


CDZu^m^^T ^ 2A (melanoma, ploTrnMbnT— 
v_i^f j (CJJJ?UN2AL transcript vanant 1, mRNA 


NM_058197 


^HC^™! 1 ^^ ^^ibitor 2A (melanoma, p!6, inhibits 
_yvM) (UUKJM2A), transcript variant 3, mRNA 


NM_0581 96 


r^w^f 8 c y clm - de Pendent kinase inhibitor 2A (melanoma pl6 inhibit. 

CDK4) (CDKN2A), transcript variant 2, mRNA ^ e,an ° ma ' p16 ' mtal » t8 


NM_058195 


CDK4) S (cSKN^^ kinase inhibitor 2Aln^anoln^^ 
i^^NZA), transcript vanant 4, mRNA 


NM_0 14800 

JNM 079834 
NM 019110 


^^^^-t and cell motility 1 (ced-12 homolo^^e!^ 

Homo sapiens secretory carrier membrane protein 4 (SCAMP.A) ^p NA 


NM 022086 

NM 058183 
NM 003103 


Hoi^sapiensjiypothetical protein PI P 373c6 (P1P373C6). mRNA 

Sof^ 

Homo sapiens SON DNA binding protein rSONV mRNA 

Homo sapiens SON DNA bindine protein (Srw) ™p N ^ — 


NM 030767 
NM 058191 
NM_0 15657 

1 

NM 020427 ] 
NM 021638 ] 


«omo sapiens AT-hook transcription factor AKNA (AKNA) mRNA - 

— 

|2mo_sapiensARS_ component B CARSV mRNA 

-luiiiu sapiens actin filament a^nrintrH ,-,,,,(,.;., r\ TTTr; 

& iiiaiiiciii dibooiarea protein (AFAP), mKNA 


NM 005782 1 
NM 031916 I 
NM 024083 I 
( 

NM 058230 I 


l^i5i^iensjr^scriptionalcoactiv a tor(AT ^ mPNA 

jomosapiens AKAP-associated sperm nrntHn (ASP), mRNA 

A^PsSrnSr ^ c ^ moso -^^an^ 

?22 ^^SszmcJin^^ | 
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NM_021935 


Homo sapiens homolog of mouse Bv8 (Bombina variegata 8 kDa); prokineticin 2 
precursor (BV8), mRNA 


NM 015399 


Homo sapiens breast cancer metastasis-suppressor 1 (BRMS1), mRNA 


NM 007073 


Homo sapiens blood vessel epicardial substance (BVEb), niRNA 


NM_0 17726 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14D 
(PPP1R14D), mRJNA 


NM_00645 1 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PAIP1), 
mRNA 


NM 018073 


Homo sapiens SSA protein SS-56 (SS-56), mRNA 


NM 032812 


Homo sapiens tumor endothelial marker 7-related precursor ( T EM7R), mRNA 


NM 022748 


Homo sapiens tumor endothelial marker 6 (TEM6), mRNA 


-VTA /T ATI T~T~! 

NM 032777 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), mRNA 


NM__U22779 


Homo sapiens UbAD/H (Asp-olu- Ala- Asp/His) box polypeptide 3 1 (L)L)X3 1 ), 

mKJNA 


NM_0 18454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM 016489 


Homo sapiens uridine 5' monophosphate hydrolase 1 (UMPH1), mRNA 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


NM 019606 


Homo sapiens hypothetical protein FLJ20257 (FLJ20257), mRNA 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_003393 


Homo sapiens wmgless-type MMTV integration site family, member SB 
(WNT8B), mRNA 


NM_058244 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 2, mRNA 


NM__05S238 


Homo sapiens wingless-type MMTV integration site family, member 7B 
(WNT7B), mRNA 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 
(WNT7A), mRNA 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


NM 005555 


Homo sapiens keratm 6B (KRT6B), mRNA 


NM 005554 


Homo sapiens keratin 6A (KRT6A), mRNA 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 
mRNA 


NM__058206 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B, 
mRNA 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C, 
mRNA 


NM_058202 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H, 
mRNA 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant D, 
mRNA 


NM_J)58200 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G, 
mRNA 


NM_0l65l2 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 
mRNA 


NM_057l80 


Homo sapiens vacuolar protem sorting 29 (yeast) (VPS29), transcript variant 2, 
mRNA 


1N1V1_U 1 OZZO 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1, 
mRNA 


NMJ)53004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
1-like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 



243 

BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



JNJVL_U5o216 

XTTV/T AAO o^7 /- 


3, mRNA " — 

RAD51 h ° m0l0g C (S - CCreVisiae) (R^lC), transcript variant 


iNM_U02S76 
InM_058179 


_ ffSff ^ RADM hOm ° l0g ° (S - cere ^ s ^)^AD51CV^ nscri p t variant 
H^s api ens pftosphoserine aminotransierase (PSA), transcript variant 1, 


NM_J)21154 

\FR X f\ ^1 Ct A y f\ 


womo^sapiens phosphoserme aminotransferase (PSA), transcript variant 2, 


NM_078469 


SSa CA2 and CDKN1 A interacti *^^^ 


JNM_078468 




NM_0 16567 


i:sr and cdkni A in *-tm^^ 


NM_05S177 


Homo sapiens histone Hpflpf»f\/ioco o /xjrr\ a pa T>r\mr>t^ — 

ir _ R ^ A v ai> msione aeacetylase 9 (HDAC9-itiJNDING), transcript variant 2, 


NM_058176 
NM 022110 

7vT\/T A 1 O 1 01 
LSiVl U 1 Z 1 Q 1 

NM 003602 


Homo^ S a pi ens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1, 

. Homo sapiens FK506 bindine protein like (FK «PT ) mPNA 

Homo sapiens FK506 binding protein 8 (38kT» (FTCRPSI ™ptvta 


JNM 004H7 
NM 002014 
JNM_057092 


Homo sapiens FK506 bindine protein 6 HfiVrA (W PPf?) mPri { 

Homo sapiens r^vb binding protein 5 (FKBW mUKSA 

LHomosapiens FK50to binding protein 4 (59kE» fFKRP4) ^ 1 

Homo^sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant^ 


JNM_004470 


Homo^sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1 , 


NM_004116 

XTTV If AC/IAII 


Homosap,ens FK506 binding protein IB (12.6 1^)^^^^^ 


JNJVL_U54033 

fv ) K jT /*v /"\ /*\ r~i ^ 


Homosapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 


NM 000801 


f2B m °nS?r S FK5 ° 6 bindin8 Pr ° tein 1 A (12kD) (FKBPlA),tran S cri P t^r- 


NM_054014 


nZ^ST FK5 ° 6 hmdi »W«™ 1A (12kD) (^^^^1^ 


NM_057175 


Homosapiens hypothetical protein FLJ13340 (FU1334-0T^nlc^tVariant 1, 


NM_025085 

"MA/T rtlyl^no 
iNlvl Ul^f/Uo 

NM 058199 


non^sapiens hypothetical protein FO13340 (FLJ13340), transcript variant 2, 
Homo sapiens kinetochore associate i (KNTC1) mRNA " 


NM_0 14279 

1N1V1_U J / 1 /4 

1 

NM 033118 ] 


Homosapiens ollactomedin 1 fOLFMl), transcript variant 3 .pma 

gpmosapjens olfactomedin 1 (OLFM1) transcript vnrinnt 1 .' mRMA" 

"omo^sapiens peroxisomal biogenesis factor 16 (PEX16), transcripFvariant 2, 

gomosapiens myosin light chain InW 2) skeletal muscle .pma 


NM_019117 ] 
NM_005103 1 
t 


iomo sapiens ke ch-lil^ A nTVosonhiM 7kt ttt , i ""^;, rriKJNA 

c — " UJVC H ^rosopnuaj (K.LHL4), transcnpt variant 1 mPTsT A 

iomo sapiens fascicular and elongation protein^ 1 (I^VeZ^~ 
ranscnpt variant 1, mRNA } ^ hLl >' 


NM_022549 I 
t 

NM 005112 I 


iomo sapiens fasciculation and elongation protein zeta 1 (zyimT(FEZn 

ranscnpt vanant 2, mRNA v yrn^i), 

^^m^sWl> repeat domain 1 (WDBA)^^^^2^A 
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NM 017491 


Homo ^anienc rpnent Hnmain 1 rWDRl^ tran^erint variant 1 mRNA 


NM 001862 


TTnmn ^aniPTi^ cvtnnHrnmp c fwifiAQP ^iirmnit W> fC* 1 0"X'5"R'^ ntmlpar crpnp 

J.1VJ11IVJ ou^/lV/llo Jr LvJwlll vJlllw VJ.cj.oC- OU-iyctllii. v Ly ^V-'V//vJL; HLlwlV^£ll gtllt' 

encoding mitochondrial protein, rnKNA 


NM 004255 


TTomci ^ampn? rvtnrhrnmp r nviHscp Qiihunit Vfl (C^CYX ^ A^ nnr*1f»5*r o-p»n<=» 

JLAV/lllv OdLyiWllo Vv LVJOlll Vv UAlUudv OUUUIU L V CL \ \^>\^rj\.*s TTl 1 , HUL/lCdl gCllC 

encoding mitochondrial protein, mRNA 


NM 057162 


Hntrin RflniPTiQ VplpH-lil^p 4 fDrrtcrmhila^ fJCJ TTT 4^ tr^n cr'-rint \?ariant O ml? "MA 
J-AV-iAiivj oajjicilo Jtvc- is. c *t \^J_/i VJovvJJlillci ^ ^ xvjl^jlji 1—>'~T j , U dlloL/1 1|JL Vdl Idll I Z, II1X\_LN^V 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


NM 001700 


nomo sapiens cyciin-aepenaeni Kinase / ^lvivJ i o nomoiog, vvenopus laevis, cqk- 
activating kinase) (CDK7), mRNA 


NM 0S7080 


nomo sapiens auaptoi-reiatea proxein complex i, Sigma 1 suDunit (/Vr lolj, 
transcript variant 2, mRNA 


NM 001 2R1 

X^llVl. \J\J 1 wOJ 


nuinu bapicnb aUd.pLur-reiaic(j. protein complex 1, Sigma i suouniL ^Arioi ) y 
Irancprirvt variant 1 mT^lsTA 

tl cllloV'i. iyj L VCU lCl.il 1 1, 1 i ULVi N l\ 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 
mRNA 


NM 054035 


-tj-v/iiivj oaiyidid tuivy-i iy iiuiiivjiug cicgaiio^ ^uim^ 1 1 yjy LranscripL variant z, 
mRNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


NM 002401 

J. >J_VJl V/V/^»*"TV/ 1 


riuinu bdpiciib) iiiiLugcn-aciivaiea protein Kinase Kinase Kinase d (IVlAJt j>JLvJ 
mRNA 


NM 001728 


XJ.U1I1U £>djJlCIlo U.I1L/-J IHJIIlUliJ^ £5 ^v_^. ClCgdno^ ^ vJ IN \_0 J } mJKJN/\ 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), 111RNA 


NM 054016 

-L > 1VA V/ «-> •"TV/ 1 VJ 


iTxuiiiu £>apiciii> itvjo iiiLcrdvyLiiig proiein ^benne-drgmme nenj l ^rUuirl), 
transcript variant 2, mRNA 


NM 006695 

1. > ±V1 V/V/VJVJ.^^ 


xiuniu bdpiciib ruo iiiicid.cLing protein ^serme-arginme ncn^ i ^ruoiri ), 
transcript variant 1, mRNA 


"NM 054027 


nuiiiu adpieub anKyiosis, progressive nomoiog ^mousej v,^VTniSJc1^, transcript 
variant 2, mRNA 


NM 0 1 QR47 


nomo sapiens anKyiosis, progressive nomoiog (^mousej (^AJNJvrlj, transcript 
variant 1 , mRNA 


NM 006161 


nomo bdpienb oeczj nomoiog r> vj3. cerevisiaej {c>c,^J,3t>), transcript variant 1, 
mRNA 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
mRNA 


NM 032985 


AAvj'iiiv oa.jjit'iia ocL-ij iiuiiivjiug d ^o. ccicvibidcy ^oJ3v^z.j>i3 jj iranscopt variant z., 
mRNA 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


NM 018440 


±x\jLii\j odiyitiio piiubpiivjpivjiciii dbbuoiaLcu. wiLii giycobpningoiipiQ-eiiTicneQ 
microdomains (PAG), mRNA 


NM 014479 


Homo Sar>ien«? Ar>AM-1ikp HervQin 1 (AT} AlvTTfT^r^l ^ -mP NT A 


NM 016545 


Homo saoiens immediate earlv rpQnnnQp 5 n~FR5^ mRNA 

A-tv/axivy jupiviio iiiuiivvVliclLV^ Uai 1 jr l&oL'VJIlov/ J ^ i i , rx . j ^ ? i 1 iiVi N ±\. 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
2 mRNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
1 mRNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM_052814 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1 , mRNA 


NM_022352 


Homo sapiens caspase recruitment domain famity, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM 052978 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 2, mRNA 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TR1M9), transcript variant 1, mRNA 


NM__052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 
mRNA 


NM 000967 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), rnRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM_016601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


NM 033415 


Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45IA 
mRNA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB) 
mRNA 


NM_044472 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1, mRNA 


NMJXH254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6) 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


NM__033655 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
1, mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
2, mRNA 


NM 012115 


Homo sapiens CASPS associated protein 2 (CASP8AP2), mRNA 


NM 012173 


Homo sapiens F-box only protein 25 (FBX025), mRNA 


NM 033624 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 1, mRNA 


NM 015002 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 2, mRNA 


NM 033625 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 2, mRNA 


NM 000995 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 1, mRNA i 


NM 033540 


Homo sapiens mitofusin 1 (MFN1), transcript variant 1, mRNA 


NM 005612 


Homo sapiens RE 1 -silencing transcription factor (REST), mRNA 


NM_007085 


Homo sapiens follistatin-like 1 (FSTL1), mRNA 


NM 000993 


Homo sapiens ribosomal protein L3 1 (RPL31), mRNA 


NM 012180 


Homo sapiens F-box only protein 8 (FBX08), mRNA n 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


NM_033406 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 2, mRNA 


NM012175 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 1, mRNA 


NM_0 17425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


NM 005633 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 
(UBA52), mRNA 


xnv/T nioco/i 
xm ivi uiy&y4 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 


NM_033313 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 14A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 14A) t transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC14A), transcript variant 1, mRNA 


NM_005786 


Homo sapiens serologically denned colon cancer antigen 33 (SDCCAG33), 
mRNA 


NM_003618 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcnpt vanant 1, mRNA 


NM_020981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransierase, polypeptide 
1 (B3GAJLT1), mRNA 


NM_033252 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcript variant 2, mRNA 


NM 002954 


Homo sapiens nbosomal protein b27a (KroZ / A), mKJNA 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine nomolog 3 (C. elegans) (.b(jUN3) 5 rnRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NM_033221 


Homo sapiens tripartite motif^containing 14 (TRJM14), transcript variant 4, 
mRNA 


NM_033220 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 3 5 
mRNA 


NM_033219 


Homo sapiens tripartite motif-containing 14 (TRIM. 14), transcnpt variant 2, 
mRNA 


NM_J)14788 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 1, 

TH "XT A 

mRNA 


NM 006074 


Homo sapiens tripartite motii-contammg zz (lKlMzzj, mKJNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRJM32), mRNA 


NM_007276 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(CBX3) 5 mRNA 


NM 025227 


Homo sapiens hypothetical protein dJ726C3.2 (DJ726C3.2), mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRJM2), mRNA 


NM_017838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


NM_032993 


TT * 11 . • _T* *1 A 11 /TT / A / — < A 11 —1 — — 1 _ _ 

Homo sapiens nucleolar protein family A 5 member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 


NM_0 18983 


tt 11 i r *1 . A 1 1 /TT / A /"-» A 11 „1 1 

Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 1, mRNA 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 

TfcTvT A 

mRNA 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 

1 a\\ /~lv jTTkT* A ~\ T~» "VTA 

member 4) (MPP4), mRNA 


NM 033030 


TT , ' 1_ 1 1_ 1 1*1 /T"\ 1_*1 \ /~n/-\T T \ n\T A 

Homo sapiens bol, boule-like (Drosophila) (BOLL), mRNA 


-K TTk Jf AA ill 1 Z" 

NM_0042lo 


Homo sapiens death effector domain-containing (DEDD), transcript variant 2, 
mKJNA 


JNJVi_UJzyyo 


Homo sapiens death effector domain-containing (DEDD), transcript variant 1 , 

tWDXT a 

m±sJN/v 


"NXIVyf C\1 1A1 A 

iNJVL UJJUIU 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


XTA4" A'J'JnAQ 

NM U33UUy 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA 


1N1V1 ujjUvO 


T-Tr\TYi/"\ C5iT\if»T"io r^/^1"\^/' t~(~^\ Viin/rinrr T»T*r*t^*in zl /TPr^T^T^zl^ tronor'rint variant ^ rnT? 7\T A 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(SEC61A1), mRNA 


NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), mRNA 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-1), mRNA 


NM_004892 


Homo sapiens SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 
(SEC22L1), mRNA 


NM 032970 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 1, mRNA 


NM 000969 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide K (7.0kD) 
(POLR2K), mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadhenn 10 (PCDH10), transcript variant 1, mRNA 


NM 020815 


Homo sapiens protocadhenn 10 (PCDH10), transcript variant 2, mRNA 


NM_031988 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 2, mRNA 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 1, mRNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant L 
mRNA 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding nrotein fBLRl^ 
transcript variant 2, mRNA 


NM_001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 1, mRNA 


NM_004951 


Homo sapiens Epstem-Barr virus mduced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM 001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 


NM 031994 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


NM_0 18995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
(MOV10L1), mRNA 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


NM_006704 


Homo sapiens suppressor of G2 allele of SKPL S. cerevisiae homolo^ of 
(SGT1) 5 mRNA 


NM_031968 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
2, mRNA 


NM_0 12336 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
1, mRNA " F 


NM 003980 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


NM 032380 


Homo sapiens elongation factor G2 (EFG2), mRNA 


NM 032214 


Homo sapiens Src-hke-adaptor 2 (SLA2), mRNA 


NM 020064 


Homo sapiens BarH-hke 1 (Drosophila) (BARHL1), mRNA 


NM_005916 


Homo sapiens MCM7 mimchromosome maintenance deficient 7 (S cerevisiae) 
(MCM7), mRNA ' 


NM 004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear ribonucleoprotein R (HNRPR) mRNA 


JNM_0064 1 6 


Homo sapiens differentially expressed in hematopoietic lineages (GW1 12), 
mRNA 


NM 005016 


Homo sapiens polvfrC) binding protein 2 (PCBP2), transcript variant 1 mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2 mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1, mRNA 


X TTV X f\f\ A r A 1 

NM_004501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


\T» yr r\f\ A C f\f\ 

NM_p04500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HJNRrC), 
transcript variant 2, mRNA 


X TTV X A1 1 O 1 A 

NM_031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (Cl/Cz) (HJNKrC), 
transcript variant 1, mRNA 


NM_031370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


XTA A A1 1 O^ft 

NM_031369 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1 , 37kD) (HNRPD), transcript variant 2, mRNA 


X TTV X /*V/"V^ 1 O O 

NM__002138 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
KJNA binding protein 1, 3 /kxj) (J±ini<±\L/j, transcript variant 3, mKJNA. 


iMM_003903 


xiomo sapiens v^ul^io ceil aivision cycie 10 nomoiog ^o. cerevisiae j ^v^jlh^ioj, 
mRNA 


TVTTVT ATI /ICO 

jNM_031453 


Homo sapiens itchy homolog E3 ubiquitin protein, ligase (mouse) (ITCH), 
mRNA 


JnM 031907 


Homo sapiens ubiquitm specific protease 26 (Ubrio), mKJNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


NG_000004 


Homo sapiens genomic cytochrome P450, subfamily L0A (niphedipine oxidase) 
(CYP3A) on chromosome 7 


X 7X X AA1 noo 

NM_001788 


TTT ~ — - / ii "\/~* 1 /"\ __.11 J J — ml — - - __ - —.1 _ 1 /"V 1_ — 1 _ __ / O _. — - _J _ J _ _ \ / / r ""*TT"\ 1 /"\\ 

Homo sapiens CDC 10 cell division cycle 10 homolog (_>. cerevisiae) (CDC 10), 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
2, mRNA 


NM_031205 


Homo sapiens calcium binding protein 1 (calbram) (CABP1), transcript variant 
1, mRNA 


NM_000784 


Homo sapiens cytochrome P450, subfamily XXVDA (steroid 27-hydroxylase 5 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL U314yi 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 
mKJNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


XTTV K AA*70>10 

NM_007242 


T T • ___ _ TNT"? A T*\ /TT f A — _» ^ 1 , _ A 1 _ A — «_ /T T- — \ 1_ — .— _ —.1— - . J _ 1 /" l \"D t* C 

Homo sapiens DbAD/H (Asp-Cjlu- Ala- Asp/His) box polypeptide 1 9 (DBP5 
homolog, yeast) (DDX1 9), mRNA 


NM_006773 


XT _ _ ! TP\T? A V'v /TT f A — _. / ^ 1 , _ A 1« A /T T- — \ 1_ 1_ ^ a " J _ 1 O XTV vf" 

Homo sapiens DbAD/H (Asp-ulu-Ala-Asp/His) box polypeptide 1 8 (Myc- 
regulated) (DDX18), mRNA 


XTTV >T AT A/TCC 

NM_030655 


TT — . — 1 — TNTT? A TV fX T Z' A — Z™" 1 1 _ _ A 1 _ A /T T- — \ 1— _1_ ^ j.' J 11 /"Z~1T TT 1 1*1 

Homo sapiens DJbAD/H (Asp-Clu-Ala-Asp/His) box polypeptide 11 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NJVL_030o;>3 


Homo sapiens DbAD/H (Asp-Crlu- Ala- Asp/His) box polypeptide 11 (CtLLl-like 
helicase homolog, S. cerevisiae) (DDX11), transcript variant 1, mRNA 


XTTV Jf AAAT7A 

NJV1_000770 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


XTTV /T r\i rv o ^ o 

NM_030578 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-2, mRNA 


IN iVl \J I JLsLDy 


nonio bdpiciib oirLum siicin iiiaini^ type inivjiiiitiiion rcguiaiion jl nomoiog d 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NMJ) 12237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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NM_012238 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 1 (S. 
cerevisiae) (SIRT1), mRNA 


NM_031309 


Homo sapiens scratch homolog 1, zinc finger protein (Drosophila) (SCRT1), 
mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


NM 031276 


Homo sapiens testis expressed sequence 1 1 (TEX1 1), mRNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM 031272 


Homo sapiens testis expressed sequence 14 (TEX14), mRNA 


NM_006636 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_022818 


Homo sapiens microtubule-associated proteins 1 A/IB light chain 3 
(MAP1A/1BLC3), mRNA 


NM 018607 


Homo sapiens hypothetical protein PR01853 (PR01853), mRNA 


NM 004856 


Homo sapiens kinesin-like 5 (mitotic kinesin-like protein 1) (KNSL5), mRNA 


NM 030979 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (PABPC3), mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


NM_002545 


Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 
mRNA 


NM 014676 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


NM 030673 


Homo sapiens SEC13-like 1 (S. cerevisiae) (SEC13L1), mRNA 


NM_003342 


Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


NM 022051 


Homo sapiens egl nine homolog 1 (C. elegans) (EGLN1), mRNA 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAH 4), mRNA 


NM 012170 


Homo sapiens F-box only protein 22 (FBX022), mRNA 


NM 022304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM_022333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 2, mRNA 


NM_003252 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 1, mRNA 


NM_017910 


Homo sapiens hypothetical protein FLJ20628 (FLJ20628), mRNA 


NM_012384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 
mRNA 


NM 006118 


Homo sapiens HS 1 binding protein (HAX1), mRNA | 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 


NM 002005 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


NM_025136 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OP A3), mRNA 


NM_024505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5) 
mRNA h 


NM_022362 


Homo sapiens MMS19-like (MET18 homolog, S. cerevisiae) (MMS19L) 
mRNA 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


NM_000276 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NMJ)01407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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IN 1V1__U U 1 o 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo 
nomoiog, .L/rosopniia^ ^v^jc*i_yOivz j, rnivLN/v 


INIVI UUJ /jj 


nomo sapiens /vkjti acun-reiatea proiem i nomoiog x5, cenrractm oeta ^yeastj 

TAPTPIRi mPTsTA 

^rv^ 1 JVl-D^, IIlXvTNr\ 


NM_0 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 

rnPNA 

IXUvlN/\ 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


1N1V1 UIOJ70 


uomo sapiens nisione aeacetyiase /j\ (^rijj/\v^//\j, transcript variant z, mKJNA 


lsnvr n i ^ i 


nomo sapiens nisione aeacetyiase / j\ \nAJj\\^, / transcript variant i, mKJNA 


NM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
nanscrrpt vanaui i , itlivin/\ 


NM_023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
uanaunpi vd.rid.nL z, nxtviN-rV 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


IN 1VI__UZ J UU 1 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 3, 

IrLtvLN/V 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2, 

tyiPXTA 
irLKIN/V 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 1, 

mPXTA 
ITLKJN/V 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA I 


lNiVi__UlZj 1 1 


Homo sapiens KIN, antigenic determinant of recA protein homolog (mouse) 

\J\J1N ), mxvJLN/V 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 

i-«PXTA 
mKiNA 


NM_0201S0 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 

mJKJN/v 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


IN 1V1 UUZ^f O / 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), 

-rrVPTSJ A 


MM" 099R17 


nomo sapiens penoa nomoiog z ^urosopniiaj (rtLKJ,), transcript variant 1, 
rnRNA 


NM 003RQ4 


nuinu bdpicna pcnuu nomoiog z, i^j-^rosopniiaj ^Jr JtsjtvZj, transcript variant z, 


NM 006660 

J. ^lATA www/ 


-i-Auiiiu odpiciio vyi|jA ^<xociiiLuy LiC' piuLCdbc -A. iiornoiog ^x_/. 0011^ ^v-zi^jr-A.^ , miviN/\. 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


NM 004214 


xiuiiiu s»dpicno z,iiiu linger protein nomoiog v^mouse^ ^ZJrJr >j ^, irutvlN/v 


NM 00SR70 


XXUniU ^apiCIlo olll J -dalsiJL/ldlCU. pOiypepilQe, 1 oKl J ^o/Vl loj, rnjKJN/\ 


NM 0033SO 


xxuniu aapicii£> uuiLj[uiuii-oonj ugdimg enzyme jcz variant z ^uorizvzj, 11IKJ.NA. 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


NM 07? AAA 


nomo sapiens soiute earner ianiny i j {soaium/suitate symportersj, member 1 
(SLC13A1), mRNA 




nomo sapiens eiaLx nomoiog z conj (JbLACzJ, mKJNA 


MM" 014^17 


xiomo sapiens trans-prenyitransterase (ir 1), mKJNA 


NM_022173 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transenpt variant z, rriKJN/V 


NM_022037 


Homo sapiens TIA1 cvtotoxic ffranule-a<5<;nciated RNA binding nrntein ^TTA1^ 
transcript variant 1, mRNA 


NM_004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM_013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1, mRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 
mRNA 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDF11), mRNA 


NM_005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1 , mRNA 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NMJ32 1 77S 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NMJXXH52 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type II) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NMJ) 12072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_000534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1) 
mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian) 
(RELA), mRNA 


NM 021958 


Homo sapiens H2.0-hke homeo box 1 (Drosophila) (HLX1), mRNA 


NM 004139 


Homo sapiens lipopolysaccharide binding protein (LBP), mRNA 


NMJ>05442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


NM_004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


NM_003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA | 


NMJ)21824 


Homo sapiens NIF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NMJ)04196 


Homo sapiens cyclm-dependent kinase-like 1 (CDC2-related kinase) (CDKL1) 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2) 
mRNA 


NMJ)02356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MAR.CKS) 
mRNA V ' 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2) mRNA 


NM_014588 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 
(VSX1), mRNA 1 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1) 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine. 
transaminase K, kyneurenine aminotransferase) (CCBL1) mRNA 


NM_J)20651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


NM 014569 


Homo sapiens zmc finger protein 95 homolog (mouse) (ZFP95), mRNA 


NM 012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) (TIMM13B), mRNA 


NM 000672 


■jt Tr • t Till 1 /* "1 t\ /■ A T\TT/\ T\ 1l T A 

Homo sapiens alcohol dehydrogenase 6 (class V) (ADH6), mRNA 


NM_003603 


TT " A /All -J x* . ■ A TlTX^ / A "PI /~*> Tl T» 'X \ j » • i 

Homo sapiens Arg/Abl-mteractmg protem ArgBP2 (ARGBP2), transcript variant 

1 T|\T A 

1, mRNA 


NM_021069 


Homo sapiens Arg/Abl-interacting protem ArgBP2 (AKuBrz), transcript variant 
2, mRNA 


NM 004950 


Homo sapiens dermatan sultate proteoglycan 3 (DbrLrj), mRNA 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


"KTTV X t\f\ 1 1 C\f\ 

NM 021100 


Homo sapiens NFS1 mtrogen fixation 1 (S. cerevisiae) (NFS1), mRNA 


NM_021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


NM 021115 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NTJMBL), mRNA 


NM_004690 


TT • T A rr^O 1 a 11-1 /TN 1 *1 X /*T A rni*1 "t \ 

Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 
mRNA 


NM 000461 


Homo sapiens thjnroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (1HRB), mRNA 


NM_021078 


Homo sapiens GCN5 general control of ammo-acid synthesis 54ike 2 (yeast) 
(CjCN5L2), mRNA 


NM 0025/7 


TT ~ J ^ „ Ti A T\c 1 1J1 1 /O '. ~- ^ ^\ /TJ Ar\C1T 1\ ~.T)XT A 

Homo sapiens RAD51-hk:e 1 (S. cerevisiae) (RAD51L1), mRNA 


NM_001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


NM 002487 


TT J * 1 1 /■ X /"V TPvX TV T» "VTA 

Homo sapiens necdm homolog (mouse) (NDN), mRNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


NM 005618 


TT 11j"I"1 H /' r *V 1 • 1 X y"T^vT T < *\ if-v ^ T A 

Homo sapiens delta-like 1 (Drosophila) (DLL1), mRNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM_0 14268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 

/■■» Jt A T\T\ T^ ^% X "W* "V T A 

(MAPRE2), mRNA 


NM 020662 


TT *fc iTT~* n/\ 1*1 • 1 . ' j f t~\ * X 

Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


NM_020649 


TT "J if 1 f> /TT» 11 1 T~\ 1 *1 X /*/ 1 1 >VO\ 

Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 
mRNA 


NM 018436 


Homo sapiens allantoicase (ALLC), mRNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRJNA 


NM_0 14276 


TT • _ 1 * * 1 * _t • , • -I ' 1 /TX 1 *1 \ 

Homo sapiens recombimng binding protem suppressor of hairless (Drosophila)- 

1 *1 ~ /*T> CDOT TT TT \ n\T a 

like (RBPJSUHL), mRNA 


NM 019557 


Homo sapiens hypothetical protein RP1-317E23 (LUCoolbl), mRNA 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NM_005744 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding 

j _ * 1 /T\ ._1_ '.1 . x / a T> TT T 1 \ T> "K.T A 

protem, 1 (Drosophila) (AR1H1), mRNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


NM 002688 


TT * _ , 1 '1 ■* /t\ 1 *"l X /T»X TT TTT 1 X TX XT A 

Homo sapiens peanut-like 1 (Drosophila) (PNUTL1), mRNA 


NM_013384 


Homo sapiens LAG1 longevity assurance homolog 2 (S. cerevisiae) (LASS2), 
mRNA 


NM 020230 


TT " . t 1 /*T~v 1*1 X /TlTl A "K. TX T>"KT A 

Homo sapiens peter pan homolog (Drosophila) (TP AN), mRNA 


JNJVl^UzUloZ 


rlomo sapiens transmembrane, prostate androgen maucea kjna ^iJVLjiJrAl), 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBBP1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


NM_0029o4 


Homo sapiens S100 calcium bmdmg protein A8 (calgranulin A) (S100A8) 
mRNA 


NM 002963 


Homo sapiens S100 calcium binding 'protein A7 (psoriasin l) (S100A7) mRNA 


"KTTl JC r\ 1 A f r\ A 

NM 014624 


Homo sapiens SI 00 calcium binding protein A6 (calcyclin) (S100A6) mRNA 


NM_0 19554 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasis murine placental homolog) (S100A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens S100 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 1 mRNA 


NM 005978 


Homo sapiens SI 00 calcium bmdmg protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2) mRNA 


NMJ) 19854 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3) 
mRNA ' 


NM_0 17454 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU) transcript 
variant Tl, mRNA 


NMJ) 1745 3 


Homo sapiens staufen, RNA bmdmg protein (Drosophila) (STAU), transcript 
variant T3, mRNA 


NMJ 17452 


Homo sapiens staufen, RNA bmdmg protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1) mRNA 


NMJ 15044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 2 (GGA2), mRNA 


NMJ 13365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 1 (GGA1), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3) 
mRNA " 


NMJ 18685 


Homo sapiens amllm, actm binding protein (scraps homolog, Drosophila) 
(ANLN), mRNA 


NM 017927 


Homo sapiens mitofiisin 1 (MFN1), transcript variant 2 mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA binding protein (STRBP) mRNA 


NM 01S378 


Homo sapiens F-box and leucme-nch repeat protein 8 (FBXLS), mRNA 


NMJH8158 


Homo sapiens solute carrier family 4 (anion exchanger) member 1 adantor 
protein (SLC4A1AP), mRNA 


NM 018032 


Homo sapiens LUC7-hke (S. cerevisiae) fLUC7L). mRNA 


jNjvi ui /;> /5 


Homo sapiens chromosome i / open reading frame 31 (C17orf31) mRNA 


JNJYL Uloo9o 


Homo sapiens elaC homolog 1 (E. coli) (ELAC1), mRNA 


NM_005781 
NM 016831 


Homo sapiens activated t>2 1 cdc42Hs kina se ( A CJC l ^ mP ma 
Homo sapiens period homolog 3 (Drosophila) (PER3), mRNA 


JNMJJ033o7 


Homo sapiens Wiskott-Aldrich syndrome protein interacting protein (WASPIP), 
mRNA 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


JNJYL UU3U14 
NM 006744 


Homo sapiens secreted frizzled-related protein 4 (SFRP4) mRNA 


NM_002899 


Homo sapiens retinol binding protein 4, plasma (RBP4) mRNA 
Homo sapiens retinol bmdmg protein 1, cellular (RBP1), mRNA 


NM 005524 


xAwiiiw iiaixy numoiog ^J-^rosopnuaj (JtiKYJ, mKJSIA 


NM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK) 
transcript variant I, mRNA 


NMJ 16823 
NM 016948 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK) 
transcript variant II, mRNA 

Homo sapiens par-6 partitioning defective 6 homolog alpha (C elegans) 
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NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SDC4), mRNA 


"KTA/f ni/^o^o 

1N1V1 VIOjdZ 


jnLorno sapiens sine ocuns norneouox nomoiog z ^.L/rosopnna^ ^oiazj, ttuvln/y 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


XTN yf A17/1 1 O 

JNM Ul /41Z 


xiomo sapiens mzziea nomoiog d ^urosopmiaj yrz^UD ) 9 mKJNA 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


JNM_0U256y 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 
(JxAKJKJdoZJ, mKINA 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 
mKJNA 


NM_016656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 
mKJNA 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA ! 


"kta is r\ 1 /"^rc 

NM_ 016655 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM__002041 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(OArSrrSzj, transcript variant gamma, mKJNA 


JNM_U i ODD 4 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
^uAorD i), transcript variant oeta, mrsJN a 


lNiVl_ULOZ:>4 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPB1), transcript variant beta, mRNA 


IN1VL UlDo4o 


Homo sapiens LEM domain only 7 (LM07), transcript variant 3, mRNA 


NM 015842 


Homo sapiens LIM domain only 7 (LM07), transcript variant 2, mRNA 


TvTTVjf AAIOOO 

JNJVl UUZZZo 


Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN), mRNA 


JNM Ulol /o 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 

navaTrir.i'nn\ f C 1 TT) T"7\ __T> XT A 

cerevisiae) (^olKl /), mKJNA 


NMJH6539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiae) (oiKloj, mKJNA 


"K TA A A 1 /TO 1 /Z 

JNM Uloilo 


xiomo sapiens Kiiv I -like (yeast) (KJbV 1JL), mKJNA 


NMJH6138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 

— _T) XT A 

mKJNA 


vnv>r A 1 /CCOl 
JNM_UlODo3 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 


NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 


XTN/f AI 
1N1V1_U 1 OUO / 


Homo sapiens mitochondrial ribosomal protein S18C (MRPS18C), nuclear gene 
encociing miiocnonanai protein, mtsJNA 


IN 1V1 U 1 «3 ^*+0 


numu sapiens peioia nomoiog (uiosopnna^ yr jlvuv^/^, mjxiN/\ 


"MTVyf fil £^07 
INIVI VJiO-5j7/ 


XiUiiiu sapiens lxii-iiKe (i_/rosopmiay (tjtiiijj, mjtviNA 


NM_016587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 

yy^DJ^D ) 9 mi\JLN/\ 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


JNM yjij/Zi 


Homo sapiens tachykinin receptor 1 (1 ACK1), transcript variant snort, mKJNA 


\U yf AA1 ACQ 

JNM UUllDo 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BNIP3), 
nuciear gene encoding mitocnondnai protein, mKJNA 


NM 014820 


rToTTlO ^sflTilPnC fT*^n clor* Q cp^ r\"F rint^T mi <"rfcr«li< r, fcTiH 7*15*1 TYiPmKr^np 70 Virvmnlno" A 
±±.\Jiii\J oa.±Jl\->Llo Ul allolUvdoC Ul UULCI 1X11 LUUllvlHv_U. lcxl 111C-111U1 dllt- f \J liUlllUlv/g A 

(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 
NM 014071 

-TNJVL U 1 J 700 

NM 015685 
NM 014263 
JNM 014297 
NM 014393 


Homo sapiens mitofosin 2 (MFN2) mRNA 

Homo sapiens nuclear receptor coactivator 6 (NCOA6) mRNA 
Homo sapiens H1RA interacting Drotein 5 (HIRIP5) mRNA 
iHomo sapiens syndecan binding protein (syntenin) 2 (SDCBP?^» mRNA 

" omo sa P lens ^Mill-like 1 (S. cerevisiae) (YME1L1) mRNA 

Homo sapiens protein expressed in thvroiH (YFimi?) mRNA 

Homo^sapiens staufen, kjna binding protein, homolog 2 (Drosophila) (STAU2), 


NM_0 14403 


Homo sapiens smlyltransterase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 
gakctosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 


NM_0 14465 
NM 014485 


H^sapiens sulfotransferase tamily, cytosolic, IB, member 1 (SULT1B1), 
Homo sapiens prostaglandin D2 synthase, hematopoietic fPGDS^ mRNA 1 


NMJH4303 

NM 014253 
NM 014429 
NM 006439 


ffESl)!SA eSCadlU ° h ° m0l ° S h C ° ntaining BRCT domain (zebrafish) 
iHomosapiens odz, odd Oz/ten-m homoloe ltDrosophila) fODZn mRNA j 
IHomo sapiens microrchidia homolog fmouse) (MORC) mRNA 


NM 015322 
NM 014591 
NMJ)04449 

NM 014420 
NM 014421 


nomo sapiens mab-21-like 2 (t_. elegans) (MAB21L2) mRNA 

Ijlomo sapiens fem-1 homolog b (C. elegans) (FEM1B). mRNA 

Homo sapiens Kv channel interacting protein 2 (KCNEP2) mRNA 
nomo^sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 

Homo sapiens dickkopf homolog 4 (Xenonus laevis) (DKK4~> mRNA 


INM 014325 
NM_0 14246 

NM 014391 


Homo sapiens dickkopt homolog 2 (Xenopus laevis) (DKK2> mRNA 

Homo sapiens coronm, actin bmding protein, 1C (COROIO mRNA 
Homo sapiens cadhenn, EGF LAG seven-pass G-type receptor 1 (flamingo 
homolog, Drosophila) (CELSR1), mRNA uuammgo 


NM_014336 


Homo sapiens cardiac ankyrm repeat protein (CARP) mRNA 
^muaapjcns aryi nyji^dibun recepior interacting protein-like 1 (AIPL1), 


NMJ) 14265 


Homo sapiens a dismtegrm and metalloproteinase domain 28 (ADAM28") 
transcript variant 1 , mRNA ^Awub), 


NM_014237 
NM 005032 


Homo sapiens a dismtegrin and metalloproteinase domain 18 (ADAM 18) 
mRNA v^ii^uvno;, 

Homo sapiens plastm 3 (T isoform) (PLS3), mRNA 


NM_0 13980 


Homo sapiens BCL2/adenr>vim<: fir i avn ;„^,„„*; T~- — r^r7-=— — 

r io ij^^^/auciiuvuuii nits lyicu interacting protein 1 rBNTPn 

transcript variant BNIPl-c, mRNA 


NM_0 13979 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIPD 
transcript variant BMP 1 -b. mRNA XPnuri), 


NM_0 13978 
NM 004178 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIPlV 
transcript variant BNIP1 -a, mRNA 

Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2) mRNA 


NM_005915 


Homo sapie ns m^mo mmichromosome maintenance deficient 6 (MIS5 
homolog, S. pombe) (S. cerevisiae) CMCM6), mRNA 


NM__002576 

NM_012091 
NM_005358 ] 
NM 013451 ] 
NM_0Q6113 j 
NM_003869 ] 


|AKl S ) a mRNA 21/CdC42/RaCl " aCtlVated * (STE2 ° homol °g> " ' 

Homo sapiens adenosine deaminase. tRNA-specific 1 (ADAT1~> mRNA 

Homo sapiens LiM domain only 7 (LM07), mRNA 

Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 

riomo sapiens vav 3 oncogene (VAV3), mRNA 1 

3omo sapiens carboxylesterase 2 (intestine, livert (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actin-related protein 3 homolog (yeast) (ACTR3), mRNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 
cerevisiae) (HIRA), mRNA 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA 


NM 012429 


Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NMJ)05069 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 
SIM2, mRNA 


NMJ)09586 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 
SIM2s, mRNA 


NM_002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 013374 


Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_0 12460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NM_012457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM1 3 A), mRNA 


NM_012456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(T1MM10), mRNA 


NMJH2450 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 :t 
(SLC13A4), mRNA 


NMJH2444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOll), mRNA 


NMJH2240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3 -like (yeast) (ORC3L), 
mRNA 


NM_0 12225 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 
mRNA 


NM 012222 


Homo sapiens mutY homolog (E. coli) (MUTYH), mRNA 


NM_0l2279 


Homo sapiens double-stranded RNA-bindmg zmc finger protein JAZ (JAZ), 

_T"J XT A 

mRNA 


NM 012206 


TT — . . " 1 i ■ j • a " 111 ±. 1 /TT A "\ T / — 1T~» 1 \ T"» "x T A 

Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM 012205 


Homo sapiens 3 -hydroxy anthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NM_012124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (CHORDC1), mRNA 


xnv/T m oi is 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


NM 004506 


Homo sapiens heat shock transcription factor 2 (HSF2), mRNA 


NM 004423 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine oculis homeobox homolog 6 (Drosophila (SDC6), mRNA 


NM 007373 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 


NMJ)02388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
(MCM3), mRNA 


NM 004873 


Homo sapiens BCL2-associated athanogene 5 (BAGS), mRNA 


NM_007316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2, mRNA 


NM_003819 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4), mRNA 


NM 005737 


Homo sapiens ADP-ribosylation factor-like 7 (ARJL7), mRNA 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


NM 007264 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


NM 006870 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
kinase (GNE), mRNA 


NM_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


NM 001878 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


NMJ)00489 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
homolog, S. cerevisiae) (ATRX), mRNA 


NM 002528 


Homo sapiens nth endonuclease Hi-like 1 (E. coli) (NTHL1), mRNA 


NM_004085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(TIMM8A), nuclear gene encoding mitochondrial protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NMJ)06724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NMJ)06881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM_006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM_006879 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NM_003801 


Homo sapiens GPAA1P anchor attachment protein 1 homolog (yeast) (GPAA1), 
mRNA 


NM 003193 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


NM_002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 


NM 006341 


Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA 


NM_006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NMJ)07129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA " S 
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NM_007279 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor (65kD) 
(UzAtDj j, mKJNA 


JNJVL UU/li/4 


xlomo sapiens CrUs^z cnecKpomt tiomolog vo. pomoej ^rixsjs^j, mKJN/\ 


JNM VKj/Z/i 


Homo sapiens serine/threonine kinase 38 (STK38), mRNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 00727o 


Homo sapiens CjABA(A) receptor-associated protein (OAJdAXAt), mKJN A 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


NM 007246 


tt 1111*1 /■» ■« *■ S~¥~~\ 1 * 1 _ X /TV T TTT ^\ "0"KT A 

Homo sapiens kelch-hke 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM_006482 


Homo sapiens dual-specificity tyrosme-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


NM__003583 


TT • 11 • VT T"\ 1 1 1 j • 1 i 1 1 • 

Homo sapiens dual-specificity tyrosme-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1, mRNA 


NM_006484 


T T J 1 " -C ' A— A- /"T r\ 1_ 1 f j • 1 « J 1 " 1 T~» 

Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant c, mRNA 


NM_006483 


tt 11 ■ • m j y^r t"v 1 1 * . - 1 j 1 1 - i 1 — i 

Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant b, mRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcnpt vanant 2, mRNA 


NM_001644 


TT * _ 1" _ i T~k T"i "VTA 1 • j • j 1 j " _ 1 j * J _ 1 

Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 1, mRNA 


Tk. V» AT AA/*A1 /" 

NM_006936 


Homo sapiens SMT3 suppressor of mif two 3 homolog l (yeast) (SMT3H1), 

T> TvT A 

mRNA 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


NM 006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 

11 1 * x* / ."V /"T*vTl r/*n \ T^k "V T A 

homologous recombination (yeast) (DMCl), mRNA 


NM_J)07021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


NM_007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6), mRNA 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
!SJbC4 (bxiC4JL), mKJN A 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


NM 006746 


Homo sapiens sex comb on rmdleg-like l (Drosophila) (SCMLl), mRNA 


NM 006824 


Homo sapiens EBNAl binding protein 2 (EBNA1BP2), mRNA 


NM_005922 


Homo sapiens rmtogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 1, mRNA 


NM_006807 


tt 1 11 1i /t rr> i i 1 1 t*v 1*1 N /" y*^iT^» T 1 X 

Homo sapiens chromobox homolog 1 (HP1 beta homolog Drosophila ) (CBX1), 
mRNA 


NM_006734 


TT *1 1/*"' . T1 1*1* A ' ^\ 

Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIVEP2), mRNA 


NM_(J06732 


Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), 
mRNA 


NM_006729 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 

1 S£ nVRTMA 
1J>0, I1Ll\J.N/\ 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFDA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


NM_006509 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RJELB), 
mRNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM 006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM_001211 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog beta 
(yeast) (BUB IB), mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 006377 


Homo sapiens unc-13-like (C. elegans) (UNCI 3), mRNA 


NM_006357 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3), mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NM 006271 


Homo sapiens SI 00 calcium binding protein Al (S100A1), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NM_006168 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA ~ 


NM_006167 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3A), 
mRNA 


NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAP), mRNA 


NM_006306 


Homo sapiens SMC1 structural maintenance of chromosomes 1-like 1 (yeast) 
(SMC1L1), mRNA 


NM 006461 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNK1), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 


NM 006321 


Homo sapiens ariadne homolog 2 (Drosophila) (ARIH2), mRNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 


xnv /f nn coo 


rtoiiio Sapiens sine uuuns nomeooox injuiuiug i ^jum-uouj-uiiici^ ^oia i iiuvin^v 


NM 006089 ! 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


■v tti it t\r\ c c\a f\ 

NM 005980 


Homo sapiens oiuu calcium binding protein r t^oiuurj, nxKJN/\ 


NM. 005979 


Homo sapiens S100 calcium binding protein A13 (S100A13), mRNA 


NM_005938 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM_005937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to;, 6 (MLLT6), mRNA 


NM 005936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM 005935 


Homo sapiens myeioia/iympnoia or mixea-nneage leuicemia ^triuiorax nomoiog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM_005934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


NM_005933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MIX), mRNA 


NM 005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


NM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NM__005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 


NM_005902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 

/TV AT A T\TTO\ -^."DTVTA 

(MADH3), mRNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila); 

/■» jf A TNT TO \ T> XT A 

(MADH2), mRNA 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


-v TTV /T C\f\ /'An 

NM 006033 


Homo sapiens lipase, endothelial (LJLPCj), mKJNA 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 
mKJNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A tnioiase) (AtAAZ ), nuclear gene encoding mitocnonanai proxem, 
mKJNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM_006110 


Homo sapiens CD2 antigen (cytoplasmic tail) binding protein z (CJDzrJrz J, 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


NM_004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140bc, mRNA 


xnv/f nn-dnoo 

IN IV1_JJ Uh-UZ Z 


riomo sapiens uystropnin ^muscular aysiropny, ±-/uciieiiiic miu iDcuKer lypes^, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140b, mRNA 
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NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140c, mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 1 ab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 1 a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 1 , mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 1 1 6, mRNA 


NM_004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_004011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1 , mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p 1 , mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NM_004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427m, mRNA 


NM_000109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM 005632 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


NM_005621 


Homo sapiens SI 00 calcium binding protein A12 (calgranulin C) (S100A12), 
mRNA 


"KTTV K f\r\ C /? f\ 

NM_005620 


Homo sapiens S 100 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM_005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE1 1A), mRNA 
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NM_005590 


Homo sapiens MRE11 meiotic recombination 11 homolog A (S. cerevisiae) 

^XVLKJDi 1AJ, ixixvln/y 


■V.TTV iff AACCOC 

NM_0055b5 


Homo sapiens JVLAJJ, mothers against aecapentapiegic nomoiog o \jjrosopniia^ 

^JVl/VJL/XlOj, InJKiN/V 


NM 0UD->o4 


xiomo sapiens maD-zi-nice 1 eiegansj ^lvxrvDzii^ij, miviN^v 




xiomo sapiens lympnocyte anngen oh nomoiog, rduiuproiecuve iujkl/ ^niuubcy 
(LY64), mRNA 


JNM UUjOO/ 


xiomo sapiens zinc linger protein lvd nomoiog ^mousej ^rr ivoj, mrsj.N/\ 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunit B 1 (KATNB1), mRNA 


NM UUjooU 


xiomo sapiens iouistatin-iiKe d v secreiea glycoprotein j ^roiLjj, mrsj.Nrv 


Tv TA A AAC7^0 

JNM OuD/!>o 


xiomo sapiens neterogeneous nuciear riDonucieoproxein i\d ^j^nxvt/yjj, mrviN/\ 


TV TA K AAC CIA 

JNM_UU!>M0 


riomo sapiens oom-o nomoiog l, [\^. eiegansj ^UKjjyiDjL,), uanscnpi variant z, 
mrvIN A 


XTA/T AA?7A^ 
JNM_UU-> /DO 


xiomo sapiens JrxiJtvJVi, rviiOvjxix ^/Aj^Jrivjrxj/X j dnu piechj>iTin ciumam proicui i 
^cnoncuocyxe^eriveuj ^jr/\rvx 1 ), itiivin/\ 


JN1V1 uuo/zz 


xiomo sapiens Aivrz <iuiin"*rcidicti piotciii ±* iiLyiiiuiug ^ycaoij ^^vv^iiv^j, hjx\j.>i^v 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


JNJVL UUD 1 /U 


xiomo sapiens acnaete-scute compiex-nive z ^x^robopmiaj ^^vo^i^zj, iiixsj.n^v 


JNivl UU04ZO 


xiomo sapiens uimor proxem pjj oinaing protein, z jjorz;, iiixu.n^\ 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOM1L1), mRNA 


JNM UU34bo 


riomo sapiens target or myoi ^cmcKenj ^ivjrviij, mxviN/v 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (bRC), niKJNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SDG), mRNA 


\t» r r\r\ C AAA 

NM_005444 


Homo sapiens RCD1 required tor cell airierentiationl homolog (o. pombe) 
(RQCD1), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(1VL 1 (^i^zj, rniviN A. 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 

mivJNA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


NM_005307 


Homo sapiens G protein-coupled receptor kinase 2-like (Drosophila) (GPRK2L), 

mJKJN A 


XTA/T AA^OAO 

JN JV1_UU!) ZOZ 


Homo sapiens growth factor, augmenter of liver regeneration (ERV 1 homolog, 
o. cerevisiaej ^vjj/xuk.^, mrviNA 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 

IILtvlN Jr\. 


NM 005257 


Homo sapiens GAT A binding protein 6 (GATA6), mRNA 


XTA A 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NM_005239 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 

\J1 1 oZ ), ITLKiNA 


1N1V1 UUjZjj 


T-Tnmn ccmipn c i7_*»-rl^_o or*\rf1-»T*r\V\1 rx cf"i r> l^iilri^miJ^ \/iT*?il civic no f*ne* Vkomnloo" 4 ( an i 
XxUlliVJ oalJX^iio V'CIU o CI y LIll UUicloLIv* ICLlivC/lllla. vu ai v^iiV/^J^wllw livJiiiwlu^ "t yav icllaj 

(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DREL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 



263 



BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
(CRKL), mRNA 


NM 005197 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 
(CER1), mRNA 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
(SMC4L1), mRNA 


NM 005169 


Homo sapiens aristaless homeobox (Drosophila) (ARIX), mRNA 


NM_005078 


Homo sapiens transducin-like enhancer of split 3 (E(spl) homolog, Drosophila) 
JTLE3),mRNA 


NM_005077 


Homo sapiens transducin-like enhancer of split 1 (E(spl) homolog, Drosophila) 
(TLE1), mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


NM 005067 


Homo sapiens seven in absentia homolog 2 (Drosophila) (SIAH2), mRNA 


NM_005138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma binding protein 2 (RBBP2), mRNA 


NM 005053 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


NM_005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 
(NHP2L1), mRNA 


NM 004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NM_004788 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NMJ304602 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NMJ304593 


Homo sapiens splicing factor, argmine/serine-rich 10 (transformer 2 homolog, 
Drosophila) (SFRS 10), mRNA 


NM_004206 j 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA ! 


NM_004657 


Homo sapiens serum deprivation response (phosphatidylserine binding protein) 
(SDPR), mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 
mRNA 


NM 004164 


Homo sapiens retinol binding protein 2, cellular (RBP2), mRNA 


NM 004584 


Homo sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM__004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET1124ike (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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XT\/f f\f\A<A1 
JN1V1 \J\JHDOL 


irtorno sapiens uvo-uivc l^jL/rosopmiaj \kj v ujui^j iijjxin^. 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC1L), 

mT> XT A ! 
niKJN/Y 


1NIV1 UU4D.P / 


riomo sapiens rvotcn nomoiog *+ ^JLyrosopniioj ^rs v_p x v^n>+ y , iiuviN/A. 


XTTV/T AA/1CAG 


xiomo sapiens iN-myristoyiuransierase z ^rNiviizy, iiixvin/a 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


TvTTVyf AA/1 1 AH 


riomo sapiens oeveiopmentaiiy regulated uir oinaing protein i \jljisxjlj 9 

ml? XT A 


NMJ)04851 


Homo sapiens pronapsin A (NAP1), mRNA 




riomo sapiens myosin Dinuing protein iast type ^ivi x xxr^zj, mrviN/v 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
JJrosopnilaj; translocated to, o (JVLL,l,ijj, mrsiN/Y 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


NM_004526 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 
cerevisiae) ^iVi^JYiz^, miviN/Y 


XTTV X A A /lOOQ 

JNM_UU4ozy 


xiomo sapiens lympnocyte antigen yn nomoiog, acuvaung inis. -receptor, iniv- 
p46, (mouse) (LY94), mRNA 


XTA4" (\(\A~IAA 

JNM._UU4 /44 


xiomo sapiens lecitmn retmoi acyitransierase ^jpnospnauayicnoiine — retinoi \j~ 
acyitransierase ) yL^fs*j\ i ^, iriiviN/\ 


JNlvi UU43ZH- 


riomo sapiens letnai giant larvae nomoiog z. ^i-prosopmia^ ^i^Ijvji^zj, iiirNj.N^-v 


XTl\/f AA/1 1 AH 
INIVl {JVhLhKj 


iriomo sapiens letnai giant larvae nomoiog i ^l^rosopniid.^ ^i^i^^uri— i j, iiis\±\r\. 


xnv/r aa/ioo'") 
iNM_UU4yZ^ 


riomo sapiens oxi^z^f reiatea gene iamny, memoer ^o. cereviside; ^oxiv^z.H-v^^, 
niiviN/\ 


XTTV/T AA^d^AS 


riomo sapiens lsopentenyi-uipnospnate ueita isomerase ^jul'ii rrusjNjrv 


NM 004507 


Homo sapiens HUS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


JNJV1 UU4ZOZ 


riomo sapiens airway trypsm-iiKe protease ^ri/\i ) 9 tyukisj\ 


XTTV/T f\f\A~7<' r > 
INIVl UU4 /DZ 


riomo sapiens gnai ceus missing nomoiog o \jL/rosopmiaj ^o^ivjld^, rnxviN/^ 


INIVl UU^Kt / / 


riomo sapiens rorijj region gene i ^rxvvji ), rnrviN/\ 


XTTA/T HOilid^^ 
INIVl UU^^+Oj 


riomo sapiens iaciogenitai dysplasia ^/\arsKog-oct>it synuronic^ ^rvjj_y i ), nusjr*i\ 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
polypeptide {r ^rirv iuj, iru\_LN/\ 


XTTVvT (\f\A A<& 
INIVl 1)1/4*0 0 


riomo sapiens ennancer 01 zeste nomoiog z ^urosopmia^ ^jD^ri^.j, rrixviN/\ 


XTTV/T (\C\A i aa 
JNM UU41UU 


riomo sapiens eyes aosent nomoiog *+ ^JL/rosopniiaj \p* x/v^+j, rnrviN/\ 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


XTTV/T (\f\AAAQ 

JNM_UU444o 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


XTTV/T C\C\AAA^ 

JNM UU44hD 


riomo sapiens riprit>o ^jDxxiJDOj, mxsJN/\ 


XTA/T AAzLllA 


riomo sapiens enoosuiime aipna ^xmno/vj, mxviN/v 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen r> ) ynj\^/\ v lz ), mrviN/v 


xnv/i aa/io'ja 


xiomo sapiens enuoinenai oinerentiation, spningoiipid o-protein-coupieo 
receptor, d ^ni_p^jj Trii\jN/\. 


XJN/T AA4491 


numo Sapiens disncvciicd, usii iioinoivpg i yLJiKj^uyiiiicLj \u v jli j 3 iiixvln-tv 


XTTV/T AAzl^QO 


nomo sapiens JLyii/viJ/ri ^/\sp-oiu-/via-/\sp/riisy dox polypeptide 11 ^ul i -hkc 

Vi£ k lir*c» cp V»r\Tnr\lXcr Q c e^rf^~\r\ ci c\ f*\ ( f iTl'V 1 1 l fTS^TiCfriT^t "v/o-ri i^trf ttiT^XJA 
HC-llOctoC' ilVPlllLrlVJg, O . L/ClCVlolaw^ ^l/J-/i\l 1^, 11 (UlOvi 1JJL vol lain, x., nu\j.^rv 


iNivi yjyjt+D f o 


T-TrMTkrt cqt^i t^rt c r'plliilcjr* rf*t\nr\^r* opiH l-xinHiTiO' nrntpin 1 /V" r R ATAT^I^ ml? XI A 
XXVPIHU SapiCIlS UCllUlal ICLIJIUIO a.l'lli UillU.Ulg piLILClIl I ^\_/JVrtX)r 17, lllXSJLN^V 


NM 00489S 


Homo sapiens clock homolog (mouse) (CLOCK), mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CALB3), mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


NM_004725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast) 
(BUB3), mRNA 


NM_004336 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog (yeast) 
(BUB 1), mRNA 


NM_004331 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-like (BNIP3L), 
mRNA 


NM_004328 


Homo sapiens BCSl-like (yeast) (BCS1L), mRNA 


NM 004045 


Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA 


NM 004849 


Homo sapiens APG5 autophagy 5 -like (S. cerevisiae) (APG5L), mRNA 


NM_004674 


Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L), 
mRNA 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1), mRNA 


NM 004707 


Homo sapiens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mRNA 


NM 004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMK1), mRNA 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000435 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


NM_000251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 
(MSH2), mRNA 


NM_000249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 
(MLH1), mRNA 


NM 000210 


Homo sapiens integrin, alpha 6 (ITGA6), mRNA 


NM 001537 


Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L), mRNA 


NM 001458 


Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA 


NM_001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 
mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


NM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


NM_001340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 
mRNA 


NM_001326 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kD 
(CSTF3), mRNA 


NM_001325 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kD 
(CSTF2), mRNA 


NM_001324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kD 
(CSTF1), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37) mRNA 


NM 003409 


Homo sapiens zinc finger protein 161 homolog (mouse) (ZFP161) mRNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


NM 003390 


Homo sapiens WEE1+ homolog (S. pombe) (WEE1), mRNA 


NM 003565 


Homo sapiens unc-51-hke kinase 1 (C. elegans) (ULK1), mRNA 


NM_003345 


Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog veast) 
(UBE2I), mRNA " 


NM_003344 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolotr veasrt 
(UBE2H), mRNA 


NM_003343 


Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homnW -vea<tt\ 
(UBE2G2), mRNA 


NM_003340 


Homo sapiens ubiquitin-coniugating enzvme E2D 3 (TJRC4/S hnmnlno vmcA 
(UBE2D3), mRNA 7 


NM_003338 


Homo sapiens ubiquitin-conjugating enzyme E2D 1 (TJBC4/5 homoloe vea«5rt 
(UBE2D1), mRNA ' 


NM_00396S 


Homo sapiens ubiquitin-activating enzyme E1C (UBA3 homoloe veasrt 
(UBE1C), mRNA 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


NM 003278 


Homo sapiens tetranectin (plasminogen binding nrotein^ CTNA^i mT?MA 


NM_003260 


Homo sapiens transducm-hke enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2), mRNA 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


NM_003251 


Homo sapiens thyroid hormone responsive (SPOT14 homoW rafi rriTR^P^ 
mRNA 


NM_003250 


Homo sapiens thyroid hormone receptor, alpha (ervthroblastic leukemia vir». 

* •» XT WV -' A 5 **A|^x*c* v „/ U.JA vUluOUw iV^UlYt'lllJ.Cl VII dl I V~ 

erb-a) oncogene homolog, avian) (THRA), mRNA 


NM_003223 


Homo sapiens transcription factor AP-4 (activating enhancer binding nrntem A\ 
(TFAP4), mRNA 1 


NM_003222 


Homo sapiens transcription factor AP-2 gamma (activatine enhancer bindincr 
protein 2 gamma) (TFAP2C), mRNA 


NM_003221 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding nmtein 
2 beta) (TFAP2B), mRNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A), mRNA 


NM_000458 


Homo sapiens transcription factor 2, hepatic; LF-B3: variant henatic nuclear 
factor (TCF2), transcript variant a, mRNA 


NM 003181 


Homo sapiens T, brachyury homolog (mouse) (T), mRNA 


NM_003173 


Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 
(SUV39H1), mRNA 


NM 003171 


Homo sapiens suppressor of varl, 3-hke 1 (S. cerevisiae) (SUPV3L1), mRNA 


NM 003169 


Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae^ (SUPT5H) rrVRNA 


NM_003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1) mRNA 


NM 003599 


Homo sapiens suppressor of Tv 3 homolog (S. cerevisiae) (STTPHnTj) mRNA 


NM 003162 


Homo sapiens striatin, calmodulin binding protein (STRN) mRNA 


NM_003134 


Homo sapiens signal recognition particle 14kD (homologous Alu RNA binding 
protein) (SRP14), mRNA 


NM_003088 


Homo sapiens smged-hke (fascin homolog, sea urchin) (Drosophila) (SNL), 
mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI) mRNA 


NM 003031 


Homo sapiens seven m absentia homolog 1 (Drosophila) (SIAH1) mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH) mRNA 
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NM 003003 


Homo sapiens SEC14-like 1 (S. cerevisiae) (SEC14L1), mRNA 


NM 002983 


Homo sapiens small mducible cytokine A3 (SCYA3), mRNA 


NM_002982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 
(SCYA2), mRNA 


NM 002981 


Homo sapiens small inducible cytokine Al, 1-309 (SCYA1) mRNA 


NM 003864 


Homo sapiens sin3-associated polypeptide, 30&D (SAP30), mRNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


NM 002960 


Homo sapiens S100 calcium binding protein A3 (S100A3), mRNA 


NM_002966 


Homo sapiens S100 calcium binding protein A10 (annexin II ligand, calpactin I, 
light polypeptide (pi 1)) (S100A10), mRNA 


NM 003707 


Homo sapiens RuvB-hke 1 (E. coli) (RUVBL1), mRNA 


NM_002944 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (ROS1) 

TT» "VTA • 

mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 
(ROBOl), mRNA 


NM 000326 


Homo sapiens retinaldehyde binding protein 1 (RLBP1), mRNA 


NM 002930 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RIN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


NM_002912 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 
(REV3L), mRNA 


NM 002900 


Homo sapiens retmol binding protein 3, interstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


NM_002888 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 
(RARRES1), mRNA 


NM 002879 


Homo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 00287S 


Homo sapiens RAD51-hke 3 (S. cerevisiae) (RAD51L3), mRNA 


NM_002875 


Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S. cerevisiae) 
(RAD51), mRNA 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM_002S53 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


NM 002873 


Homo sapiens RAD17 homolog (S. pombe) (RAD 17), mRNA 


NM 000264 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2) mRNA 


NM 002616 


Homo sapiens period homolog 1 (Drosophila) (PERI), mRNA 


NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 


Homo sapiens poly(A) binding protein, cytoplasmic 1 (PABPC1), mRNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 
interacting protein) (ST13), mRNA 


NM 003715 


Homo sapiens vesicle docking protein pi 15 (PI 15), mRNA 


NM_002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


NM_002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 
mRNA 


NM 003634 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAP1), mRNA 


NM 002499 


Homo sapiens neogemn homolog 1 (chicken) (NEOl), mRNA 


IN NI_\J\JZh o*+ 


H^^sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBP1), 


NM 003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein alnha 
(NAPA), mRNA F 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) -like 2 
(MYBL2), mRNA 
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NM 002448 


Homo sapiens msh homeo box homoloe 1 (Drosonhilai flVF^Vl i mRMA 


NM_003576 


Homo sapiens serine/threonine kinase 24 fSTF,20 homolocr \/As»cti f^TXC0A\ 
mRNA 


NM 002442 


Homo sapiens musashi homolog 1 (Drosophila) (MSI1), mRNA 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


NM 002440 


Homo saniens mutS homoloe 4 (E coli) fMSH4 1 ml^NA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


NM 002405 


Homo sapiens manic fringe homoloc* rDro^onhila i fMTTTsTO i mPTslA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 


NM 002398 


xxKjiLiKj ddjji&iio iviciai, niyciuiu c-wvjinjpiw viiai integration site l nomoiog (mouse) 
(MEISl), mRNA 


NM 002393 


Hfttnn cnni pnc A/Trim 4 tmno.fcwmf^A ^T"^ 1 HnnVilp* minnio A -»-» ^ Q 

aj.vi.uvj aa^iaw iviumtj uaiiaiuiuicu D X D well tlUUDIG IIllIlUlC ^f, pjj DinQing protein 

(mouse) (MDM4), mRNA 


NM 002392 


AAuiinj oa^icxio lviu-in-i., iiaii^iuiiucu ^ i j ucii uouDic uiinuic pjj DinQing protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


NM 003906 


aavjaaa ^' oapit^ncs ivx\^iy±j 1 1 iiiii li uiiiuouiiic iiiaiiiucnance Qencienx o (o. cerevisiae) 
associated nrotein fMOM^APi m"R7\TA 


NM 002360 


iiuuiu oajjiciio v iiiai iiiuovuiuapuiicuxuiiv iiDiobaroonia oncogene nomoiog JV 
(avian) fMAFK) mRNA 


NM_002359 


Homo saniens v-msf Tnimni il na"nrtTiPi lTntip fiHroc5irr»f\m^ onprvrrpn \\r\mr^\r\cr a 
(avian) (MAFG), mRNA 


NM 003550 


Homo sapiens 1VT AD1 mitotic arrest deficient-lilrp 1 (\je>s\<s\\ nv/f AFilT 1^ m"R>JA 

xiuiiiw oupiviio iTXiTJ-/ 1 lllllV/lJU UL I L-O L V-lVAl^/lt/llL^lliVC/ 1 ^jfCdoty ^IVX/t. I J 1 1/1 J 5 111 i\ LN jt\ 


NM 003937 


Homo saniens kvnureninase nL-lcvnurenine hvdrnla^e^ n<r VlsJT J\ mPTsJA 


NM 002269 


Homo saniens karvonberin alnha S rimnorrin alnha f%\ fPCPfsTA^ mPTsJA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NM_002202 


Homo saniens ISL1 transcrintion fartnr T TM/hnm^nHnmflin ^idp»t 1"\ /'TQT 1\ 
mRNA 


NM 003604 


Homo saniens insulin rerentnr <:iiV>Qtr5»t'< : * 4 iTR^d.^ ml? XT A 


NM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2), mRNA 


NM 003866 


numu j>d.piciit> iiiubiiui poiypnospnaLe-^f-pnospnaLase, rype 11, iudkjj ^1JN""4Jd) 5 
mRNA 


NM 001536 


j-j-^niv o<a.|^i^iid i-LLvj. x j. luuviNi iiicLiiy i traiibicrabe-iiKe a cerevisiae) 
fHRMTlL2) mRNA 


NMJ)01535 


Homo sapiens HMT1 hnRNP methylrransferase-like 1 (S. cerevisiae) 
(HRMT1L1) mRNA 


NM_003806 


Homo saniens Harakiri RCT ? interar*tina nrntpin fcrwitn in q rnilv Hr^rYloiTl^ 

iiuiiiu oapiwio LiciL ciivii. i, uv^j^z, lllltl clV Llllg piULClll ^UUIlLalllb UlUy XJ JTl J QOlTiaini 

(HRK), mRNA 


NM 002152 


Homo saniens histidine rich calcium binding nrotein HTRP^ mPTMA 


NM_002114 


Homo saniens human iTnmimnHpfiripnpv vinic tvnp T pnhnnppr ninrlirirr t-«-/-k-t-/ain 1 
aavaaav/ oupivnc iiuiuuii iiiu.iiwiAv^u-^xiv./iC'iiv^j' viiiio LYUC x tLiiioiiv^C'i Ulllvllllt pit/LClU 1 

(HJVEPl), mRNA 


NM 003710 


Homo saniens serine nrotease inhibitor Knnit^ tvnp 1 fSPTNTI^ mR"NTA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


NM 000839 


Homo saniens fflutamate recentnr metabotrnmV 9 (CtRI^A'} i mRTsJA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


NM_003878 


Homo ^aniens Pflm Til 3 - O" 1 1 1 tn m vl "\ rr\ rr\ 1 c /=» ( n r\rt 1 1 1 era c ^* 4-V\l"\/lT\r\1 \/ftoTYirv>o n+*-»-«-»i rl 

xxyjiiiKj oajjiviu ^ctuxiiia giu.Ldiiiyi nytinjiaoc ^cuiij ugaoc, 1-uiyip^iygarnrnagiuxarnyi 
hvdrolase) (GGH) mRNA 


NM_001488 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeastVlike (TADA2L), 
mRNA 


NM_001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA "1 
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NM 002051 


Homo sapiens GATA binding protein 3 (GATA3), mRNA 


NM 002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA 


NMJ)02049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA1), 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (GAB1), mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


NM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA j 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FIJI), mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1), mRNA 


NM_001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1), 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 


NM_003584 


Homo sapiens dual specificity phosphatase 11 (RNA/RNP complex 1- 
interacting) (DUSP 1 1 ), mRNA 


NM_003859 


Homo sapiens dolichyl-phosphate mannosyltransf erase polypeptide 1, catalytic 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adipsin) (DF), mRNA 


NM_003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1, mRNA 


NMJ)01343 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2), mRNA 


NM__001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1), 
mRNA 


NM 001316 


Homo sapiens CSE1 chromosome segregation l-like (yeast) (CSE1L), mRNA 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


NM 003909 


Homo sapiens copine EI (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N 5 polypeptide 1, 50kD (CPN1), mRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM 001280 


Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA 


NM 001274 


Homo sapiens CHK1 checkpoint homolog (S. pombe) (CHEK1) mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NM_003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 
mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB) mRNA 


NM_000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA) 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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XTA/T AA1 

JNM_UU1 zUd 


nomo sapiens I3^.uz/ aaenovirus lyisAj interacting proicm 1 ^DiNijr i j, 

UaHbOiipi VallaTll JD1NJJT 1, IIU\J.>/\ 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


XTTV/T AA97/C/C 

JNM_UU-5 /OO 


nomo sapiens Decim i ^couea-con, myosin-iiKe .dv_^.l-z interacting protein j 
(BECN1), rnKNA 


XTTVyT AAOC/C7 

JNM {JyJDDO/ 


Homo sapiens Dreast cancer anu-esirogen resistance j ^dv^akj j, miviN/\ 


XTAyf a a 1 i on 


xiomo sapiens oagpipe nomeooox nomoiog 1 ^j-zrosopmiaj ^x3/\jryvi mtviN/\ 


XT\/T Aftl /CAQ 

JNMUUloyb 


xiomo sapiens au i\JNi\. Dinamg proieiiyenoyi-^oenzynie j\ nyaraiase y/\vjn), 
nuclear gene encoding mitochondrial protein, mRNA 


JNM_UU!o IZ 


rlomo sapiens agoun signaling proiem, nonagoun nomoiog v,mousej 
mRNA 


XTA/l AA1 iC5 Q 

JNM UUloJo 


rlomo sapiens apoiipoprotem r v.-^Jr kjv ), mrviN/\ 


JNM \j\JDy / 1 


rlomo sapiens aryi nyarocaroon recepior mieracnng proxem {j\ajt), mrviN/v 


xr\ /f AA1 1^0 

JNM_UU1 Ijo 


rlomo sapiens agoun related protein nomoiog ^mouscj ^^^Ji>^ )* transcript 
variant 1, mRNA 


XTA A ACCT/I^ 

JNM_U!)oz4o 


rlomo sapiens unaj ^risp^uj nomoiog, suDiarniiy r>, memoer o vi^i > «/\J.t>o > f, 

-_«r> XT A 
mKJN A 


NM 025225 


Homo sapiens hypothetical protein dJ796H7.l (DJ796H7.1), mRNA 


XTTV K A C O 1 £L C 

INM UjoIcO 


Homo sapiens diacylglycerol acyltransferase 2-like (E)GAT2-like), mRNA 


NM_001ool 


Homo sapiens cytochrome c oxidase subunit IV isoform l (COX4I1), nuclear 
gene encouing mitocnonunai protein, mtviN/\ 


XTAyf A1 A A Ol 
JNM Ul^Kfyi 


riomo sapiens ioricneaa dox xz yr^jj^JrJ.), nuxiN/A. 


XfN/T AC /II 1 A 


Jtiomo sapiens ui^Jr-iN-acei^i-aipna-JL^-gaiaciosanTine.poiypepiiae in- 
acetyigaiactosaminyitransierase / ^o/vlin i / ), iiiivln/-v 


1N1V1 UUO/ZO 


nomo sapiens vcsicie tranici\jxig, ucdun anu aiit'iiur L/Uiiiaiimig ^j^i\_d.t\i, iiirvi n/^. 


1N1V1 UZUOOJ 


nomo sapiens l^iu-iiKe jkjio uirasc ^ i k^l^ j, mrvLN/Y 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


JNM UjZoDZ 


nomo sapiens nypotnencai zinc linger protein iviov_/Zoyo ^ivivjLxZjyoj, mrviN.rt. 


JNM Ujju4j 


nomo sapiens nypotnencai protein ivnjrL-/ZU^+ou v.ivivjv-.zu £ tou», rnrviN/\ 


INIVL UDjUI / 


nomo sapiens x\ur -rioosyitransierase d ^/\xs.i dj, iniviN/\ 


XJA/T ACOQQQ 


nomo sapiens cnernoKinc-iiKC idoior-iiivc pruLciii v_v jv.l»x^ n i ^v/jvLrn i iijxsj.nja. 


"MTV/f 0^98521 
rNivi vjjzooi 


numu bapicjio nypumcucai piuicui uj /-?*+r^i < +.j ^iiuvci v^z.xjl^. type ZiiiiL* 11113d 
rirAtein^ nvrrTr , ^0S04 > i rrVRXJA 




tfnmn QPnipn q j^TiAliTirvrvrAtf^iTi A - \/ T APOAS I tttT^ TsI A 

XlUillV^ Od-JJlt'IiO dJJUll|J*JJJl ULCL11 V ^^vJL V7A^ J y 1 1 JJA-L > JTX. 


TsTM 0S9Q60 


Watha com pne t*<^Ti n / i niTiHiTiO" thtpiI'^iti 7 iRRP 7 1 ry>J\ N A 
rruiiivj oajjiciio ictiiiuiu uiiiuiiig piuicixi / ^rvojr / lii-tvj-N .rv 




UAmn ccintpnc nannpvin ^ / L> A Xl~y^\ •mTJXJA 

numu oapiciio panncxin j ^rAi^Aj i, itjjsjln/tl 


"NTM 059 048 


TTmnr* CTnipnc cnrtino - nPYiti 9^ ^Q^TV9^^ mT? XT A 
riUillU odpiCllo &U1 Llllg IlCAiil z»U llLCVINzV 


"NTM" 0S9Q47 


Watha cpt\i pti c l^p^Ofi" o 1 t\ V* c\ n c <=» /'XJ A TlT ^ rr*»T? XJ A 
iiUIIlU oapiCIlo IlCal L aiyjlla.'-tsJ.lla.lyC yJnJ\JS^) 9 riirvlN^\. 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


XJA/T H59Qzl^ 


nuiiiLi odpiciib iiypoinciiuai proicm ivivjv^ i o^t^ i ^ivavj i 1 1, iijunjln^v 


XJA/f AC9Q/11 
IN IV1 ujZ 74 1 


TJattia ccinipno miortt/lofp l^in^inp _ r*\T*/^v^'^iT^ /l ( f^P ml) XT A 

nuiiiu oapiciio guanyiaic Dmciing proicm h ^vj ox h- iiiivi>i/-v 


XTA/T A59Q^^ 


nomu oapiciib nypotnencai protein rvivjv^zu/oi \ivi.\j\^,z,\j / oij, iiuvin/a. 


7sJTV/f 0*\9SQ0 
1N1VI UjZOjU 


noiiiu bapiciib pcptiuogiycan recognition protein j— * picuurs>ur ^iul i xvir j, iiiix-ln 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 

/CT r^O A1^ mT?XJ A 


XTM fK9C8zl 
1NM UOZOO'f 


nomo sapiens siauc acid Dinamg lg-iiKe lectin 1 1 ^oivj-ljc/V^ i i ^, tiiivln/a. 


NM 052877 


Homo saniens similar to VivnntripHral nrotein MNCb-2386 fjVTGC17544i nrRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NM_052S73 


Homo sapiens MGC16028 similar to RJKEN cDNA 1700019E19 gene 
(MGC16028),mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFT1), mRNA 


NM 052858 


Homo sapiens similar to RIKEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC143S6), 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGB1), mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NM_033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (M. musculus) (LOC92771), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3 165), mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NM_033423 


Homo sapiens similar to graruzyme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC13523 (MGC13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 DSF 
CHROMOSOME IV (MGC 19606), mRNA 


NM_033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGC 13 138 (MGC 13 138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NM_031451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TES101RP (MGC4766), mRNA 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo sapiens hypothetical protein MGC14961 (MGC14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM 033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM 033315 


Homo sapiens ras-hke protein VTS58635 (VTS58635), mRNA 


NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


xr\/f A'j'joo^ 
rMivi toozyo 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701) mRNA 


NMJ)33196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 


JNM UjjZj4 


nomo sapiens Drorner 01 k^ukj [owi/j, rruviN/\ 


JNM 


TJrtTVirx poniflnc Vii rr-^+Vi^+i a>o 1 rrona 1^1^ P*7t^ 7010 1 £zl /T^T<r*P7r\^70Tm ^Zl^ TyVRXTA 

xiomo sapiens nypoinexicai gene j^isjrzpj ioh ^jlusj^pj/uiuiohj, inxviN/Y 


JNM Uijzjy 


xiorno sapiens ^aM-xvii lnniDitory proiem i^/vivi-j^iixn j, iru\isj\ 


"MTV/T A1KO*7 

JNM \)5Ajy / 


nomo sapiens testes Qeveiopment-reiaxeu in i u-orz i ^in i u-or^i), iuxsj.n/\ 


NM__UJjZ1Z 


riomo sapiens nypotnencai gene supponeu oy dl^uu^ju/, jdv_,uuozoj 
(MGC 10992), mRNA 


JNM UjjZUo 


xiomo sapiens similar to jency ^mouse^ nornoiog-iiKc ^i_ri-/v^y i ij i j, tilivin/v 


JN JYL__U j D liO 


xiomo sapiens lactate uenyarogenase /\ -iikc ^ll/jiliJ, iniviNrv 


JNM U 1004 J 


rT nrnA canine ViW 7T> A"l ATI *\ 99 TM-ntfM-n /'Ol<r^7T , Zl'^zLP1 99^ mRNA 

xiomo sapiens Jjjsj*zvr4j'tr izz proiem js^t i^l h- j hp izz^, uixviNrv 


JNM UJZOU4 


xiomo sapiens lung aipna/oexa nyoroiase i v.i^/vdxi. i j, kjjlvin/\ 


JNM_UJZl jd 


Jtiomo sapiens nypoineiicai proiem j^isjrzL/pH-jH-iN ih i d ^jL^xvrzvr^+j^tiN ihij^, 

mPXf A 
ITlJViN/\ 


XTIV/f fH ft Qfi^ 
INlVl UjuoUj 


U nTnn ccinipnc Vi\mrktVif^fi n^l rvrr\tp»in FT T100^S rRT TIOO^S^ mPNA 

xxOinu sd.pienb nypuinciiuai prouciii jt i uuj j ^x^x-.j i j ^, iillvlnxa. 


IN1VI UZ4UOZ 


xiomo sapiens nypomencai proiem iyivj^jj jo ^ivivjrv^jjjoj, iiixviN/\ 


IN 1VJL UZ4 U J :/ 


xiomo Sapiens nypuuicLiCa.1 protein ivivh^jj jo ^ivxvjjv_xJjju v /, iiitsjin/a. 


"MTV/f nl/^/19 
INM U10J4Z 


xiomo sapiens serine/ mreomne proiem Kinase lvjLrvojv ^ivioih-^, iiuvln/a. 


XTN/T fi'3'*197 
xNJVl Uj j 1Z / 


xiomo sapiens regucaicin gene promoior region reid.iea protein ^rvvjrxxv^, iiiivln/v 


INlVl Uj jIZo 


xiomo sapiens soinuenn ^ov— -xin j 9 iillnj.n/a. 


1N1V1 vJJUJo 


xiomo oapicns nng linger proiem z*y yssj^ir j^yj, iilivin^v 


1N1V1 Ujj IlO 


xiomo sapiens nypoineiicai proiem lviov^io/ 1*+ vivivjv^io/ ih-^, miviN/Y 


1N1V1 UjjIZj 


T-Tr*-mrv conipnc tactic Hpuplnnmpnt -rp»lotf»H TsTVT> QP97 /T^TVTi QP97\ mPXTA 

xiomo sapiens lestis-Qeveiopment reiaieu in i t/-urz / ^i>j i i^-orz / iiixvin rA. 


INM UJJlZO 


xiomo sapiens senne/xnreonine Kinase xojsjliz ^xoi?wxiz > ; 5 rriiviN/\ 


JNM UJ31Z4 


xiomo sapiens in iJJ-orzo protein (^jn i jj-oxZo^, rniviN/\ 


xta/t 01*3199 
JNM UjjIZZ 


xiomo sapiens testis aeveiopment protein in i u-ojt^o ^in ii^-ojrzoj, rnxsjLN/\ 


TvTTV/T All 1 1 A 
JNM U.jo I 14 


xiomo sapiens MZ\iJJr-i protein ^ivi/\ijx-i », mjviN/v 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


INM UJ0U0/ 


homo sapiens nypotnetical piotem rU 14j i l (rLJ 14D i l ), rnruNA 


XTA/T A9/4< 1 9 

JNM UZ4D1Z 


Homo sapiens leucine-rich repeat-containing 2 (LRxvC2) ? mRNA 


inivi uuouzy 


xiomo sapiens paraneopiasuc antigen ivi/vi ^xiniyltvi j 3 miviNz-v 


iNlVl UjjUZj 


nomo sapiens nypoineiicai proiem v i^j ijji i ^ / lid j, iriiviN/v 




xiomo sapiens nomoiog oi yeast noosome oiogenesis regulatory proiem jvxvoi 

\ XvXvO 1 )y 11H\1\t\ 




nomo sapiens septm o ^oiiJr-i^, rnj\j.N/\ 


MM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


xnv/T ni99ft^ 

INlVl UJZZUO 


l-Jr»T-»-»^ coniATip Vitrr>i-»+V»<a+-ii-»o1 nrnfoin PT 19 1 7AO COX T9 1 7HO^ tyiPXTA 

riomo sapiens nypotnencai protein x'jl.jzi /uy ^rj_/jzi /uyj, mxviN/\ 


"MTV/1 019707 


nomo sapiens nypometicai protein pjuj 144^ / ^ri^j i44!7 / mxviN/\. 


INlVl UjZ*t/Z 


xiomo sapiens pepnayiproiyi isomerase ^cyciopnmn^-iiKe j ^xx jll»j), nirvLN/\ 


xr\/f ni9cn£ 

INlVl Uj/7jO 


nomo sapiens jljv-oz ^ul-jz^, rntviN/v 


INM. UjZj / / 


nomo sapiens meianoma-associateo cnonuroitm suiiaie proteogiycan-iiKe 


1N1V1 UjZ7JJ 


norno bapienb nypoineiicai proiem ivrvjo 1 1 joo ^ivxvjrv_/i i jooj, iiiivinza. 


XJ1V/T ft^9Q9Q 

1N1VI XJDJjy^y 


nuiiiu bapieno nypotiicii^ai protein lvrvjrv^ i h- / y d \xyx\j\^i.H iyD j, iiu\in/-\. 


xr\/f 019 Q9£ 
in ivi u j z y z 0 


TTrkTY-»r^ canipnc Vi-vr»-\r^tV»o+i r»o1 nrntpin ~\Af~Zf~^ 1/41/11 HV/f C^C^ 1 A 1 A 1 ^ mP\TA 

nomo sapiens nypometicai piotem ivivjr^i4i4i ^ivio^i4i4i ) 9 mruN/v 


"MTV/f 019Q97 
INlVl UjZ7Z / 


nomo sapiens nypotnencai protein ivivjv^iji jy ^rvivjv^iJ iDy), nrKiN/v 


xnv/r oi9Q9£ 

INlVl UjZyZO 


nomo sapiens nypoineiicai proiem ivivjv^i j / j / ^lviov^i j / j /), nrrvrN/\ 


NM 032921 


Homo saniens hvoothetical nrotein MGC 15 875 fMOC 15 875 1 mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 
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NM_032902 



NM 032901 



NM ,032899 
NM_032S98 



NM 032897 



NM_032896 
NM 032892 



P "° tein P hos P hatase U regulatory (inhibitor) subunit 16A 
(rrPlRloA), mRNA 



Homo sapiens hypothetic al protein MGC14288 (MGC14288). mRNA~ 



— — invj^i-T^uu yxv-Lvj^A^oo^ mKJNA 

Homo sapi ens hypothetical protein MGC14128 fM fiCiai 9R)^p>j^ 



^ -r ^"-^ muv^xz,o iivxw^ihi^o;, mKJNA 

Homo sapie ns hypothetical protein MGC14126 QAGCUl mRNA 



NM 032891 
NM 032890 



NM 032887 



NM 032885 



NM 032882 



NMJ332S81 



NM 032880 



— ±- *-r ~* kxwlwx x ivivjyinxz.u uv^yj^i^izo), mKJN A 

Homo sap iens hypothetical protein MGC14436 (MGC14436 mRNA 

HYvmn cqtmom o T-i-irvN^-v+"U~4-j > _ • ■» j-, * TZ~^n ~ ~~~~ 



— ^ < r ""jvwiju yivx\j^i^jo^ mKJ NA 

Homo sa piens hypothetical protein MGC14388 (MGC14388) . mRNA* 



— k^cvuixy^^joo uvivj^ihjoo), mKJNA 

Homo sapien s hypothetical protein MGC14161 (MGC1416 n. mRNA 



— r - — — *r * px^t^ui mu^l^iui UVlVJ^l^lOl ), mKJ NA 

Homo sapie ns hypothetical protein MGC 12928 (MGC12928\ mR NA~ 
Homo sapien s hypothetical protein MGC13 130 ( MGCA 3 1 W ™t?ma ' 

llAtV»rk nn*«.J - 1 i1 _ j ■ "li '. _. . " ~ — 



— K ""«"»"iuvi J iJU UV^VJ^i-31.3U>, mKJN A 

Homo sapien s hypothetical protein MGC16037 (M GCA firm) ™t?xt a 



-— f^^^L+A xT^ w^AVfy/^ / VXVJLVJ^IUUJ) / J 

Homo sapi ens hypothetical protein MGC15906 (MGC159Q6) 



— " r --r ~ k^^xxi iyi v jy,ij 7W ^viu^ijyu&j, mRN A 

Homo sapiens hypothetical protein MGC15827 (MGC1S827 1 mRNA 
Homo saniens TT7 snRNP. ctw^t^ <. *_ T 0* ^ ^ — 



NM 032S78 



NM 032873 



NM 032867 



NM 032865 



NM 032861 



NM 032859 



NM 032856 



NM 032855 



NM 032854 



— --^ r r vtvmivivjv,ij 0 ^/ Vivivjv^lD5Z/J, mKJ NA 

Homo sapiens U7 snRNP-spe cific Sm-like protein LSM10 flLSM l 0^ mRNA 

Hom o sapiens hypothetical protein MGC15730 (MGC157301 mRN A 

Hom o sapiens hypothetical protein MGC15677 (MGC1S677\ mRNA 

Homo Saniens hvnnth^fi^sil ™^+TT^ -K/inri-x cA^n 7H *v-.^i r- — . — 



— — - — — r*wxnxvx\j\^xj v t i ^ivhj^ioo//), m KJNA 

Hom o sapiens hypothetical protein MGC15437 (MGC1 5437 1 mRNA" 

Homo sar>ien.<: hvnr>ttv*hVal t?t ti rrrr n ^^^^C ' . , 



— K ^..wx» mu^unj / yivxvji^JLJ^ / ), mKJ 

Homo sapien s hypothetical protein FLJ14966 (FU14966). mRNA 
Homo sapien s hypothetical protein FLJ14950 (FLJ14950I mRNA 

Homo saniens hvnrktfuM-iVol cttuaii ^-t . — 



— ->r x ^ji-tjjv yri^jiHypy), mKJNA 

Homo sapie ns hypothetical protein FLJ14917 (FLJ14917), mRNA 
Homo sapie ns hypothetical protein FLJ14906 (FLJ14906X mRN A" 

Homo Sflnipnc Vi\rr»/^+J-n=i-f-i "„ T7T n ^or>o s-rvr . ^ . . — 



~— i s r ^w ^a^ x wi^vv; IJ- J^J iHyuo; s mruNA 

Homo sapie ns hypothetical protein FLJ14888 (FLJ14888), m RNA 



— ' — ^wwx^x A ^ x-rooo yrj^ji^ooo^ 

Homo sapie ns hematopoietic SH2 protein (HSH2X m RNA 



NM 032850 



NM 032849 



NM 032847 



Homo sapie ns hypothetical protein FLJ14871 (FLJ1487n . mRNA 

Homo sar>ie:ns Ti\mrd4^^^rTT3Z^ — . — 



— ^ Jr x ^mo/ i ijti^ji^o/ jj, itlkina 

Homo sapiens hypothetical protein FLJ14840 (FLJ14840 V mRNA 

HomO Saniens hvnrkfh^+^ol T7T n ^ no ^ ^ T -r^ — ' — 



NM_ 032846 



NM 032844 



NM 032843 



NM 032842 



NM 032840 



NM 032839 



NM 032837 



NM 032836 



NM_032834 



— 4 — k^v^^^x x x^j x ^o-tu yx-juj x^o^fU), mKJNA 

Homo sapie ns hypothetical protein FLJ14834 (FLJ14834 I mRNA " 



^ w pu^ux^itoj ^ ^JUJ1^5J^J ? mK JNA 

Ho mo sapiens hypothetical protein FLJ14825 (FLJ14825 1 mRNA 



— — ■ * j ! ^ * ^ mo^j juj i^f&ZD ), mKJNA 

Ho mo sapiens hypothetical protein FLJ14824 CFLJ14824V mR NA 



— — r- , x ^iito ^ ^x-j^j itoztj, mKJNA 

Homo sapie ns hypothetical protein FLJ14813 (FLJ14813 1 mRNA 

Homo sanienc V>\mr*fK^+^r,l I — n *r>i^ ^t-.^ . ' ■ ■ 



^- ^v^vui^ji^j j yjr^ji^oij;, mKJNA 

Homo sapie ns hypothetical protein FLJ14810 (FLJMSIO^) mRNA" 
Homo 



— ^ ^ r k-^vw " x mto ivj ^LJIHOIUJ, mKJNA 

Homo sapie ns hypothetical protein FLJ14803 (FLJ14803), mRNA 
Homo sapiens hypothetical protein FLJ14800 (FLJ148001 mRNA 

Homo sanienc Vi a rr\ r\+Uf±+i^r>'\ t^t t-i A^n* X-,^ . — ^T: 



— ^ ^ r r x x ito w yx-juj iH>ouuj, IX1KJNA 

Homo sapiens hypothetical protein FLJ14784 (FLJ14784 ). mRNA 



~ — ^^-wx i x ^ix-t/o*t yr.L,Ji^/g>^, mKJNA 

Homo sapiens hypothetical protein FLJ14775 (FLJ14775 mRNA 

Homn sanipnc V»^rrAi-\+V»^+i^^i t-«t ti a^^^s . ■ — ■ 



NM_032833 



NM_032832 



— ~ ■■ ^ lvtv m x-m>t/ / j ^■LJl^tZ/Dj, ITlKi NA 

Homo sapiens hypothetical protein FLJ14768 (FU147 68), mRNA 
Homo sam'mc V»\m^+Vi^^*>i ^ZZZTZIZ tt-t ti a^,-« ,™ T . . ' — ~ — 



— ~ ^ r ^^ww^x^i-t/ u o yri^j lh/vcs), mKiN A 

H omo sapiens hypothetical protein FLJ1475 1 (FLJ1475 1). mRNA " 

Hnmn sanipnc nmtoin ^u~~~t~~j. t 7~ T. , . — : 



— ^ * t-—^^ xj^L^,j L ^rjuJiH/DL), mKJNA 

^IrSb) PhOSphataSC T ' rotary (inhibitor) subunit 15B 



NM_032831 



NM 032830 



NM 032829 



NM 032S28 



Homo sapiens hypothetical protein FLJ1473S (FLJ1473 5~). mRNA 
Hnmn sanipns rAP.KmJ™ A-- . _ 5 : : r. — 



— >-. - -r - '"»'•'■' mKJNA 

Honwsapiens CAP-bmding protein complex interacting protein 2 (CBCff 2), 



Homo sapiens hypothetical protein FLJ14728 (FLJ14728), mRNA" 

Homo SaniPnQ Vivnrktl-i^^^l rrr ti >i »t^-. ^r-,T- . - . ? — : — 



NM 032827 



NM 032826 



NM 032825 



— ^ , v.x. A x ^ j.-t/^q lfLJ H^ ITLKTMA 

Homo sapie ns hypothetical protein FLJ14721 (FLJ14721) , mRNA" 

Hnmn sam'pnc nWnm'^« ttt>t? n /rmr- n\ ^TT] ~ — 



— — ^ , " ^ X-T/^J, V 

Homo sapiens ubiqmtin UBF-fl (UBF-fl), mRNA 



Homo sapiens hyp othetical protein FLJ14708 (FLJ14708 X mRNA" 
Homo saniens hvnrkfhfvhVoi «TI*I7I ttt ti ^ ^t t-. ^ — _ ^ _ . — 



NM 032821 



NM__032S17 



NM 032816 



NM 032814 



NM 032811 



— ^ " ' x ^ l-r / VQ ^JTJ^JI^/UO;, mKJNA 

Homo sapiens hypothetical protein FLJ14697 (FLJ14697) , mRNA" 
Homo saniens hvnr*tVi^~oi t?t T i a /-t t- — 



~ ^ --^ — r x y^^xxx x ^ i>tu7 / j^j x-tuy / mKJNA 

Homo sapiens hypothetical protein FLT14686 (FLJ14686) , mRNA 
Homo saniens hvr^TTwT^TrZ^ — 



— r u ^ f " *■ XwjA^ooo itjUJIHOOOJ, mKJ NA 

Homo sapiens hyp_ othetica3protein FLJ14665 (FLJ14665)^ RNA 

Hnmn ccinipnc Vi^m rt +U-i: i j - ^Z~~Z7Z TZTTZ. — . _ . _ 



Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA ~ 
Homo sapiens hypotheti cal protein FLJ14640 (FLJ14640)' mRNA " 
Homo sapiens hypothetical protein FL.TI4627 (FU14627), mRNA 
Homo sapiens h ypothetical protein FL.T14621 (FU14621), mRNA 
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INIVI UjZoIU 


TJ nTTin ccmi'pnc: hvnnfhpfiral nrnfpin FT Tl 4600 fPT T14600* mT?T\T A 
xiomo sapiciia iiypuiiiciii/di proiem rLfJituvU ^ir i^j i , -t\j\j\j j 7 iiitvln^v 


JNJV1 UjZouy 


TT AT nn conipTiQ Trv/nofh^tipol nrnfpin "FT T14^Q6 fRT T1 4SQ6 1 mT?7\J A 
riomo sapiens nypoiiieuudi protein rj-Jitj^o ^rbj iHjyuj, hixvin/a. 


INIVI UjZoUo 


xiomo sapiens iiypouictioai protein risJ ih-jizh- ^ruitjy'Tj, iiixv_ln./tl 


JNIVI UjZoU/ 


TT Arn r> cantpnc Vrtmr\+hptir»o1 T-\rr\t^in "PT T14^QO f Th T Tl 4^Q0^ mP"MA 

xiomo Sapiens nypoineucai protein x*i_*j i*+Dy\j rnxvLN/\ 


1N1V1 UjZoUO 


TJi-»rr»r» coni p»n c Vi\/nr*tV>p1"ir v o1 nr-rv+pi-n "PT T1 A.^f\& I l-»'T T 1 A^f\(-\\ ml? "NT A 

xioniu sapiens irypotucui/ai protein jtjujihjoo ^.tjl»j ihjuu^, iiuvLNrv 


1N1V1 UjZoUj 


xxomo sapiens iiypoiiiciiocu pioieiii itj-<j i4j 4 t7 ^rui'+j'Tyj} iiiiv±N.rx 


XN1VL UjZOUZ 


T-Tr\mr\ conipnc Vi\/r»ntVipfir^l rvrntpin PT Tl 4^40 fT*l T1 4S40 \ nYRlNJA 

tiomt) sapiens 113 poLiiciiodi pioicin rijj itjHu ^rjLJ i t Tj < +vy, iijxsj.n^v 


iNivi ujz / yy 


IJnnirt conipnc V»\/r\r\tV»<='fi r»c»l -rvrrvt-p»in PT T1 4^94 /HPT T14S94^ mT?TsJA 

xiomo sapiens nypomeueai pioieiii r juj ih-j^h- ^i/i^j i hjzh y , iiu\_ln^v 


XTA/T fi'*97Q£ 
INIVI \JDZ/yO 


XTomo sapiens rescrveu. i r\± xj, liiisjsst\. 


"NTA/f 039709 

iNivi UjZ /yz 


xiomo sapiens nypotneiieai pioieiii r jl^j ihhou ^rLJ i4*touj, iiixvln^v 


INIVI UjZ/VU 


xxorno sapiens nypoLncLieai protein jtajJIH'+oo i44uo;, iillvin/a. 


INJML UjZ/oo 


TTz-vrrt^ conipnc V»imrvtVi<»'Hr'«al T^f/Afi=»in "PT T1 44^7 /TRT T1 44^7"\ -mT?lSj A 

xiOTno Sapiens nypotneticai proiem ri^j ihhd / {^ri^j lhhd / j 9 jjusssix 


JNiVI UjZ/o/ 


xiomo Sapiens nypotnencai proiem rLj lhhdh ^j/i_.j i £ HtjHj, iiiJtsjL^/A. 


JNIVI UjZ/oO 


xiomo sapiens nypometieai protein x l^j ihhj i ^j/x^j i*+hj i iiiivin/a. 


INIVI UjZ/oj 


ITAtYiA conipnc ViArr»r\t"h<=*ti V q 1 nrrkf<=MTi "PT Tl 4449 /T7T T1 4449 1 mT?T\J A 

xxomo sapiens nypotnc 1100.1 protein ru 1 n^+Hz ^x^x-»j i*-H+*tz.^ ? iiixvinxa. 


XT\/T A'39781 
JNIVI UjZ/ 61 


p" ATnn emi/'ne Vi\m/~vtVi^ti r»a 1 T-vrr\t^ir-» "PT T14497 /ThT T1 449 7^ rnPNA 

jnLomo sapiens nypomctieai protein r i*+h-z. / ^ri_«j ih^+z. / ^, iijxvrN-rv 


INIVI UjZ/oU 


xxomo sapiens nypouictieai piotcin rr/j 14J77 \^ x_»j L*-r^>yyj } iilcvx^^v 


"WA/f A1977Q 
INIVI UjZ / /y 


xiomo Sapiens nypouictiuai piotcin ri^j ih-j^ / ^x^x-fj i^jy/ j, nuviN-rv 


"M1WT H3977R 
INIVI UjZ / / o 


XXOlilO SapiClla liy pLUllCLlV^ai piLILClll rijJ 1*tJj7J X_(J ltJ7J J.11XVX> -TV 


INIVI UjZ / / J 


xxomo Sapiens nypoLiictiL/ai piotcin rivj ltoou ^rLiJinjuuj, iiuxxn/a. 


XTTV/f ^9773 
JNJV1 UjZ//J 


riomo Sapiens nypometicai proiem iviov^f izo ^lvio'O'+izoj, rnrsj.N/\ 


"NJA^ fi79779 
INIVI UjZ / /Z 


riomo sapiens nypotnencai proiem ivio'ozjjj ^xvivjv^zjjj^, iilixin/\ 


XTTV/f A10771 

JNJYL UjZ / / 1 


xiomo sapiens nypotneticai proiem ivivji^izzi / ^ivio^izzi / j, mjviN/v 


JNIVI UjZ / /U 


xiomo sapiens nypoineucai protein ivivji^iozyi ^ivivjrv_xioz!/i j 7 nitviN/\ 


INJVI UjZ /CO 


riomo sapiens nypometicai proiem ivrvj^ioi / j ^ivivjv_xioi / jj, mx\j.N/\ 


JNIVI UjZ /OH 


xiomo sapiens nypoineucai proiem rvio^ioi jj ^ivxo^ioijjj, nixviN/v 


JNIVI UjZ/OZ 


riomo sapiens nypoineucai pro tern ivivj^ i o i z i ^ivivjv_, loizi j, iuj\±\r\. 


INIVI UjZ/OI 


xiomo sapiens nypotneticai protein lvivjrv^ i oo / j ^ivivj iuu / j /, iiiinj-n^a. 


in ivi u j z / j y 


PTrkmrk conipnc TiA/r»r\tTi^tir>al nrofpin PT T1 1 ^9R ^PT T1 1 *^9R^ mT?T\TA 

xiomo sapiens nypotneticai protein rr/Ji iozo ^jtxjJ^i ij^oj, iiuviNi-v 


INIVI UJZ /jo 


xiomo sapiens nypoinencai proiem ivio^i jh-o ^iviu^ij'toj, nxtviNy-v 


"MA/T 0397^7 
INIVI UjZ / j / 


xiomo sapiens nypoinericai proiem ivivj^-i j / uj ^ivlov^i j /uj y, iiixvin/tl 


INiVI UjZ/jj 


xiomo sapiens nypotneticai proiem rviov^i joj^f ^ivlvji^i dodhj, itlivin/a. 


INIVI UjZ/jI 


xiomo sapiens nypoineucai proiem iviov^i jju^f ^ivivjv^i jduhj, uixvin/a. 


INIVI UjZ/jU 


xiomo sapiens nypoineucai proiem ivivja^i j^fzy ^lviov^i j*+z!7j, miviN/\ 


TsJA/T H39747 
INIVI UjZ/*+/ 


xiomo sapiens nypoineucai proiem ivivjA^i-HOi/ / ^ivivj:v^i*+oy / j, iiu\A\r\ 


"NTM" 01974£ 


xiomo sapiens nypometicai pioieiii ivivjv^i^j jo v,-t VA ^- J ^- /A -^'-'-' 0 ^5 iiixvi^^v 


taJM 0^9740 

lNlVX \J D A. I L -r\J 


xionio sapiens nypoineucai piuLcm ivxvjrv^jjy i ^ivj.vj;v_-j jj? i y, iiixnj.n^a. 




xxtJiiuj oapiciJcj iiy puLiicti^/ai pujit/in ivxvjVw-jj / v ^ivivjvjj iiixvi^z*. 


NM 032735 


Homo sapiens hypothetical protein MGC13168 (MGC13168), mRNA 


INIVI UjZ / j j 


tr A mA conipnc n\mn+ViPti r»o1 nrrkfpin AA(~±f~*'\ 9A7Q /'A/lf^r^l 9 £7 OA -mPXT A 

xiomo sapiens nypoineucai protein iviov-/ 1 zo / y ^ivi\j^i^o /y) 9 inrsj-Nrv 


"WTA/f 039739 
INIVI UjZ/jZ 


xiomo sapiens nypoineucai proiem ivivj^iu/oj ^ivivjr\^io/oj^ 5 iiiivi>i/\ 


XTN/f 039731 
INIVI UjZ/jI 


T^AmA conipnc Viim/-v+Vipfi /^ol nrAfpin AAC^f^l AL^L {AA(~±{~^^ A'Z^'W n-i"PXTA 

xiomo sapiens nypoineucai protein ivivjr^-i*+jjj ^ivivjv^ihjjj^, mxviN/\ 


TvTA/f 039730 

INIVI UjZ/jU 


xiomo sapiens iNvjijvj-mieraciing miiocnonunai proiem ^iNnvix ), rnrviN/v 


TsJAtT 039797 
INIVI__UjZ / Z / 


xiomo sapiens lniernexin neuronal iniermeaiaie niameni proiem, aipna ^iinaj, 

mPMA 
mjviN/\ 


NM 032726 


Homo sapiens hypothetical protein MGC 12837 (MGC 12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC 13 125 (MGC 13 125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC13269 (MGC 13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 1314 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC1 1332), mRNA 
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NM 032717 


Homo sapiens hypothetical protein MGC1 1324 (MGC1 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGC 13047 (MGC13047), mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGC1 1082 (MGC1 1082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MGC13198 (MGC13198), mRNA 


NM 032687 


Homo sapiens hypothetical protein MGC13010 (MGC13010), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC 12972 (MGC12972), mRNA 


NM 032680 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 


NM 032673 


Homo sapiens hypothetical protein MGC10882 (MGC10882), mRNA 


NM 032671 


Homo sapiens hypothetical protein MGC10814 (MGC10814), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGC1 1 141 (MGC1 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical protein MGC10702 (MGC10702), mRNA 


NM 032658 


Homo sapiens hypothetical protein MGC10701 (MGC10701), mRNA 


NM 032654 


Homo sapiens hypothetical protein MGC 10981 (MGC 10981), mRNA 


NM 032653 


Homo sapiens hypothetical protein MGC10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC10820 (MGC10820), mRNA 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3 1 8 1 (MGC3 181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM 032622 


Homo sapiens multi-PDZ-domain-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARL), mRNA 


NM_032498 


Homo sapiens homeobox protein from AL5 90526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP17 (NYD-SP17) mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP18 (NYD-SP18), mRNA 


NM 032594 


Homo sapiens msulinoma-associated protein IA-6 (INSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo sapiens Kruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


NM_032573 


Homo sapiens testis-specific protein TSP-NY (TSP-NY), mRNA 


NM_032572 


Homo sapiens nbonuclease 7 (RNASE7), mRNA 


NM_032568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3) 
mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1), mRNA 


INiVL UjiJOO 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group XIE secreted phospholipase A2 (PLA2G13), mRNA 


NMJ)32547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens rmg finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 1 


NM 032513 


Homo sapiens hypothetical protein MGC 1 1303 similar to Zink transporter 2 
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(MGC1 1303), mRNA 


NM 032490 


Homo sapiens PNAS-127 protein (PNAS-127), mRNA 


NM 032488 


Homo sapiens protein related with psoriasis (LOC84518), mRNA 


NMJ)32471 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor beta (PKIB)~~ 
mRNA 


NM 032292 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 032263 


Homo sapiens hypothetical protein DKFZp434B227 (DKFZp434B227), mRNA 


NM 015178 


Homo sapiens KIAA0717 protein (KIAA0717), mRNA 


NM 032410 


Homo sapiens hook3 protein (HOOK3), mRNA 


NMJ)3210S 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 015636 


Homo sapiens DKPZP586J0119 protein (DKFZP586J01 19), mRNA 


NM 015701 


Homo sapiens hypothetical protein (CL25084), mRNA 


NM 015224 


Homo sapiens KIAA1105 protein (RAP 140), mRNA 


NM_032390 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NIFK), mRNA 


NM 032388 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 


NM 032383 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS 3), mRNA 


NM 032378 


Homo sapiens hypothetical protein FLJ20897 (FLJ20897), mRNA 


NM 032376 


Homo sapiens hypothetical protein MGC4251 (MGC4251), mRNA 


NM 032375 


Homo sapiens hypothetical protein MGC2865 (MGC2S65), mRNA 


NM 032373 


Homo sapiens hypothetical protein MGC 16202 (MGC 16202), mRNA 


NM 032370 


Homo sapiens hypothetical protein MGC15716 (MGC15716), mRNA 


NM 032369 


Homo sapiens hypothetical protein MGC15619 (MGC15619), mRNA 


NM 032368 


Homo sapiens hypothetical protein MGC15436 (MGC15436), mRNA 


NM 032374 


Homo sapiens hypothetical protein MGC2562 (MGC2562), mRNA 


NM 032364 


Homo sapiens hypothetical protein MGC14726 (MGC14726), mRNA 


NM 032362 


Homo sapiens HEIL1 protein (HEELl), mRNA 


NM 032361 


Homo sapiens hypothetical protein MGC5469 (MGC5469), mRNA 


NM 032360 


Homo sapiens hypothetical protein MGC2404 (MGC2404), mRNA 


NM 032359 


Homo sapiens hypothetical protein MGC4308 (MGC4308), mRNA 


NM 032358 


Homo sapiens hypothetical protein MGC13183 (MGC13183), mRNA 


NM 032357 


Homo sapiens hypothetical protein MGC12981 (MGC12981), mRNA 


NM_032356 


Homo sapiens hypothetical protein MGC14151 (MGC14151), mRNA 


NM 032355 


Homo sapiens hypothetical protein MGC13272 (MGC13272), mRNA 


NMJ)32352 


Homo sapiens hypothetical protein MGC 1 1296 (MGC 1 1296), mRNA 


NM 032350 


Homo sapiens hypothetical protein MGC1 1257 (MGC1 1257), mRNA 


NM_032349 


Homo sapiens hypothetical protein MGC1 1275 (MGC1 1275), mRNA 


NM 032348 


Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 


NMJ)32346 


Homo sapiens hypothetical protein MGC13096 (MGC13096), mRNA 


NM 032345 


Homo sapiens hypothetical protein MGC13064 (MGC13064), mRNA 


NM 032343 


Homo sapiens hypothetical protein MGC13016 (MGC13016), mRNA 


NM 032341 


Homo sapiens hypothetical protein MGC14844 (MGC14844), mRNA 


NM 032339 


Homo sapiens hypothetical protein MGC14832 (MGC14832), mRNA 


NM 032336 


Homo sapiens hypothetical protein MGC 14799 (MGC 14799), mRNA 


NM 032334 


Homo sapiens hypothetical protein MGC14595 (MGC14595), mRNA 


NM 032332 


Homo sapiens hypothetical protein MGC4238 (MGC4238), mRNA 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408X mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NM 032321 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


mi 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 


Homo sapiens hypothetical protein MGC1 1061 (MGC1 1061), mRNA 


NM 032310 


Homo sapiens hypothetical protein MGC1 1115 (MGC1 1115). mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC10999 (MGC10999), mRNA 


NM 032303 


Homo sapiens hypothetical protein MGC10940 (MGC10940), mRNA 


NM 032302 


Homo sapiens hypothetical protein MGC1091 1 (MGC1091 1), mRNA 


NM 032301 


Homo sapiens hypothetical protein MGC10870 (MGC10870), mRNA 


NM 032300 


Homo sapiens hypothetical protein MGC10854 (MGC10854), mRNA 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKJFZp7610132), mRNA 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761Dl 12), mRNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761A132), mRNA 


NM_032295 


Homo sapiens hypothetical protein DKFZp761N0624 (DKFZp761N0624), 
mRNA 


NM_032294 


Homo sapiens hypothetical protein DKFZp761M0423 (DKFZp761M0423), 
mRNA 


NM_032289 


Homo sapiens hypothetical protein DKFZp761B0514 (DKFZp761B0514), 
mRNA 


NM_032287 


Homo sapiens hypothetical protein DKFZp761017121 (DKFZp761017121), 
mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082), mRNA 


NM 032274 


Homo sapiens hypothetical protein DKFZp547F072 (DKFZp547F072), mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp586I021 (DKFZp5 861021), mRNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 1 19 (DKFZp586Jl 1 19), mRNA 


NM 032269 


Homo sapiens hypothetical protein DKFZp434I099 (DKFZp434I099), mRNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 1 8), mRNA 


NM 032265 


Homo sapiens hypothetical protein DKFZp434N127 (DKFZp434N127), mRNA 


NM 032262 


Homo sapiens hypothetical protein DKFZp434N035 (DKFZp434N035), mRNA 


NM_032257 


Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 
mRNA 


NM_032256 


Homo sapiens hypothetical protein DKFZp434K2435 (DKFZp434K2435), 
mRNA 


NM_032255 


Homo sapiens hypothetical protein DKFZp434I1930 (DKFZp434I1930), mRNA 


NM 032254 


Homo sapiens hypothetical protein DKFZp434F142 (DKFZp434F142), mRNA 


NM_032247 


Homo sapiens hypothetical protein DKFZp434E05 1 9 (DKFZp434E05 1 9), 
mRNA 


NM 032242 


Homo sapiens hypothetical protein DKFZp564A176 (DKFZp564A176), mRNA 


NM 032238 


Homo sapiens hypothetical protein FLJ23416 (FLJ23416), mRNA 


NM 032235 


Homo sapiens hypothetical protein FLJ23138 (FLJ23138), mRNA 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FLJ23059), mRNA 


NM 032233 


Homo sapiens hypothetical protein FLJ23027 (FLJ23027), mRNA 


NM 032229 


Homo sapiens hypothetical protein FLJ22774 (FLJ22774), mRNA 


NM 032221 


Homo sapiens hypothetical protein FLJ22369 (FLJ22369), mRNA 


NM 032213 


Homo sapiens hypothetical protein FLJ21977 (FLJ21977), mRNA 


NM_032212 


Homo sapiens similar to DNA-directed RNA polymerase 1(135 kDa) (Rpol-2), 
mRNA 


NM_032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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7\X!V/f A.09 1O1 

IN1VI UoZ IVl 


xionio bapiciio nypuincuod.1 protein -r ltjiu ^x x->j i*tj^u;, uix\j.N.ri. 


INIVI UjZIo/ 


"HVvmA cnrnpnQ hvrmfhptiral nrnfpi'n FT Tl 409.6 fFT.T14026^ mRNA 
IjLOITIU bapiCilo Iiy pULflCLlOdl piULClIl JT JuJ L'-r\J^\J \-L ituz-u;, iiixvx>.fi. 


1N1V1 Uj/ 1 oO 


TTrvmn ^aniens hvnnfhe ti cal nrntein FLJ13964 (TLJ13964'! rtlRNA 


1N1V1 vjZIoI 


TTrvmn Qar»ipn<5 hvrinthptirfll nrntpin FT Tl 3391 (FLJ1339n mRNA 


iNivi UjZ i /y 


u nrnr t conn en Q rv\mnfhptira1 nrnfpin FT T90S42 fFTJ2054'? 1 mRNA 


INIVI UjZ l/o 


TTnmn csmipnQ Vivnnthptipal r>rntpin FT T13991 fFT.T13291 i m*RNA 


INIVI UjZ 1 ZD 


u nmn enniprn; nvnntnptiral nrntpin FT T197S7 fFLT12787i mRNA 


INIVI UJZ I /^t 


TJ nmr . conipnQ rwr»nt"hptira1 nrnt^in FT T19770 /FT Tl?770i mRNA 


JNJM VDZiOy 


TJnmn canipnc K\mr\th*»+iV q! r>rAtein FT T19S09 ^FT T19SQ9^ mRNA 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


JNJYl U3ZloZ 


TT rtr Y, A POn ^p nc K\rr^r\+Vi^tir>ol nrrttpin FT Tl 1 QS9 ^FT T1 1 0S9^ mRNA 

nomo sapiens nypoineucai protein J/jlj i iy~>^ i— j i yyo^) y iiiss^±\rv 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


"HTTV X AO 11 CO 

NM 032152 


Homo sapiens rrC/YJVi- 1 protein (^rK-Aivi-ij, itlkin/v 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


NM_032l47 


Homo sapiens hypothetical protein JU)xsJ H Zp434JL)Uiz / ( k JL>J^z ( Jr434xJUiz/j 5 
mKJNA 


NM_032l46 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 

rr\Xf TTTTD/1 1 /tT 1 1 O0\ ♦v»"D\TA 

^JLJlsJrZr434xvl lz3}, mKJNA 


NM_032l43 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 
mRNA 


NM_032l42 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


*K TTV X AO 1 A 1 

NM_032141 


Homo sapiens hypothetical protem xJJvrZ,p434xs.l4Zl ^UisJ<z,x^434xN.i4Zi;, 
mRNA I 


"X TTV if AO ^ 1 /I A 

NM_032140 


Homo sapiens hypothetical protein JLJJsJrZ,p434Aio iy ^iJivrZ/x^434Ai3iyj ? 
mRNA 


XTA X ATI 1 O C 

NM_032135 


Homo sapiens hypothetical protein i^KrZ;p434r lui / ^Jjivrz,r434r iui /), 
mKJNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P03 1 6 (DKFZP434P03 1 6), j 
mKJNA j 


NM__U3Z13 1 


JnLomo sapiens nypotneiicai protein uivr zsp^j^rv / i^t ^uis^r z^rHjHryj i lhj, 
mRNA 


NM 032130 


rlomo sapiens nypotneiicai protein iJxvrz,p4j4JUi id yUL\Jr z-,r £ *D £ +j\j i i^j, miviN/Y 


"K TA yf AOOIOO 

NM_U3Zlzy 


xlomo sapiens nypotneiicai protein iJi^z,p^j4rizuiu ^juisjrz^x^H^^jrizuiuj, 
mRNA 


NM 03212b 


JnLomo sapiens nypotnetical protein xjivrz,pjooivii 14 ^uisj^z^r jooivii i^fj, mKiN/Y 


NMJ)32127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 

mKJNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


TvT\ X AO O 1 O A 

NM_032124 


Homo sapiens hypothetical protein lJlvrz,pjo4JJi d /o ^uisJ^Ar do4U13 /o;, 
mKJNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated protein ( L xJJ^JrZ,pz>o4Jvi4Z i, mKiN/\ 


XTN A AO O 1 1 O 

JNM_U3Z1 lo 


rlomo sapiens nypotnetical protein rL>j izyjj bimnai 10 ivius muscuius jL^jiviinjc 

/T7TT19Q^^^ mT?XT A 


INIVI \)dL 11/ 


riomo sapiens o/vj proiem mivLNrv 


XPA/T H79 1 1 A 
1N1V1_U DZ 1 1 0 


xiomo sapiens nypoLneiiuai proiem iyi\j\^^-jyy aiiiinai wj xvaiaiiiii puv ouuuint r\. a 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo _sapiens KIAA1536 protein OQAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), rriRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1 899308), mRNA 
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NM 018385 


Homo sapiens hypothetical protein FLJ1 1301 (FLJ1 1301), mRNA 


NM 018064 


Homo sapiens hypothetical protein FLJ10342 (FLJ10342), mRNA 


NM_0 17607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPPlR12C),mRNA 


NM 015645 


Homo sapiens DKFZP5S6B0621 protein (CTRP5), mRNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


Homo sapiens KIAA0747 protein (KIAA0747), mRNA 


NM 015236 


Homo sapiens KIAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 


NM 004801 


Homo sapiens neurexin 1 (NRXN1), mRNA 


NM_001221 


Homo sapiens calciunVcalmodulin-dependent protein kinase (CaM kinase) II 
delta (CAMK2D), mRNA 


NM 015208 


Homo sapiens KIAA0874 protein (KIAA.0874), mRNA 


NM 032043 


Homo sapiens BRCAl-interacting protein 1 (BRIP1), mRNA 


NM_032040 


Homo sapiens hypothetical protein DKFZp564K0322 (DKFZP564K0322), 
mRNA 


NM 032037 


Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapiens FKSGS7 protein (FKSG87), mRNA 


NM 032026 


Homo sapiens CDA1 1 protein (CDA11), mRNA 


NM 032024 


Homo sapiens CDA017 protein (CDA017), mRNA 


NM 032023 


Homo sapiens AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sapiens MSTP028 protein (MSTP028), mRNA 


NM 031953 


Homo sapiens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA 


NM 031934 


Homo sapiens RAB34, member RAS oncogene family (RAB34), mRNA 


NM_031933 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 1 , mRNA 


NM 031932 


Homo sapiens testis transcript Y 14 (TTY14), mRNA 


NM_031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo sapiens testis transcript Y 12 (TTY12), mRNA 


NM 031929 


Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 


NM 031927 


Homo sapiens testis transcript Y 9 (TTY9), mRNA 


NM_031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMPIT), mRNA 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


NM 031917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM_031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 
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~v TTV r A 0*0 A A *7 

NM 022447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


"N TX K AO 1 A O £ 

NM 031485 


Homo sapiens glutamate ncn WD repeat protein ukwu ((j±c Wjl/), mKJNA [ 


XTTV K A11 A O A 

NM 031484 


Homo sapiens nypotnetical protein M(jtC44 1 o vjvi.<jv_,44 ID), mKJN a 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


NM_03l474 


Homo sapiens hypothetical protein DKrZp7o 1 0 1 9 1 3 (JDKrZr / 6 1 Gl 9 1 3), 

_„T>*T\.T A 

mRNA 


■V ta k rvo 1 /I a 

NM 031466 


Homo sapiens K1AA1882 protein (MGC4/3 /), ixiKJNA 


NM 031465 


TT ~ ; 1 - 4X. - J-* t -*- — * > A /"^ 1 00>A>1 /TV A/~~^ 1 OOA/|\ _^_T> XT A 

Homo sapiens nypotnetical protem MOC 13204 (MGC132U4), mKJN A 


X TX jC AT 1 A /Z A 

NM_031464 


Homo sapiens nypotnetical protein Mod 128 / similar to nbosomal protem oo 
Kinase , (jvlvjL,! 128 /j, itukjna 


NM 031459 


Homo sapiens sestnn 2 ^01^02 j, mKJN A 


X.TA A AO 1 /ICC 

NM 031455 


Homo sapiens nypotnetical protein XJssJ^zJp/o 11*2^+1 {iJjsJ?Zsr /oir24ij, miviNA 


NM 031453 


riomo sapiens nypotnencai protein iviol^i ivdh \ivi\jv^i iujhj, iijjkjna 


XTX Jf rkO 1 yJCO 

NM 031452 


riomo sapiens nypotnencai protem iviov^zjou ^ivio^zjouj, mrviNA 


X.TTV A AO 1 /! /t A 

NM 031449 


Homo sapiens KiAAl 800 protein {L)isJ?Zsr / oiizizjj, mKJN A 


X TTV /f A1 1 A AH 

NM 031447 


Homo sapiens nypotnetical protem jviijv^i jkjdj ^iviov^i^Uo^^, mKJNA 


XTX if AO 1 >1 A H 

NM 031446 


tt_ „„„ J _ TU , _ _ _ _ 1 , _ ^- _ ! TT>XT AO 1 OI /T)\T AO 1 1 1 \ ___T> XT A 

Homo sapiens hypothetical protein FN Ab-1 31 (JrNAo-131), mKJNA 


XTTV A AT 1 /1T7 

NM 031437 


Homo sapiens nypotnetical protein MLjC1U823 (NIkjv^ikjoZd), mKJNA 


NM 031436 


Homo sapiens hypothetical protein MGC 10612 (MGC 1061 2), mRNA 1 


NM 031435 


Homo sapiens hypothetical protein DKFZp56410422 (DKtZPS 6410422), mKJNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC10812 (MGC10S12), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM_031421 


TT 1 ,1 , ■ 1 _ , _ • TM/'T?'7 A O /ITTA 1 1 C /TT\T/' pr7T4 /I O dTTA 1 1 ^\ 

Homo sapiens hypothetical protein DKFZp434H01 15 (DKFZP434H01 15), 

T>XT A 

mRNA 


NM_031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), / 

" _T» X T A 

mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


TT * TTX VT/~» 1_ _ _ i _ • i ■ f" j T'/^tT? O / , T , /^T? 0\ _T» XT A 

Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


NM 031307 


Homo sapiens hypothetical protein FKSG32 (FKSG32), mRNA 


XTX JT /"VO 1 O A.C 

NM_031305 


Homo sapiens hypothetical protein DKFZp564B1162 (DKFZP564B1 162), 
mRNA 


NM_031301 


TT _ _ ^ ' j_i j.; i ^ J TXT/" T?'7_ C ^ A TX A*5 *70 /TX T*" TT? r 7TJ C £l A T^V AO T)\ 

Homo sapiens hypothetical protein DKFZp564D0372 (DKFZF564D0372), 

__T> XT A 

mKJNA 


NM 03129o 


Homo sapiens nypotnetical protem MiaC29o3 (MLf(^29o3 ), mKJNA 


NM 031293 


TTft*vtrt _ ' _„ „ 1__ 1 M «.A-f-A«-M TXT/' T? 'V-^ A1 A /^ 1 O 1 /TXT/"T7 r 7T> A 1 A 1 O 1 \ ^-v-T> XT A 

riomo sapiens nypotnetical protem jjJvrZp4i4Cjl3 1 (UisJ H Zr4J4Lri3 1 ), mKJNA 


NM 031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 

»^.TJ XT A 

mKJNA 


NM 03128b 


Homo sapiens PAr-1 binding protein (FA1\A-1), mKJNA 


XTTV A AOlOO/l 

NM 031284 


TJ^^, — . _ _ * _ "l_ _ _ x — TTVf "C "7^. A *y A "D 1 A <C /TX T/' TJ? r 7 T7> /I O /l TO 1 AC\ *hD\T A 

Homo sapiens hypothetical protein UKFZp434B195 (DKFZF434B195), mKJNA 


XTTV A AO AAIO 

NM 030972 


Homo sapiens hypothetical protem MGC53b4 (MGC5364), mKJNA 


XTTV Jf AO AHA 1 

NM_030901 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 

•*-»VD XT A 
mKJNA 


XTTVvf A1 TOOH 

nm oi /yyu 


riomo sapiens nypotnencai protein ri^j iuu/!7 ^jtjlj luu/yj, mKJNA 


XJA A AO 101Q 

NM 031219 


xiomo sapiens nypotnetical protem ivio^_-izyu4 ^jylvjv^129U4), mKJNA 


XTX A~ A0 1010 

NM 031218 


riomo sapiens nypotnetical protein rLJ 12400 ^rLJi24oo), mKJNA 


r\T\4" 011914 
1>1V1 UjIZIH 


TTattta Qnriipnc rTvmAtViftiral -nrAtpin AP^l 1 o04 ( A ^1 1 ^04^ mT?"NJA 
jrnjnuj odpiciib jny pumcLiuciJ. pruiciii ai _> i ijut \/vX^ j i l jut ^, iilt\j.n/\ 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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NM 030971 



NM 030965 



NM 030960 



subunit 5 (MGC3038). mRNA~ 



Homo^sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 



NM 03095S 



NM 030952 



NM_030940 



NM 030937 



NM 030929 



NM 030921 



NM_030917 



NM 030915 



NM 030914 



NM 030907 



NM 030895 



Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2 3- 
(MGC3T8Tni3^" aCetyl galaCtOSaminide alpha-2,6-sialyltransferase) E 



Homo sapie ns sperm acrosome associated 1 (SPACA1), mRNA 



COATp'S^'nSSA 0 ani ° n tranSP ° rter Po^eptide-related^otehTT 



Homo sapiens hypothetica l protein DKFZp434J03 7 mKV7Pd?Am^ m p >T a 



Hamojapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 



Homo sapie ns hypothetical protein hCLA-iso rH CTA-TSO) ™p N a 



— =_ ' — ~ v^^^ ^auv;, ixuv 

Homo sapie ns hypothetical protein FKSG28 (FK3G28), mRNA 



Homo sapiens hypothetical protein DC42 (DC42), mRNA 



Homo^sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717)/ 



Homo sapiens hypothetical pr otein DKFZp566J091 (DKFZP 566.T0<m mPM a 



Homo sapie ns hypothetical protein MGC2668 (MGC2668), mRNA 



NM 030891 



NM 030755 



NM 030819 



NM 030814 



NM 030810 
NM 030804 



Homo sapiens hypothetical protein MGC10731 (MGC1073n mRNA" 
Homo sapiens hypothetical protein FLJ14129 (FLJ14129), mRNA 



Homo sapie ns leucine-rich repeat-containing 3 (LRRC3), mRNA 
Homo sapi ens thioredoxin domain-containing (TX NDO ' mRNA 

rTrtmn conion o U, r~,~+l ±1 : ■» ^ ^ - ~ _ — " — 



-rj . ^ y ^J. ^X^\_,J 3 111XVJ.>|^\ 

Ho mo sapiens hypothetical protein MGC1 1335 (MGC113351 m RNA" 
Homo sapie ns hypothetical protein GL012 (GL012 ). mRNA ' ~ 



Homo sapie ns hypothetical protein MGC3 178 (M GC3 178^ mR"Nf A 



NM 030794 



NM 030759 



NM 030795 



Homosapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 



Homo sapie ns hypothetical protein FLJ21007 fFT J23 007) mRNA 



NM 020909 



NM 018023 



NM_023009 



- — -■ J vv , iiuuN/ j 

Homo sapie ns nuclear receptor binding factor-2 (NRBF-21. mRNA~ 

Homo sapiens stathmin-like 4 (S1MN4), mRNA 

Homo sapie ns KIAA1548 protein (KIAA1548). mRNA 

Homo sapiens hypothetical protein FLJ10201 CFT Ji 0?m t m px T a 



Tj ~ VA x v^vi;, lAU\g\^ V 




030642 



NM 024513 



NM 030621 



NM 030641 



NM 025190 



NM 025040 



NM 030613 



NM 024820 



NM 018015 



NM 024762 



Homo sapiens apoli ppprotein L, 5 (APOL5), mRNA 



Homo sapiens FTVj ^nd coiled-coil domain containing 1 rFVcon mP x T A 

Hnmr\ canipnc V^1ir>oo~ • rrrr a a ^^^^ ^ . — 



Homo sapie ns helicase-moi (KIAA092S), mRNA 
Homo sapie ns apolippprotein L, 6 (APOL6), mRNA 



Homo sapie ns KIAA1641 protein (KIAA1641), mRNA 



Homo sapiensj ^othetical protein FLJ21941 (FLJ21941 ), mRNA" 

TTnTV»i-i POnioriP ktmAil -l • l ! I -—.^ ~ ; — ■ — ■ ■ 



Homo sapienshyjjo thetical protein FLJ21628 (FLJ2 1 6281.' mRNA 

Hnmn omiartn X^T A A 1 <-> ] I ^ . ! ! 



Homo sapie ns KIAA1608 protein (KIAA1608), mRNA 



Homo sapiens hyp othetical protein FLJ10178 (FLJ1017 8), mRNA" 



Homo sapienshyp othetical protein FLJ21603 (FLJ21603),' mRNA 



282 



BNSDOCID: <WO. 



03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 024329 


Homo sapiens hypothetical protein MCA>o4Z ^xvlkjk^^d^z), mKJNA 


"X TTV If A"^ ylrtOH 

NM 024087 


Homo sapiens JJJvvrZr!>o4J^Uoo2 protein i^^isJ?z,jrDo4LUooz), ttikjna 


NM 030594 


Homo sapiens cytoplasmic polyaaenyiation element Dinamg protein \y,rn,Di) 9 

mKJNA 


■vTTv x c no A 

NM 025084 


Homo sapiens hypothetical protein rL,jzz /yj \tljzz /yo), mtsJNA 


XTTV X AOCAftH 

NM 025090 


TJrt«»A cn«iftric« IV T A A l/K^ •rvt-i'Y+o.-i ■»-» /T/"T A A 1 m P\T A 

Homo sapiens jnjaai4j.3 protein (JSJLAA140.3J, itikjna 


"VIA JS AT A C±1 Q 

JNJV1 vZ4y3y 


riomo sapiens nypotneticai protein ri-jz iy 10 ^F-LJziii/ioj, Ixli\j.n/\ 


NM 02490J 


Homo sapiens nypotneticai protein jtjlj i4zy / ^x*jlj i4zy / iiixvin/y 




Homo sapiens jsjli\j\\johd proiem \isj^\auo*+ j ), mtviN/v 


JNM 024 /lo 


riomo sapiens nypotneticai protein ru luiui vfj-j iuiuij, iixkj.n/\ 


JNM 015(02 


riomo sapiens UlsxAr j D4r 1 7 1 o protein yi^jsj? z^r jonr iy loj, mrviN/Y 


iNM U2Moy 


riomo sapiens nypoineucai protein jtl-j loooy ^jt-lj ijoj7), inr\j.>i/\ 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


NM 025010 


Homo sapiens Jbvi/VAU /yo protein (^jsjaau /yj ), hikin/v 


"X TTV ,T AO yl OA/1 

NM 024894 


Homo sapiens hypothetical protein r J_J 14U /t> (rJLJ 14U/ d ), mKJNA 


X TTV If r\*~S A G A f\ 

NM 024840 


Homo sapiens hypothetical protein rJLJi^Dyu (rJLJi^Dyuj, mKJNA 


X TX If 

NM 022782 


Homo sapiens M-pnase pnosphoprotem y (JVLrHUSrHyj, mKJNA 


NM_017558 


Homo sapiens hypothetical protein Djs± Zp4i 4JLU o j U (JJJtsJr Zp43 4LU o o v) , 
mKJNA 


XTIV X r\ C O f\ 

INM 030580 


Homo sapiens hypothetical protein MvjUIUjZU ^vloUI udzuj, mrUNA 


X TJV A C1AC 

NM 025 ly5 


Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW), mRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


X TTV It AOAf TJ 

NM 030577 


Homo sapiens hypothetical protein MCjrCluyyi iMuCluyyjj, mKJNA. 


NM 030576 


Homo sapiens hypothetical protein MLrCloybo (MCjCluyoo), mKJNA 


x ttv k nirtnr 

NM 030575 


Homo sapiens hypothetical protein MCjC 10334 (M(jC1U334) 5 mKJNA 


X TTV 4" AO 

NM 030572 


Homo sapiens hypothetical protein MCjrC1094o (M(jLlUy4o), mKJNA 


X TTV If AOAf 11 

NM_030571 


Homo sapiens hypothetical protein MCjC 10^24 similar to Neaa4 W w -binding 
protein d ( k MLjUiuyz4j, mKJNA 


XTA/F AlAC/^O 

JNIVl (JoUjoy 


Homo sapiens nypotneticai protein ivio^iuo4o ^ivivji^iuo45j, uikjn/\ 


JNIVl uJUjOo 


riomo sapiens nypotnencai protein ivivji_-iuoio ^iviov_xiuoioj, ittj\jn/\ 


XTA4" 

JNM 


riomo sapiens nypotneticai protein lvior^iu / /z ^iviur^iu/ /zj, itii\jin/\ 


jNM UZMo4 


UrtmA cnnifltip "ETTA A AOOQ wi-rvf-oiri f\T T A A AQQQ\ mPXTA 

riomo sapiens r^jj\j\\)yyy protein {r^Lt\j\Kjyyy ), mtviNA 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


NM l)Z4ooo 


Homo sapiens hypothetical protein JrUZUZcSo ^rLJZUZooj, ttikjna 


x tx jf f\^% A C A'H 

NM 02454/ 


TJ A ™„ _ ' _„ ^ T/T* A A/l/J'7 «*-/xfai*» /T/T A A A/1 __T> XT A 

Homo sapiens JviAAU4o / protem (JsJAAU4o / ), mKJNA 


x TA x A1 O/t 1 O 

JNM Ulo41o 


Homo sapiens hypothetical protein (HoD-3. ij, mKJNA 


x tx X A1 C 1 OO 

NM 025182 


Homo sapiens hypothetical protein Jri^J 1 l!>oU (ri^J 1 idou ), mKJNA 


JNM_02Moo 


Homo sapiens JLAr (leucme-rich repeats and rUZij ana no r\J/^ protein ^ajnl/j, 

mKJNA 


JNM UZZ>Uol 


Ua*via PO«ia«P T/-T A A 1 1A^ nrrvtoin fJi"l A A 1 T ^ ^ ^^ mPM A 

riomo sapiens J5kJAAi protein ^jsjy\/\i judj, itii\jn/\ 


JNM UZ4/DU 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM UZDZoo 


Homo sapiens hypothetical protein muLZ/ou ^mvjl.z/ouj, mKJNA 


NM U2D20D 


Homo sapiens hypothetical protein mo^z / /o v,mvjv^z / /o), mKJNA 


x tx x AO^O</l 

NM UZ.)Zo4 


Homo sapiens hypothetical protein MvjL^Z4j4 ^MOv^Z4!>4j, mKJNA 


x tx x Al^O/n 

NM U2D24/ 


Homo sapiens hypothetical protein MuLjoUI ^JVI^j^^"^ 1 J 5 mKJNA 


JNM UZjZ^tO 


riomo sapiens hypothetical protein iviv_jv_ozio vMLTL>JZi/D;, mrviNA 


"MM 09S234 


TTnmo campnc T< a f*OTnr^i'nciTir\Ti rrfntpin 1 A fX? T*(~* 1 AJ\ mP A<J A 

OCljJldlO lCVvVjJl.lL/lllCltlVJll jJlVJtClll AX-L^V^l'-r ^TxJlvV^ X 1 ~ry ) 1 1 .LI v_L X 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM 025197 



NM 025187 



NM 025184 



NM 025181 



NM 025163 



NM 025159 



NM 025157 



Homo sapiens hypothetical protein FLJ13660 similar to CDK5 activator-binding 
protein C53 (FLJ13660), mRNA 



Homo sapien s hypothetical protein FLJ12076 (FLJ120 76^ mRNA 

TTr\mr* canipnn U,^^+1 — a' _1 j '• -i-i-r m - — — — 



— : — ^ r - — ' ~ v--- / Ujj iiitvln/ \ 

Homo sapie ns hypothetical protein FLJ22843 (FLJ2284 3^ mRNA 

TTnmn canipno \-*^m n ±U~4^ — l - A _ •__ t-«t- vr%^n^ a ' ■ — 



Homo sapie ns hypothetical protein FLJ22004 0^022 004^ mRNA 



NM 025155 



NM 025152 



— : 1 . ^^^w-,^ imxj^n 

Homo sapie ns hypothetical protein FLJ12768 (FLJ12768), mRNA 
Homo sapie ns hypothetical protein FLJ1 1577 (FLJ1 15 77V mRNA 



— ^ ~+J- i " * * , , UJ//), IMUNA 

Homo sapie ns hypothetical protein FLJ23042 (FU 23042^ mRNA 



~ i_ ->r r— * ^^v/ t ^. KX x^jjldvhA), mKJNA 

Homo sapie ns hypothetical protein FLJ1 1848 (FLJ1 1 848V mRNA 

TTomn canipne " t?t ti«//-a ' — 



— x —. ■// **• ^ o-To l 1T1KJNA 

H omo sapiens hypothetical protein FLJ12660 (FU12 660V mRNA 

TT/~W-T>-»/-V nnniann t- ~ — . ~ J-1 J.' 1 ■ *-.-*< •»-- ~. ~ ■ " ■ 



NM 025150 



NM 025147 



Homo sapiens hypothetical protein FLJ12528 (FU12528X mRNA 



NM 025146 



Homo sapiens hypothetical 



NM 025145 



Homo sapiens hypothetical 



protein FLJ13448 
protein FLJ1 3 194 



(FLJ1 3448), mRNA 
(FLJ13 194), mRNA 



NM 025143 



Homo sapiens hypothetical protein FLJ22944 (FLJ22944)' mRNA 



NM 025140 



Homo sapien s hypothetical protein FLJ20856 (FLJ20856)! mRNA 



NM 025139 



Homo sapie ns hypothetical protein FLJ22471 (FLJ22471X mRNA 



NM 025134 



Homo sapie ns hypothetical protein FLJ12584 (FLJ12584)! mRNA 



NM 025133 



Homo sapiens hypothetical protein FLJ12178 (FLJ12178)' mRNA 



NM 025130 



NM 025129 



Homo sapiens hypothetical protein FLJ12673 (FLJ12673)! mRNA 



— ^ , r r^wnx x^mu/ j ^j,juq/^ mKJNA 

Homo sapie ns hypothetical protein FLJ22761 (FLJ22761V mRNA 
Homo sanienR hvnnfh^tiVal tv™+~;„ ttt ni/roo mr — , . 



NM_025118 
NM 025115 



NM 025113 



NM 025112 



NM 025108 



NM 025107 



NM 025105 



— ; : j r r v t vmi^/u i yrjuj^z/Oi), mKJNA 

Homo sapie ns hypothetical protein FLJ22688 (FLJ22688) mRN A 
Homo 



— -./ , . ^xwvwtx J. ^^UQO ITJLJ^ZOSSJ, mKJNA 

Homo sapie ns hypothetical protein FLJ13310 (FLJ13310), mRNA 
Homo sapie ns hypothetical protein FLJ23263 (FLJ23263V mRNA" 

Homo sanipnc h\mr\fUe*+ir*o1 t?t nir/a t ~ , - , — v — 



— 1 ~ ™* pivtv m A ^^J4,uj ^rivjzjZDJ), mKJNA 

Ho mo sapiens hypothetical protein FLJ21562 (FLJ21562), mRNA 
Homo sapie ns hypothetical protein MGCl 1349 (MGCl 1349), mR NA 

Homo sapie ns hypothetical protein FLJ13909 (FIJI 3909V mRNA 

Homo saniens hvnofh^tiVal t?t mio/ta /t^t t ^ ■, ~ ' — . — 



NM 025104 



NM 025103 



NM 025100 



NM 025093 



NM 025092 



NM 025088 



NM 025087 



NM 025082 



NM 025075 



— £ — — ^v^m i Kri-JLjyvy), mKJNA 

Homo sapiens hypothetical protein FLJ21269 (FLJ21269), mRNA " 
Ho mo sapiens hypothetical protein FLJ12409 (FLJ124091 m RNA 
Homo saniens Wnritn^fi^ol t?t tio^o-t /r. T -r*-*^^^ ' — : . 



— £ -j t — H^ ^m x ivji^^ i-TJUJiz^uyj, mKJNA 

Homo sapiens hypothetical protein FLJ13087 (FLJ1 3087), mRNA 
Homo sapiens capillary morphogenesis protein 1 (CMG1 )[ mRNA 
Homo sapie ns hypothetical protein FLJ12294 (FLJ12 294V mRNA" 

Wr»mr\ com'onn i . • 1-.^ ~ „ . — 



— ~ x ^ l^s-t u ^xz^h;, mJviN A 

Homo sapiens hypothetical protein FLJ1 1827 (T T Jl 1 R?7) tr,PX|A 



— ^ ^ ^ x x / yx- j^j 1 1 / ; 9 mKJNA 

Homo sapiens hypothetical protein FLJ22635 (FLJ 22635 ; ) mRNA 



— ^ : ^ " ' ^^^^ ^-^ujj uliv LNA 

Homo sapiens hypothetical protein FLJ13241 nFLJ13^41) ™t?xt A 



77 ^ ^ r , A ^^^j yrivJijzHij, iriKJNA 

H omo sapiens hypothetical protein FLJ21511 (FLJ215in mPNA 

Hnmn c^niPtip U^m^+U^^ i . • ^ T ^ . ^ . ■ 



NM_025074 



NM 025073 



_ ±_ k^ w^xx^x^ii yr-LJZiJii ITLKiNA 

Ho mo sapiens hypothetical protein FLJ131 1 1 <TLJm 1 n mPMA 

Rrvmn conia«n I, _ 1 ~, '■ ~ . . ■ — —. — — 



77 ^ r w t v m x^uiu yjri^Jioiii;, mKJNA 

H omo sapiens hypothetical protein FLJ23445 (FLJ234 45V mRNA 

Homo sanip.nc rnmA+^ a +i« n i , 4.~- t?t t^/-*^-.^ ^-.-r ' — — 



NM 025071 



NM 025069 



NM 025067 



NM 025064 



NM 025063 



NM 025059 



NM 025057 



NM 025056 



NM 025052 



— ¥ , * x j^j^_j^j> yrLsj^JWD), mKJNA 

Homo sapie ns hypothetical protein FLJ2203 1 (FLJ22031) mRNA 



— ~ — ~ x i^^zuj i yr LjJ^zvi 1 mKJNA 

Homo sapie ns hypothetical protein FLJ21 1 68 (FJJ9A mRNA 



~ ^ K *w„ wxi x i^^i j,vjo 1 1O0J, mKJNA 

Homo sapie ns hypothetical protein FLJ121 90 (TLJ121Q0^ mPNA 

Wrttvirt coniAttn 1. Al. _ i • 1 ! I „ T . — — — 



— i '^'^'TV \ri^> Ltiyyj, nlKINA 

Homo sapiens hypothetical protein FLJ14299 (FLJ14299), mRNA 
Ho mo sapiens hypothetical protein FLJ14106 (FLJ14106)' mRNA 
Homo sapiens hypothetical protein FU236 04 (FU216()*\ ^hksa 

TTrvmrv cflntmc I - - — 



— ~ ± r x x^z,JW*t yx-^^JQU^;, mKJ NA 

Homo sapiens hypoth etical protein FLJ23550 (FLJ23550 V^xRNA" 

Homo sam'ftnc Via/t^^+U^+^^^i t-t t^-.^^<- ^ 5 



Homo sapiens hyp otheticalprotein FLJ23305 (FLJ2 3305),1^RNA" 

TTr»mr\ CQT-kio^<- V.,^^*.^ _i ! - ^ _ , , ■ ^— 



7- * ~ J * ^kjl^ui i ivj^jjuj yrx^j^jju^^ mKJN A 

Homo sapiens hypothetical protein FLJ23189 (FLJ231 89V mRNA 
Homo sanien.Q V»\/tm^^u^+,^^i ^ t-t t^-. ^ ^ . — — 



NM_025049 



NM 025048 



NM 025047 



7- 1 j , x wwwm piu^m ru^ioy ^rx,JZJ15y; ? mKJN A 

Homo sapiens hypothetic al protein FLJ23 1 85 (TLJ23 1 Rft ^ma 

Hnmn canipnc T-.^^^<-T__x- -i ] : ^ ^ " . ■ 



— ^ — - - Jt — Kxw cvan rivj^ioj ^ri^j^^ico), mK JNA 

Homo sap i e ns hypothetical protein FLJ23074 (FLJ230 74) mRNA 

T-Tnmn canipnc? InM^ ^ * _ i , : -^-r »^ ^ _ _ — ~ — 



— 1 ->y — "" UWU1 m^ ^au rx^j^D\j/H yri^jjLivw)^ mKJNA 

Homo sapiens hypothetic al protein FLJ2269 2 (TU2269^ inPTsiA 
Homo M^Pno — — j - : — 1 ~~' — 



^ — IIIXVIN^, 

sa Piens hypo thetical protein FLJ22684 (FLJ22684), mRNA 

Homo s apiens hypotheti cal protein FLJ22595 (FLJ22595)' mRNA 
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XTM 09^04^ 
1N1V1 UZjU'fj 


Ii Atrir v ccmiVnc n\n-w-»thptir»i nrnfpin FT T99SR9 fFT T99SS9^ mT?XJ A 
nUinu Sd.pi ciio ny pu tuciicai protein x jl^j j-.~~> oz. ^rjjj/.i-Jo^ 3 iiixvinav 


xtm no^nn 

1N1V1 UZ3UJ 1 


U nrnf > oQm'pnc Tn/nr*tV»prir»Ql nrr\fpin T^T T9107^ rPT T9 1 07S^ nVPXJA 

nomo Sapiens nypotneucai protein jt jojz i u / j ^ri»jz iu / d ), iijxvin/v 


xtm 09^070 

INIVI UZjUjU 


U att1 a cQr>ipnc n\/nr*t nprirol nrr\tpin FT T90079 CPJ T90Q79^ mPXJA 

noino sapiens nypu mental protein j: jL\jy i z. \r x-tj £\jy i ) 9 iiuxin/y 


XTM 09^09A" 
INIVI UZjUZO 


XXr\mr\ cartipnc n\rnnt Tipfiool -r*T-r\t/ai-n PT T14107 fPT T14107^ mT?XIA 

nomo sapiens nypotncticai protein jt j— -j ihiu/ ^-tj-»j / j 3 iilcvIN/y 


XTM 09<>09*\ 
IN1V1 UZ3UZZ> 


T-lr»mr\ conipnc Tn.mr»f Vipfi r»o1 -r»Tr»+^ifk T7T T14100 /TTT T14100^ m"P\TA 

Jciomo sapiens nypoincticai proiem vx^j ihiuu ^jti^j I'tiuuj, iniviN/v 


xtm 09^094 

INiVl UZOUZ^f 


nomo sapiens nyporneucai protein r'l^j i^+uoz ^jri^j i^tuozj, nuviN/\ 


xtm 09^09^ 

INiVl UZ3L/ZO 


nomo sapiens nypoineucdi proiem ri^j i^+uoy ^ri^j i*+uoy^, nuviN/\ 


xtm 09*;oio 

INiVl UZDUiy 


riomo sapiens iiKeiy oruioiog 01 mouse uiDUiin aipna *+ ^jti^j ijy^txj), nirsJN/^. 


xtm 09^019 

IN IV! UZDU 1 Z 


xiOino sapiens nypotncLiL/di proiem j/juj 10 /Q" ^itjl»j i j /oyj 9 miviN/\ 


xtm 09^000 

1NIV1 \JZ,D\J\jy 


nomo odpienb nypotncu^ai protein jt ±->j uozi v.ir i jozi j y iiixvin/\. 


xtm o9^oob 

INIVI UZjUUo 


nomo sapiens nypotneucai protein ri^j i ddhh yrL^ji jj^Kfj, nTJtsJN/\ 


xtm o9^oo£ 


Wr\mn conipnc h^/n i r\fhtf*tir'Sil nrr^tp>in PT Tl ^^7^ fPT Tl ^^7^^ mP*WA 

noiuo sapiens nypoi.iieiiL.ai protein ri^j ijo/jj \ri^j ljj/j)^ rnxviN/\ 


xTA/f 09^004 

IN IV1 U Z D U U *fr 


TJrvn-i^ conipnc Vixm^ktnpfir^ol nrrvfpin T7T Tl ^91 ^ A7T Tl ^91 n-iTJTvTA 

nomo sapiens nypoinencai protein jt juj uzij ^j*i-»j i jzij j, nuviN/v 


tsja/t 09^00^ 

INIVI UZjUUj 


TTr\n-»n conipnc ttAmr»t npti r«o1 nrntpin "PT Tl ^ 1 f\(\ /ThT Tl ^ 1 n-»T?TSJA 

nomo sapiens nypotnetiC/ai protein sri^j lj 100 ^jri^j i d 100 ), rniviN/v 


xtm 09^009 

1N1V1 UZDUUZ 


TJ/-kn-irt conipnc V>irr»ntnptir , o1 nrwfrpin "PT Tl ^ 1 (\0 (VII Tl ^ 1 /^9^ n*»l?XTA 

nomo sapiens nypotneucai protein ri^j ld ioz ^jtj_/J i jiozj, rniviN/\ 


xtm n?^nni 

IN IV! UZj WU I 


TJrvm^ conipnc Vi^mrktViP+iool nrAfpin "PT T1 ^ 1 O^ /TET Tl ^ 1 O^A ml? XT A 

nomo sapiens nypotneucai protein ri»j i-5 ijtjlj i j iuj ) y iritviN/Y 


xtm 09^000 

INIVL UZj UUU 


T-Jr»mr» conipnc nxmntVipfinol n-rnfpin "PT Tl ^OQA /'PT Tl *^OQ^ mP TsJ A 

nomo Sopicnb nypotiicucai protein vi^j ijo^o \rijj i jo^oj, rniviN^v 


XTM 094QQ7 
INIVI \J£ L tyy I 


T-T/^mr\ conipnc Twmrktnptif ol nrafpin TTT Tl 1£i£%9l /TPT T1 9 mT?\TA 

nomo sapiens nypotneucai protein jti-.j izooo ^ri-j izoooj, nriviN/v 


XTM 09400^ 
INiVl \J-£ L *yzrJ 


"Pfrkn-»rt conipnc ViimritTipfiVol nmfpin "PT T1 9 /T7T T19^/^fi\ mPXU 

nomo sapiens nypotneucai protein jtjLtJ izjoo ^ri-«j izjoo ) 9 iniviN^v 


XTM 0940Q9 
INIVI UZH-yyZ 


UntrtA conipnc Vi-\/nr\tVipfi r»ol nrnfpin "PT T 1 9 KA*7 /T7T Tl 9^47"\ mT?TvTA 

nomo sapiens nypotneucai proiem i*j-.j lz.dh / yrjL,j iz*>*+ / ) 9 nrxviN/v 


XTM 094QSQ 
INiVl VZHyoy 


UAmA conipnc nimAfnpfipol nrnfpin "PT T 1 9^ 77 /TTT T 1 9"^77\ tnDMA 

nomo sapiens nypotneucai proiem jtjuj izj / / izo / / ), misJN^v 


"KTTV/f 094QQG 

INiVl uz^yoo 


TJrvmA conionc T-n/n/^fT-iP+i r»ol nr-Atpin TTT T 1 ^ ^ /T7T Tl CC\ ■m'D'NTA 

nomo sapiens nypotneucai proiem jti^j izjjj ^jtjlj izjdd ), mKJNA 


INIVI UZ^fi/oO 


nomo sapiens nypoxneucai protein jtjlj iz^o 1 \r jlj izdd i ) y xyusJSJ\ 


XTM 094QC0 

iNivi uzH-you 


LT Amrt conipnc l-iT7n^+-liP'<-ir«o1 nrAfpin T7T Tl 91 ^9 /T7T Tl 91 1 0\ tn"D\TA 

nomo sapiens nypotneucai protein jti^j izi^z ^jtjuj izioz^, njiviN/v 


XTM n94Q7Q 

inivi uzH-y/y 


TT ATV >rt conipnc lrimr*+l-»P+ir»ol nrpfpin "PT Tl 9 1 99 /T7T T19199"\ -ml?"NTA 

nomo sapiens n3^potneticai proiem Jr jlj izizz ^ri^jizizzj, mivLN/v 


XTM 094Q7R 
INIVI UZ^y/O 


tTr>n-irv conipnc Vixmi-vfVi*»+ir»ol nrnfpin T7T T 1 9191 /T7T Tl 9191^ n-»"l?"NJA 

nomo sapiens nypotneucai protein .t.lj izizi ^jti^j izizi rni\j.N/\ 


XfTV/f 094Q71 
INIVI uz^y / 1 


Unmn ooniAnc lAtrrtArViofi aoI wi*Afoin T?T Tl 1 70/^ /T7T T1 1*79/^"\ yv»1?\T A 

nomo sapiens nypotneucai protein x^i^j 1 1 /zo ^i*i^j i 1 /zo ) y rnJtviN/\ 


XTM 094070 

inivi uzH-y/u 


nomo sapiens nypotneucai protein r i^j 1 1 /zz ^JrJLrJ 1 1 /zz 1, nLtviN^v 


XTM 094Q£Q 

inivi uzM-yoy 


TJ ATTlrt conipnc Vi-v/nrt+TiP^-inol nrnfpin TTT T1 1 701 /ThT Tl 1 70^^ mPMA 

nomo sapiens nypotneucai protein i*.lj 1 1 /kjj \ri^j 1 1 j, miviN/v 


XTM 094QnY; 

inivi uz^yoo 


U/trnA conipnc nxmAi-hpfipol nrAfpin T7T T1 1 ^ QQ /"PT Til <QQ\ n-»T?lVT A 

nomo sapiens nypotneucai protein ^.lj i iDyo ^jlj i ijyoj, miviN/v 


XTM 0940^1 
iNivi \jz*tyoi 


TJ nrn n conipnc Vi"\7nrtfT»pfir»o1 nmfpin "PT Tl 1 "}70 /T7T T1 1 ^70^ n-iT?"NTA 

nomo sapiens nypotneucai protein jtJL.j 1 1 d /u ^plj i ij / uj, miviN/v 


"MM 0940^0 

IN IVI UZ47J7 


Urtmn conipnc ViAmr»t npfi r»o1 nt-^+pin "PT T9 9 9 3 /T7T T999'^'^ , \ n-iT?"NTA 

nomo Sapiens nypotneucai protem J7J-fJZZzj>o ^jtjujzzzj d i, mt\J.N/\ 


XTM 094QS7 

iNivl \JZ.HyD / 


"HVvmrt conipnc Vi-\mr\+npfir«ol nrnfpin "PT T99/\R/% /T?T T99/^R^ mP"MA 

noino sapiens nypotneucai protein rLjzzooo ^rjjjzzooo;, nu\_LN.r\. 


XTM 094Q^ 
INiVl UZ*+y33 


T-Tr\n-m conipnc TnmrtfViP+ir»o1 nrATpin T7T T9 Q 99 /TCT T9 *3 "39 9^ m"D*MA 

nomo sapiens nypotneucai protein r l,jzddzz \ti- i jz,3jj.j.), miviNA 


XTM 0940*%4 
INiVl UZ47JH 


Wrvmn conipnc Vi-\n-\r\+Vipfir»o1 nrntpin "PT T1 1 C07 /TnT T1 1 Q07"\ m"P"MA 

nomo sapiens nypotneucai proiem r l^j 1 1 ou / {^tLjJ i 1 ou / j, rniviN/\ 


XTM 094QS9 


TTomn C5»r»i^r»c Vivr»ritVipfir , 5il nrntpin PT T900^0 /T?T T900SO^ mP"MA 
riAJiiKj Dapicxio nypotneucai protein jri-.jzv/yjo \rL^j^\jyj\j) 9 iiuvin r\. 


TsJlV/T 0940^0 


UnmA conipnc Vk-vmrvthpfir-ol nrntpin T7T Tl 9R01 /T7T T19RQ^ n-iPlSJA 

nonio sapiens nypotneucai protem jr.L>jizoyi ^i/i-.j izoyi j 9 nuvrN-rv 


xnv/T 094Q4Q 

1NJLVJL vz-i, Z7 


TTnmn conipnc Vi^/nr\t"hptiVol nrr\tpin "PT T9909Q /~PT T9909Q^ mTJTsTA 
noiuo sapiens iiypotiieucai protein irjujzzozy \srx^jjLjL\j^y ), iiuvin a 


TsTM 094Q4R 


Unmn conipnc VnmntnP+ir»ol nrnfpin "PT Tl ^7Q7 /"PT Tl '3'3Q7 > \ rnT? TsJ A 

noino Sapiens nypotneucai protein vl^j i jj7 / i jj7 / j, iiiisj.n/\ 




TTr»n*ir» conipnc nimrfcthpfir>ol nrrkfpin "PT T9 1 700 /ThT T9 1 700^ rnT? XT A 

nomo sapiens nypoinencai protein r^jujzi / yy ^jtjujzi /yyj 9 iijucvinj^v 


TsJM 09404*; 


TT r\mr* conipnc "htmn+Vipfir'ol ni-rkfpin "PT T19SRS /TTT Tl 9SRR^ mT?XTA 

nomo sapiens nypotneucai protein rLJizooi; vri^J lzoooj, rruxiN/\ 


XTM 094043 

INIVI UZH^Hj 


UnTMrt conipnc Vi"tm/^-fVie»+ir»o1 nrAloin PT T9'^9 < 5^ /T7T T919^^"\ mT?XTA 

nomo sapiens nypotneucai protem ±*jljzj?zj j {r -ujzozj d i, rruxiN/\ 


XTM 094Q40 


T-J/-iTnr\ conipnc Vii7n/-fc-f , ViP-f-ir>o1 n-r/vt-pin PT T9 1 f\"XA /*PT T9 1 0^4^ ml? XT A 

nomo sapiens nypotneucai protem jt.ljz iuo*i ^rLJZiujHj, nrtviN/\ 


MM 094Q37 


TTr\n-»r» conipnc V»\m/*w*-l-»P+ir»o1 n-»-r^+«»i-r-» PT Tl 9O90 /"PT Tl 9Q9 n-iT? XT A 

nomo sapiens nypotneucai protein Jtjlj izyzy v."i^j izyzy i, rnx\jN/\ 


XTM 0940^6 


IJnmn conipnc V\-»rnr^tV»P+ir»o1 n-r/\t*ain PT T9^094 /ThT T9*h\094^ rnT? XT A 

nomo sapiens nypotneucai protein i h i_/JZouzh ^fjljz.juzm- i, nnviN/\ 


NM 024929 


Homo saniens hvoothetical nrotein FT T231 12 CFLJ231 12^ mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), iuRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FU22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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NM 024916 
NM 024915 
NM 024913 
NM 024912 
NM 024910 
NM 024902 
NM 024901 
NM 024899 
NM 024895 
NM 024892 
NM 024891 
NM 024888 
NM 024887 
NM 024884 
NM 024883 
NM 024881 
NM 024876 
NM 024S75 


Homo sapiens hypothetical protein FLJ22814 (FLJ22S14) mRNA 1 

. Homo sapiens hypothetical protein FLJ13782 (FLJ13782) mRNA "1 
Homo sapiens hypothetical protein FLJ2 1986 fFL J2 1 986) mRNA 1 

. Homo sapiens hypothetical protein FLJ14327 (FLJ14327) mRNA 1 

... Homo sapiens hypothetical protein FLJ12700 (FLJ12700) mRNA 1 

| Homo sapiens hypothetical protein FLJ13236 (FLJ13236) mRNA 

Homo sapiens hypothetical protein FLJ22457 (FLJ22457) mRNA 

Homo sapiens hypothetical protein FLJ12542 (FLJ12542) mRNA 1 

IHomo sapiens hypothetical protein FLJ23209 (FLJ23209) mRNA 1 

_ Homo sapiens hypothetical protein FLJl 1 700 (FLJl 1 700) mRNA 1 

. M°_ mo sapiens hypothetical protein FLJl 1 783 (FLJl 1783) mRNA 

_ Homo sapiens hypothetical protein FLJl 1535 (FLJl 1535) mRNA 

. Homo sapiens hypothetical protein FLJl 3 102 (FLJ13 102) mRNA 

_ Homo sapiens hypothetical protein FLJ12618 (FLJ12618) mRNA 

JJJomo sapiens hypothetical protein FLJ22202 (FLJ22202) mRNA 

IHomo sapiens hypothetical protein FLJ1425 1 (FLJ1425 1) mRNA 

Homo sapiens hypothetical protein FLJ12229 (FLJ12229) mRNA 

1 Homo sapiens hypothetical protein FLJ12921 (FLJ1?921) mRNA 1 


NM 024872 
NM 024871 
NM 024869 
NM 024868 
NM 024866 
NM 024865 
NM 024863 
NM 024862 
NM 024860 
NM 024857 
NM 024855 
NM 024854 
NM 024852 
NM 024850 
NM 024849 
NM 024846 
NM 024845 
NM_ 024844 
NM 024843 
NM 024838 
NM 024834 
NM 024833 
NM 024830 
NM 024829 
NM_024828 
NM 024827 
NM 024826 
NM 024825 
NM 024824 
NM 024823 ] 
NM 024821 ] 
NM 024818 ] 
NM 024S17 1 


IHomo sapiens hypothetical protein FLJ22570 (FLJ22570) mRNA 

IHomo sapiens hypothetical protein FLJl 2748 (FLJl 2748) mRNA 

: Homo sapiens hypothetical protein FLJ14050 (FLJ14050) mRNA 

Homo sapiens hypothetical protein FLJ14124 (FLJ14124) mRNA 

IHomo sapiens hypothetical protein FLJ2 1135 (FLJ2 1135) mRNA 

Homo sapiens hypothetical protein FLJ12581 (FLJ12581) mRNA 

IHomo sapiens hypothetical protein FLJ21 174 (FLJ21 174) mRNA 

1 Homo sapiens hypothetical protein FLJ13962 (FLJ13962) mRNA 

Homo sapiens hypothetical protein FLJ2 1 1 4S (FLJ2 1148) mRNA 

Homo sapiens hypothetical protein FLJ12735 (FLJ12735) mRNA 

Homo sapiens hypothetical protein FLJ12785 (FLJ12785) mRNA 

Homo sapiens hypothetical protein FLJ2202S (FLJ220?8) mRNA 

Homo sapiens hypothetical protein FU12765 (FLJl ?765) mRNA 

Homo sapiens hypothetical protein FLJ21458 (FLJ21458) mRNA 

Homo sapiens hypothetical protein FLJ14126 (FLJ14126) mRNA 

Homo sapiens hypothetical protein FLJl 1710 (FLJl 1710) mRNA 

Homo sapiens hypothetical protein FLJ14154 (FLJ14154) mRNA 

Homo sapiens hypothetical protein FLJ12549 (FLJ12549) mRNA 

Homo sapiens duodenal cytochrome b (FU23462) mRNA 

Homo sapiens hypothetical protein FLJ22002 (FLJ22002) mRNA 

Homo sapiens hypothetical protein FLJ13081 (FLJ13081) mRNA 

Homo sapiens hypothetical protein FLJ23506 (FLJ23506) mRNA 

Homo sapiens hypothetical protein FLJ12443 (FLJ12443) mRNA 

Homo sapiens hypothetical protein FLJ22662 (FLJ22662) mRNA 

Homo sapiens hypothetical protein FLJ13657 (FLJ13657) mRNA 

Homo sapiens hypothetical protein FLJ22237 (FLJ22237) mRNA ~ 

Homo sapiens hypothetical protein FLJ21 159 (FLJ21 159) mRNA 

Homo sapiens hypothetical protein FLJ23447 (FLJ23447) mT?"WA 

Homo sapiens hypothetical nrotein FLJl 1 806 (FLJl 1 806) mRNA 

tiomo sapiens hypothetical protein FLJ21596 (FLJ21596) mRNA '" 

Homo sapiens hypothetical protein FLJ22349 (FLJ22349) mR'NTA 

Homo sapiens hypothetical protein FLJ2325 1 (FLJ2325 1) mRNA 

Homo sapiens hypothetical protein FLJ13710 (FLJ13710) mRNA 
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MA/f 094£14 

IN IVi \Jz.H O 1 *+ 


FT/vmn Qsmipn<; Vi\/r»ivKhptir>5i1 nrntpin T?T T9310Q fFT T9^10 Q> i mPMA 
Xxonio oapiciio iiypoiricticai proicm jr ±\jy ysr jujz. j i \jyj 3 iiixvln /a. 


xNiVI UZ*+oUZ 


FT/vmri QQm'ptlQ Ti\mr\tViF'tir*'a1 nrntpin FT T91"}6Q fFT 191^6*^ mPMA 

jnLOiriu sapiens nypometicai protein Pjl»jzi«>o.7 ^rLJzij07jj iiiivln/y 


MA/T 094R01 


IjLOIIIU oapiCIlo liypOuietlCai piOLCin rLJ^UJl ^rLJAUJl ^, IIJLlvIN/A. 


MM 094R00 


Unmn <5arnf*n<: hvnntViptirsil nrr*tf>in FT T9^405 ("FT T9^4Q5 » rrTRMA 


mu 094708 

INIVI V/Z,H- / yO 


FTnmn cnmVrtc; hvr>ntVif»iHo5il nrntpin FT T1^059 CF1 T1 ^059^ mPNA 


MM" 0947Q4 


U nrn n Qam'ptiQ fiA/i^otViRtir'^l nmtpin FT T9940R PPT T9940S^ m"RMA 


MM" 0947Q9 


TTnmo canipnQ Hvr^ntVi^tir'Cil nmfpin FT T999R9 rFT T999R9^ m"RMA 


MA/T 094701 

IN AVJL / 7l 


Wnmrk curvi/^nc ViAn-\r\tVt^tir»a1 nmtpin FT T99756 ^ThT T997^6\ m"PXTA 

xxornu odpiciio nypoLneLicd.1 prt)LCin vi^jaz. / do ^jt jl_*jz.z, / joj, itlcvln/a. 


MM 094700 


"H"r\mr* CQT-»if»r»c ViArr*rkt"hf>+ir»o1 rM-rvt^ir^ FT T994QO ^FT T994QO"\ mPMA 

Xxuriiu beipieiio iiypouieiicd.1 proiein r j^jzz.hj'u ^jri_fJZ^ZH!7Uj, itllxIN/^ 


MM 0947RR 


TTrkt-nr* conipnc ViAmr\tVip»tiV> al nrntpin FT T9 1 069 /T7T T9 1 0^9^ rr»"DXTA 
XxUIIlO oapiCilo Xiyp(JHlCLlt/d.i prOlclU. rJ-fJZ. 1 VJOZ- ^rx^JZlUDZ lTlI\J.Ni t V 


MTV/T 0947R7 

INlYl UZ*+ /Of 


TTrtm/-» com'pn c V»Arr»/^tVi^fi nrAtAi'n FT T19^9^\ ^T7T T1 9 ^9/^^ «-»*DXTA 

juonio Sapiens nypoincticai proLein r l^j izozo ^x*1jJ ij,dz,o), hixvIN/v 


MM 0947R£ 


jnLonio sapiens nypouieLicai protein rLJ 1 ji jj ^rj-j ij idj ), iitjkjn/y 


MM 0947R5 


Wr\mr» ca-niAnc Vi\rr*r\tl»F»tir'ol -r\-rrvt^>i-n FT T9974£ /'FT T9 9 7/1 /^*\ ml? "MA 

xionio sapiens nypometicai protein ri^jzz /*+o ^i/JLJZZ/^fojj itlkjn/y 


MM 0947R"* 


TTfMno c^nipnc Tivnr\tliRfir'Ci1 T^rotp-in FT T9^5QR HRT T9^5QR^ mPMA 

XJ.LH1IO Sapiens iiypoLncnL/ai pruiciii rivJZjjyo v^r uz jji/oj, inj\JiN/\ 


MM 0947K9 


TTr^mrk Qjmi^nc IrvmrktViPtio^l T^rr^t^in F'T T1 9/^10 ^FT T19^»10^ tyiPMA 


MM 094781 


TTnmr» cjmipnc: hvnnth^ticnl r»mtf»in FT T9^504 fFT T9^504^ mPMA 


MM 094779 


Ffnmn Q^nipriQ VivnntVietif*n1 nrr»t^in FT T99055 /"FT T99055^ nVRM A 


MM 09477S 

IN IVI OZ*T / / O 


FTnmrw com'pnc Vi-vmoflTi=fir»o1 -r\-rrit^-in FT T99^v19 /"FT T99A19^ rr%1?XTA 

xxoinu sapiens nypouieticai protein rLJZzoiz yjrjujzzoiz^, irit\j.N/\ 


MM 094776 


TTrvmrv conipnc ViA7T\ritVif»tir»a1 T\-rr\tp»ir» "FT T9 1 1 40 /TTT T9 1 1 40^ tyi"PXTA 

riuinu sapiens nypometicai protein jtiljzi l^fu ^a'jl.jzi i*+u/, iniviN/\ 


MM 094774 

iNxVl uZt-/ /H 


nomo sapiens nypometicai protein Jri^JziyzH- ^j/j-rjziyz^fj, nxtviN/\ 


TsTM 094770 

INxVl \JZ.H ( i\J 


xiomo sapiens nypometicai protein rL^j l^yo^f vJtjL/J i jyo^t), itu\JN/\ 


MM 09476R 


Unmrt cQmpnc V»-\rr\nfh*=»+i*r*c»1 TM-rkt^i-n T7T T1 90^7 /TTT T1 90^7^ ml?\TA 

rioiTio sapiens nypometicai protein plj izor> / ^J7i_yj izu>> / ) y iu-rviN/\ 


MM 094766 


jiomo sapiens nypometicai protein rJUJZj^+o 1 ^rLJzjHj 1 j, nirviN/v 


MM 094765 

1N1V1 V/Z.*t / OJ 


FTrimr* os»r*if*nc Vi\mrkt"hf»tir'5i1 T>rr»f*»in FT T19401 fFT T19401^ ty-iT?"MA 

nomu sapiens iiypoineucai protein ri^j izh-ui ^jti^j izwi ), itiivj.n/\ 


MM 094764 


jlj-Oiiio sapiens iiypomciicai proicm inzyo ^Jrj_jJ I'H-zi/oj, iTirviN/\ 


MM 094761 


ijLoino sapiens nypotneucai protein rjuj ijzuf lozu'tj, rnrviN/\ 


MM 09475Q 


jrioiTio sapiens nypotneucai protein r i^j ijyo o ^rbJ Ij^jj), ituvin/v 


MM 094757 
INxVi WZH / J / 


xiomo sapiens nypotneucai protein rx^j izo /y ^pi^j izo /y)> niiviNA 


"MM 094756 

XN1V1 UZ4 / 


rxomo sapiens nypotneucai protein rLjj ijhod yri^j lo^fODj, niKiNA. 


MM 094755 
IN xYl / JJ 


xiomo sapiens nypotneucai protein rJLrJ 1 dLid ^rijj uzi d), mxUNA. 


MM 09475^ 

IN 1VX OZH- / D J 


nomo sapiens nypotneucai protein jtjuj i i^to / ^riL,j i lhd / ), mxsJN/\ 


MM 094751 

1N1V1 UZ4 / J> 1 


U/\mn cQnipnc Vi\rr-\/^tV»<=»-hr»o1 t-»-t-r\t/»'tt-i FT T1 ^97^ /"FT T1 ^9"7T\ -r*-iT?XTA 

xiomo sapiens nypotneucai protein iri^j Ijz / d yrJuJ ldz / ->), itikjn/y 


MM 094748 


T-Inmn ennipne Ti\rr\rvtVip»fi r»o1 Y^r/Afp>in FT T1 1 ^^Q /F'T T1 1 ^ T ty-iT?1vTA 

nomu sapiens nypotneucai protein VJuJ i Ijj? ^r'lwJ 1 1 ODy mlxlN/v 


MM 094747 


nomo sapiens nypometicai protein rLJZZjUi ^rjLJZZjui ), mjt\j.N/\ 


MM 094745 


TJnmn cani pn c: 'h\/r*r4t'hf»tir k c»1 r^rot^in FT T9900Q /T7T T9900Q^ ml? "MA 
xauiiivj s»apicii^» ny puLiicucai protein j/1wJZZOOj7 zzuu? i, iniuNn. 


MM 02474^ 


T-fnmn «sanipn<; hvnntVietiVal nrnfpin "FT T910^4 rFT T910^4^ mRNA 
inoixiAj sajjiciia xiyptjLixciiL/ai piOLCin rijjz l yj*r ^rxjjziyj^, iiirviN^v 


MM 0247^8 


Unmn «;arnpn<? Vivnnthf»tir'n1 nmtpin PT T91415 fFT T91415^ mPMA 

AJ.011XU oapivixa xiypOLIlCllCai piOLCin rL>JZ If 1^ ^rL/JZlHiJ J, IILtVLN/iL 


NM 0247^6 


TTrimn «;anien<; hvnntVi<=»tif»5i1 nrnt^i-n T?T T191 50 rFT T1 91 50^ mPMA 


MM 0247^5 


TTnmn Q^nipn q Vivnrkt"h^tir'5»l i~\-rr\tp»in FT T99477 rFT T99477^ mPTsTA 
nuinu oapiuiid iiypomcticai proicm rijJZZH / / ^rL/jzz*t / / niiviN/\ 


NM 0247^4 


nuinu oapiciia uaipuiiiii uivc ixaiismemt/ranc ooinairi protein ^tainiiiij, iixxviN/\ 


MM 0247^ 


TTomn QnnipnQ li , \mr\tVip'tir*ci1 -nrr*tp»ir» FT T14^45 ^FT T 1 4^4 ^^ ml? "NT A 

nomo bapiciii nypometicai protein rLJ lhjhd yrx^j i^+^^i^ j, Tiu\A\/\ 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


MM 094790 

INIVI \JZ.H i Ay 


nomo sapiens nypotneucai protein Jri-J i jool ^jtjlj Ijooi ), niivlN/v 


MM 09479 R 


nomo sapiens nypotneucai protein rJ_J 1 1 oUo ^.t-LJ 1 1 ouoj, mKJN J\ 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


TSJM 094794 
xNivl UZ*+ / Z4 


nomo sapiens nypotneucai protein rJLJz/JjZ ^rJUJZZojZ), mKJN/v 


NM 024791 


Homo saoiens lilcelv OT+holocr nf mniKp 7inr finder homendnmain 4 fPT T90QS0^ 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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NM 024710 
NM 024708 
NM 024707 
NM 024706 
NM 024704 
NM 024702 
NM 024699 
NM 024697 
NM 024696 
NM 024694 
NM 024691 
NM 024685 
NM 024682 
NM 024680 
NM 024679 
NM 024677 
NM 024676 
NM 024674 
NM 024671 
NM 024669 
NM 024667 
NMJ)24665 

NM 024664 
NM 024661 
NM 024660 
NM 024659 
NM 024658 

NM 024656 
NM 024653 
NM 024652 
NM 024645 
NM 024644 
NM 024643 


__Horao sapiens hypothetical protein FLJ23469 (FLJ234691 mRNA 

IHomo sapiens hypothetical protein FLJ2255 1 (FLJ225511 mRNA 

Humu sapiens hypothetical protein FLJ13956 (FLJ139561 mRNA 1 

_ Homo sapiens hypothetical protein FLJ13479 (FLJ13479) mRNA 

_ I^omosapiens hypothetical protein FT mn 4 5 (FLJ230451 mRNA 

Homo sapiens hypothetical protein FLJ13841 (FLJ138411 mRNA " 

Homo sapiens hypothetical protein 1-LJ 14007 (FLJ140071 mRNA 

_ Homo sapiens hypothetical protein FLJ22419 (FLJ224191 mRNA " 

_ 1U; sapiens nypothetical protein FLJ23058 (FLJ2305R1 mRNA 

_ .Homo sapiens hypothetical protein FLJ23 121 (FLJ23 1211 mRNA 

_ .Homo sapiens hypothetical protein FLJ23233 (FLJ232331 mRNA ' 

, Homo sapiens hypothetical protein FLJ23560 (FU235601 m PN A ' 

- " omo sapiens hypothetical protein HJ12168 rFLJ121fi?n m p^ " 

_ Homo sapiens hypothetical protein FLJ233 11 CFi nw^ m p^; ■ 

. Homo sapiens hypothetical protein FIJI 1939 (FLJ1 1 a* a) mT?N A 

._±iomosapiens hypothetical protein FLJ14001 rFTJianni) 

. Jlomosapiens hypothetical orotem FLJ22938 (FLJ229381 mRNA 

Homo sapiens Hypothetical protein FLJ12457 <F1J) 74S7) ™pNA ~ 

1 Homo sapiens hypothetical protein FLJ23436 (FLJ234361 mRNA " 1 

. lluiiio sapiens hypothetical protein FLJ1 1795 (FIJI 17951 mRNA 

tiomo sapiens hypothetical protein * LJ 12750 ("FT J] 77<n) mP "^ ' 

SSSf^ <>o-repressor/HDAC3 complex subunit 

Homo sapiens hypothetical protein FLJ1 1838 TFT..T1 is»g) mPm 

Homo sapiens hypothetical protein FLJ12436 fFT .11 7^ mRNA 

Homo sapiens hypothetical protein FLJ22573 (FLJ22573l' mRNA 

1 Homo sapiens hypothetical protein FLJ1 1 753 (FIJI 1 7531 mRNA 1 

Homo sapiens hypothetical protein FLJ23338 rFT.J?ms) mP ^ 

Humu sapiens nypothetical protein FLJ1 1 565 <FT .11 1 Sfi^)' m PN A 

Homo sapiens hypothetical orotem FLJ22329 (FLJ223291 mRNA 

Homo sapiens hypothetical protein FLJ13902 rFT.Il ^Qf>7) ™p >H 

Homo sapiens hypothetical protein FU23 1 19 (FJJ7A 1 1 of^NA 

Homo sapiens hypothetical protein FIJI 3842 (FLJ138421 mRNA 

Homo sapiens hypothetical protein FU21802 (FLJ2 1 802) mRNA ' 


NM 024642 
NM 024639 
NM 024638 
NM 024635 
NM 024633 
NM 024632 
NM 024631 
NM 024630 
NM 024629 
NM .024623 ] 
NM 024620 1 
NM 024619 1 
NM 024618 J 
NM_024614 I 
NM_024612 I 
NM 024608 T 


Huino sapiens hypothetical orotem FLJ23093 fFT.mfm) ^ PN a 

Homo sapiens hypothetical protein FLJ21212 (FLJ21212) mRNA 

Hom " ^ lclls ^ypomencal protein FLJ23393 rFT T7^<m m p >T ^ 

Homo sapiens hypothetical protein FLJ12960 TFT .11 7Q*n> m p NA 

Homo sapiens hypothetical protein FLJ22643 <FT..T77^> mPN ^ 

Homo sapiens hypomencal protem FT J 2 1 77* (t?t to , nn^ mRNA 

Homo sapiens hypothetical protein FT J] 1 52 6 (FT Tl 1 57*) ^ph^ 

Homo sapiens hypothetical protein FT .17^47 fFT T o^ r) mJf f^ 

Homo sapiens nypothetical protein FLJ209S4 .FT.T70QR4) mP ^ 

Homo sapiens hypothetical protein FLJ23468 fFT..T7^fiS) mPN * 

Homo sapiens hypothetical protein FLJ1 34Q1 CPJ ti M o n m p^r 

rlomo sapiens hypothetical nrntHn FT rnsofi mr n f-TP^f — 

c sr "^"^i (jioiem rj_»no8o ivLJ125R6), mRNA 

iomo sapiens hypothetical protein FT .Tl 7 1 7i Ji2 1711 mPN^ 

iu,uu sapiens hypothetical protein FIJ21478 (FT. 17.147^^^- 

j^sapjen^othetical protein FLJ13197 fFLJ13197^ !' m pm 

lomosapieiis hypothetical protein FLJ22060 CF1 T7yn^)~^p^r 

iomosapiens hypothetical protein FLJ22402 (FLJ22402)' rnRNA 
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NM* 094607 
iN1Va_vZ'+OU / 


liOiTivj sdpicno protein pnospnaiase i, rcguidiuiy ^iixiiiuxujiy buuuixii j±-> 

\XT A X 1 IvJJJ J j 1 1 1A VJ. N rV 


NM 024604 


Homo <;aniens hvnothetieal nrotein FT J21908 (FLJ21908^ mRNA 

AAV/11HJ OCiLJiC'lld lAjr k-JV/lllV'LlV/Cll L*>Jl WlWlll A 1_> J \. S \J \J \X. ±-j*J *~ X S \J \J ) y HU.VJ. ifl 


NM 094603 


Homo <;anien<; hvnothetieal nrotein FT T1 1588 (FLJ11588i mRNA 

AXVJ111VJ 0d|_/It/ll0 liy U 11 IVi LI V/Cll LJlVJlwlll X A-<J A 1-/UV) \A J_r«J J. 1 UU^j A1U.VJ. ^ ix 


NM 094599 

1NAYA KJ^'-T^J Zf S 


TTomo <;anien<; hvnothetiral nrnfpin FT T92341 (FT J22341^ mRNA 


NM 094598 


"TTomo Qanipn*; Vivriothptiral nrofpin FT T1 31 54 fFT T1 31 54 1 mRNA 

XTXV^lllV/ oapiOllO lljf Lilt/LIL'CU piULClll 1 X_< J 1 J I J*T ^A X-r«l U X.WTjy llAANJL^trA. 


NM 094597 


TTomo «:anien<; TivnotTietiml orotpin FT T1 9649 fFT T19649i mRNA 


NM 094596 

XNXV1 U^H-JI/VJ 


Unmn <:»rtipnc Tivr^rkfTipfirnl r»mfpin FT T1 9847 (FT T19R47i mRNA 

XXVJillU od.pi CI lb Iiy pOLllCLlL/d.! prULClIA X^X^J IZrOH/ ^I7X-iJ 1Z»0*t / ^, llAAVJLN/A. 


NM 094594 

1NXVX U^*tJ7 4 t 


TTnmn QanipnQ Tivnntl-iptinnl nrntpin FT T1 98QQ (FT T1 9R99^ mRNA 


NM 09450^ 

XN1VX VZHJ y J5 


xxwiiiu bd.piciia iiypoLiiCLiv/ai pruicin jta^ji 1/0/ yr x^j 1 x i\j 1 1 9 iiixvln^v 


NM 0945Q9 
inxvi \j£*±jy^, 


axoiiiu ddpiciib nypoixicLiud.1 pruiciii rui jjj^ ^rxj 1 jjj^) iiixvln/\. 


NM 094590 


TTomn Qsmipn^ Vivnnt'hptiral r»rofpin FT T93548 (FT T93548 1 mRNA 
xxvfiiivj oapiciio iiy puLiidiV/cii piv/ivin riyJijj'TO yx^x->J^» jji'O^j iiiavin^v. 


NM 094589 


TTnmo Qnr»ipn<: VivnotTiptirql nrotpin FT T99386 (FT T99386^ mRNA 
xxuiiivj bcipidio iiypv/tiidiV/di jJi uiciii rxj^jou ^rLJ^jou^ iiixvan^v 


NM 094588 

1N1VA \-/Z.*T^OO 


TTomo «;aniPTi5; TivnotVipfiral nrofpin FT T935R4 (FT T93584 1 mRNA 


NM 094587 

1NXVX V/Z.*-r J O / 


TTnmo Qflnipn*; hvnothptirpl nrotpin FT T99353 (FT T99353 1 mRNA 

XXvJlllVJ odpiCAlo lljr pULllCLlV/al piUldll I 1j J £*JL.-J U -J ^iLrJiiLJJJ | ? IIIAvAN^Tl 


NM 094583 

IN IVi U ^*+-? O -3 


TTomo <:flnipn<; hvnothpripnl nrofpin FT T73149 fFT T93149 1 mRNA 

AXUIIIVJ odpiCXlo liy pOLUCLlV/dl piVlLClll iLJ-J l*t^ yr X-»J^i^> X*T^-^, IllAVLNi^V 


NM 094589 


TTnmo Q^nipriQ hvnotnpfiral nrr^fpin FT T9^056 (FT T93056i mRNA 
xxAJlllvJ oapiCIla IiypouiCUCal piULClIl J7X-/JZ.-) \) JU ^XT X-« J Z, J W-.' 3 lIlxVXN.rY 


NM 094581 

lNlVX vZ.t'J O I 


TTnmn ciinipnQ TrvnotTipHral nrnfpin FT T1 ^949 (FT T1 3949 1 mRNA 
xxuhiu cxipiciio iiypLiLiicLiud.1 pivJicni r LjJ Ljy^v^ yrx^j 1 jyt^j, iiixvin/a. 


NM 094579 

1NXVX U^HJ / 


TTnmo c^nipnc hvnnthpfir^l nrnfpin FT T9^991 (FT T9^991 1 mRNA 

XxUXIlU oapiCXlo liy pOLllCLlOal pXUlClll 1 ivJz,j^i-l \JT j-jJ J Z.Z, 1 ^, IIXLVLN/^ 


NM 09457R 

INlYX UZHJ / O 


TTomn cnnipnc nvnr\tn<=»fiV«1 nrnfp^in FT T9970Q (FT T99709 1 mRNA 
Jixijiiivj odpiciio xiypt>uiCLiC/ui piOLCin rxvjzz. / \jy ^jtx^jzz. /\jyj 9 iiixvln/a. 


NM 0'>4577 


TTomn cnnipnQ nvnofVipfiral nrntpin FT T1 3605 (FT T1 3605 1 mRNA 

XXU111U odpiCllo liy pULliCtiL'al piULdll XLJ 1 JUvJ \^XXjJ 1 JVJuJ y ? llllVlN^V 


NM 094576 

XNXVX UZ,HJ / U 


TTnmn QnnipnQ rtvnnthpfirnl nrofpin FT T9107Q (FT T9 1 079 i mPNA 
xxvJimj oapiciio liy pvjLiiCLiL'ai piuicxii X7x-»jzxv//^ ^rXvJZ.iv/7jj iijxvln^a. 


NM 094575 

XN1VX UZ,*tJ / _J 


TTomo QfmipnQ TivnotTipfirnl nrntpin FT T93467 (FT T93467 1 mRNA 

JTAV-llllvJ octpidio Xly LllCLlv*Cll piOLClll XIjJZJ'tU / y^I JLJ*. J'tVJ / J 9 IIIAVINxt. 


NM 094574 

XN1VX V/A,tJ / *"t 


TTomn QnnipnQ VivnotTipfiral nrnfpin FT T93191 (FT T93191 i mRNA 

A 1VJ11 IKJ oCipiC/llO liy LllvUL/Cll piV/ldll 1 L/JZ.J 171 ^A A_*J Z. J 17 1 J 9 1 1 lAvl N zv 


NM 094573 


TTrvmrv canipn<: hvnnfnpfirnl nrnfpin FT T1 9010 (FT T1 991 0 i mRNA 

XlUlllU oapiCllo liypULllCtlV/al pivJlClll J7XjJ 1/-71u ^fLJ lZr7iUjj IIXIVIN^V 


NM 094579 

XNXVX uit J / ^ 


TTomo <;anipnQ hvnofhptiral nrnfpin FT T19691 (FT T19691 i mRNA 

XXvsillU oCipiV/llo liy pV/LlldiV/O.! pi U It- HI X X~iJ 1LU71 \^X A_>J 1^U7 1 1^ 1 1 1AV1 N A 


NM 074569 

XNXVX *T%?vJjr 


TTnmn Qanipn«s nvnntnptirnl nrnfpin FT T91047 (FT T91047i mRNA 

AAv7lllV7 oapiCllb iiypvJLIlCUOal piUlClll A^ X-rJ Z, X v/*T / ^X X-rJ Z, 1 V7H- / ^, IXilVlN/A. 


NM 094567 


TTnmn QanipnQ nvnntnpfipal nrnfpin FT T91 616 (FT T71 61 61 mRNA 
xauiihj c><ipiciis> iiy puLiiciicai piuicxii rijjxiuio yr x^j jL lkj nijsi\r\. 


"MM 094564 


TTnmn Qnnipnc "hvnnfViprirsil nrnfpin FT T1 1 71 5 (FT T1 171 5 1 mRNA 
XXVJIIHJ bdpiCllb Iiy pULilCLlL/d.1 piULClIl FXjJ 1 1 / IJ ^X^ A^ J XI/ 1J j, IllXVLNx\ 


NM 09456^ 


XXv/IIlvJ odpiCllo liy pULllCllL-dl prUlCiIl A^XjJ IHUj^t ^I/A-/J IHUJHJ, llLtvlN/x 


NM 094560 

IN AVX \J z**t JUu 


TTnmn QnnipnQ nvnnfhpfiral nrnfpin FT T9196^ (FT T91Q6^ 1 mRNA 

XJLVJ111U odpivllo liy pV^LllCLlL-O-l piULClIl rijJx< 17UJ ^1 IjJZ; 17UJ | ; 1 1 11V1 N / V 


mm 0^4558 

1N1VX VZ.*TJJO 


TTomo «;anipn<2 Vivnnthpfipal nrnfpin FT T1 3990 (FT T1 399 0^ mRNA 

AXVJlllV/ OdpiVllo liy pULllCLlV^al pUJlClll X L^J I J7iu ^A A-/J 1 j7^Uy } IIJXNjL^ixTw 


NM 094557 

1NXVA Ui.tJJ / 


TTomo <;anipn<; hvnotTipfipal nrnfpin FT Til 608 (FT Til 608 1 mRNA 

AAVJ111VJ oajJlwllo lly pVJ LllwllV/uI piVJLC/lll JTX-#J 1 1 UV70 yX X_*J A 1 VJV/ O J } lllAVLN^TL 


NM 094554 

1NAYA V/^>*tJ 


TTomo <;anipn<; hvnofhpfipal nrofpin FT T1 1413 (FT T1 141 3 1 mRNA 

AAW111VJ Od.JJlV-'llo *iy f-'v' UlCUwwI l^lV/Ldll X i—iJ 1 I*tlJ ^A J—j%) A 1^1-J^ S 1 li_l_Vl N l\ 


NM 024548 


Homo «?flnipn<? hvnofhpfipal nrofpin FT T93047 (FT T93047 1 mRNA 

AiV/lllVJ oupit>^lo i iy ^-fyJ Lilt llC- £11 |yl\JlVvlll X LJ^Jut/ 1_ J- A-»J^*«JV/ fc T / y j 1 1 1A VX A 


NM 094545 

INXVX V/Z.HJ'tJ 


TTomo «;anipn<; hvnofhpfipal nrnfpin FT T19761 (FT T19761 i mRNA 

XXvJllHJ OdpiCllo lly pULllCUL/dl piVJLClil rliJlZ / Ul ^JTA-«J XZ /\JlJ, IllXVLN^Y 


NM 094544 

1NAVA V/-- fc T~/ ta l 1 


TTomo QanipnQ hvnofhpfipal nrofpin FT T19875 (FT T19875i mRNA 

XXV7I11VJ OdpiCllo liy pVJtllCll^dl piULC-lll A J_v J 1Z.O / »J ^X A_» J lLO / Jjj lllXVLNxv 


NM 094541 


TTomo s;anipn<5 hvnothptipal nrofpin FT T1 31 14 (FT T1 31 1 4i mRNA 

AAVJ11MJ OdpiWilo liy pvy tllt^llV/dl piVilt^lll 1 LiJ A J X X*T yl. A-/J A J A L*-Tj, lllXVlilxx 


NM 094539 

1NXVX UZ'TjJy 


TTomo <;anipn<: hvnofhpfipal nrnfpin FT T9^516 (FT T9351 6i mRNA 

AAV/1A1\J OdpiC-ilO liy \J\J U11C LlOu.1 piVJLClil I LJi- J J 1\J ^lljJiiJJlUyj HlAVlNxi. 


NM 094537 


TTomo QanipnQ hvnofhpfipal nrofpin FT T1 9 1 18 (FT Tl 9 1 1 8 i mRNA 

AAVS111U Od|JldlO liy jJULlldlOdl piULdll X XvJ X Z> X X O \^X X_»J 1Z.1 lOy, lllAVA^c/V 


NM 094536 


TTomo QanipnQ hvnnfhpfipal nrnfpin FT T99678 (FT T9967R i mRNA 

XXV/111U odpiCllo liy pULllCLll'dl piULClIl J7X-#JZ.ZO/0 ^rijJZ,Z<U / OJ) llAAvlN/i. 


NM 024535 

1 N 1VA UZi*TJ J J 


TTomo csanipn^ hvnofhpfipal nrofpin FT T99091 (FT T99091 i mRNA 

11V/1HU oa|Jl&110 liy p\JLllCtllM>dl piULClIl X i~tJ wZ>V^> 1 ^X ivJZ>^V/Z>l / j liAAVlNuTV 


NM 094533 


TTomo «;anipn«; hvnofhpfipal nrofpin FT T991 67 (FT T991 67 i mRNA 

iiwiuv oci jjiv-/iio iiy jJJVJ LiiciiV/cii j^ivjiciii a i—iJ i\j i yx I^J^^IU/ /, 1 1 lAvl. > A 


NM 094531 

1N1YA *t^/ J A 


Homo «?anipn«; hvnofhpfipal nrofpin FT Tl 1 856 (FT Tl 1 856 1 mRNA 

-i n\j oapiwuo ay uiviivfli jJivjiciii x a_<j a i o -/ w ^x x_>j l lOJUjj liiXvl^iiV 


NM 094530 

1NJ.YA \J^.~T^J J 1 \J 


Homo 9anien<5 hvnofhpfipal nrofpin FT T23306 (FT T93306i mRNA 

11V/111U oapivllO liy |JVAtlldlV/ul JJlVsldll 1 A/J^>JJvv ^X IjJ^ J JUU J ? 1 1 LIVl N 


MM 024528 


Homo sapiens hypothetical protein FLJ22626 (FLJ22626), mRNA 


NM 024527 


Homo sapiens hypothetical protein FLJ1 1743 (FLJ1 1743)., mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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■iNivi UZ40 J y 
NM 024509 
NM 024506 
NM_022893 

NM 015113 


Homo sapiens hypothetical protein FLJ13725 (FLJ13725), mRNA 

Homo sapiens hypothetical protein MGC2656 (MGC2656), mRNA 

Homo sapiens hypothetical protein MGCl 0771 (MGC10771) mRNA 

Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCT 1 1 

Homo sapiens KIAA0399 protein (KIAA0399), mRNA 


NM 015545 
NMJ)20299 

NM 003308 


Homo sapiens KIAA0632 protein (KIAA0632), mRNA 

1 «?^ nS ald °- keto reductase family 1, member B10 (aldose reductase) 
(AKR1B10), mRNA 

- Homo sapiens testis specific protein. Y-linked (TSPY). mRNA 


NM 024339 
NM 024334 
NM 024328 
NM 024327 
NM 024323 
NM 094199 
NM 024320 
NM 024319 
NM 024314 
NM 024313 
NM 024310 


. .Homo sapiens hypothetical protein MGC2655 (MGC2655) mRNA 
. Homo sapiens hypothetical protein MGC3222 (MGC3222) mRNA 
_ Homo sapiens hypothetical protein MGC2652 (MGC2652) mRNA 
Homo sapiens hypothetical protein MGC2508 (MGC2508) mRNA 
. Homo sapiens hypothetical protein MGCl 1271 (MGCl 1271) mRNA 
. Homo sapiens hypothetical protein MGCl 1266 (MGCl 1266), mRNA 
- Homo sapiens hypothetical protein MGCl 1242 (MGP 1 1242), mRNA 
Homo sapiens hypothetical protein MGC4174 (MGC4174) mRNA 
Homo sapiens hypothetical protein MGC4294 (MGC4294) mRNA 
Homo sapiens hypothetical protein MGC373 1 (MGC373 1) mRNA 
Homo sapiens hypothetical protein MGC4090 (MGC4090) mRNA 


NM 024303 
NM 024297 
NM 024293 
NM 023003 
NM 015254 
NM 015127 
NM 024033 
NM 024122 
NM 024121 
NM 024119 

SSM. UZ4117 

NM 024115 
NM 024111 
NM 024109 
NM 024108 
NM 024107 


. Homo sapiens hypothetical protein MGC4161 (MGC4161) mRNA 
Homo sapiens hypothetical protein MGC2941 (MGC294 1 ) mRNA 
. Homo sapiens hypothetical protein MGC3035 (MGC3035) mRNA 
Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1) mRNA 
Homo sapiens kinesin family member 13B (KJF13B) mRNA 
Homo sapiens Mid-1 -related chloride channel 1 (KIAA0761) mRNA 
Homo sapiens hypothetical protein MGC5242 (MGC5242) mRNA 
Homo sapiens hypothetical protein MGC4825 (MGC4825) mRNA 
Homo sapiens hypothetical protein FLJ20979 (FLJ20979) mRNA 
Homo sapiens hypothetical protein FIJI 1354 (FLJ1 1354) mRNA 
Homo sapiens hypothetical protein MGC2745 (MGC2745) mRNA 
Homo sapiens hypothetical protein MGC4309 (MGC4309) mRNA 
Homo sapiens hypothetical protein MGC4504 (MGC4504) mRNA 
Homo sapiens hypothetical protein MGC2654 (MGC2654). mRNA 
Homo sapiens hypothetical protein MGC2650 (MGC2650) mRNA 
Homo sapiens hypothetical protein MGC3123 (MGC3123), mRNA 


NM_ 024106 
NM 024104 
NMJ>24102 
NM 024097 
NM_024094 
NMJ)24093 
NMJ)24090 
NM 024086 
NM 024085 
NM_024080 
NM 024076 
NM 024074 
NM 024071 ] 
NM. 024070 ] 
NM. 024069 ] 


Homo sapiens hypothetical protein MGC2663 (MGC2663). mRNA 
Homo sapiens hypothetical protein MGC2747 (MGC2747) mRNA 
Homo sapiens hypothetical protein MGC2722 (MGC2722) mRNA 
Homo sapiens hypothetical protein MGC955 (MGC955), mRNA 
Homo sapiens hypothetical protein MGC5528 (MGC5528) mRNA 
Homo sapiens hypothetical protein MGC5509 (MGC5509) mRNA 
Homo sapiens hypothetical protein MGC5487 (LCE) mRNA 
Homo sapiens hypothetical protein MGC3329 (MGC3329). mRNA 
Homo sapiens hypothetical protein FLJ22169 (FLJ22169) mRNA 
Homo sapiens hypothetical nrntm'n Mfir?S4Q r\/fnr">QAa\ __tvi.t « 
Homo sapiens hypothetical protein MGC2628 (MGC2628) mRNA 
Homo sapiens hypothetical protein MGC3169 (MGC3169) mRNA 
aomo sapiens hypothetical protein MGC2550 (MGC2550) mRNA 
Homo sapiens hypothetical protein MGC2463 (MGC2463) mRNA 
3omo sapiens hypothetical protein MGC2749 (MGC2749) mRNA 
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XTA/T AO/IA/^C 

JNM UZ4UOO 


nomo Sapiens nypoineucai proiem iviov_/Z. / ji ^ivivjv^ ' •> 3 1 iiuv_L\.rY 


XTA/T AO/1A/C^ 

NM UZ4UOJ 


Homo sapiens nypotneticai proiein iviu\^.3vozr ^ivivjv^juuz, i, miviN^\ 


XTA/T A0/1A£1 
JNM UZ4UO! 


nomo sapiens nypoineucai proiem ivi\j\~>jjz.i ^ivivjv^jjz.j.^, iiu\j.n/\ 


XTA/T AO/IA^© 

INM UZ4UJO 


Homo sapiens nypoineucai proiem ivio^jj-ju \iyi\j^Djy\jj y uixnjn/v 


XTA/T AO A A ^"7 


Homo sapiens nypoineiicai proiem ivivjf^jjo.} ^vlvjv^o^ojj, ituvin/y 


XTA/T AO/IA^T 

INM UZ4lO:5 


Homo sapiens nypoineucai proiem ivjajv^ooi ijvjlvji^ooi ) y nn\iN/v 


XTA/f AO/IA^A 

INM UZ41DU 


Homo sapiens Hypothetical protein M<ai^ZDy4 (JViuL/Zjy'fj, mjvLN/\ i 


XTA/T AO A A/1 Q 

INM UZ4U49 


rlomo sapiens nypotneticai protein Mia^ODoo ^mvjv^ddooj, itikin/v 


XTN/T 

JNM UZ4U46 


Homo sapiens nypotneticai protein Mvjr^^uzu ^ivlvj^juzuj, mKJN/\ 


"VTA /I AO /I A/1 #C 

INM UZ4U40 


riomo sapiens nypotneticai protein ivioi^o £ tu / ^ivivjv^o'fu / j, tiuvln/\ 


XTA/f AO /I A/1 ^ 

JNM UZ4U4D 


nomo sapiens nucleolar protein uuz ^vjuzj, mi\j.N/v 


XTA/T AO A A/1 1 

JNM UZ4U41 


xiomo sapiens nypoineucai protein ivjajvo iou ^iviui~o iouj, itii\j.n/\ 


XTA/f AO/1AT.Q 
JNM UZ4UoV 


riomo sapiens nypotneticai proiem ivi\ji^z<+oo ^ivivj^z^+oo^, mrsj.N/\ 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


NM 024037 


Homo sapiens nypotneticai protein M<aUZoU3 (MOCZoU3 ) y mJKJN A 


NM 024032 


Homo sapiens hypothetical protein MvjC3130 (MCjC313U), mKNA 


NM 024031 


Homo sapiens hypothetical protein MCjC3 121 (MCjC3 lzl) ? mKNA 


NM 024028 


Homo sapiens hypothetical protein MCjC3265 (M(jC32o5) ; , mKNA 


NM_024027 


Homo sapiens hypothetical protem MCjC3z/9 similar to collectms (MCjC3Z/9), 

__T>XT A 

mKJNA 


XTA/T AO/1AO^ 

JNM UZ4Uz:> 


Homo sapiens nypotneticai protein Mvji^i i jo (Mut l ijoj, mKJNA 


XTA/T AO/IAA^ 

JNM UZ4UUO 


TjA-mrv rorvionc U-vr»-\i^f Vk^f i r« ol nrnfoin TA/f A ^ ^ O AA /TA/T A r^T7^ /I ^\ ^T AA^ TVlT?XTA 

Homo sapiens n3^potneiicai protein hviav t xi.34jdzuu ^Juvj-f\vJii3*tj jzuij^, itjucnjln/y 


XTA/T A1 ^/^T 

JNM UIDoDj 


Homo sapiens ujsjt Z/ J rZ)oojruD4o protein ^iJivirZjJrDoor'u^^toy, ttlcsj.n/\ 


NM 015147 


Homo sapiens KIAA0582 protein (TOAA0582), mRNA 


XTA A A 1 £ A O 1 

NM 01 64<5 1 


Homo sapiens nypotneticai protein (HoJrCZi9^, mKJNA 


ATA >T AOOft/IA 

NM 023940 


Homo sapiens hypothetical protein MtjrCZ&Z / (MLrCZbZ / ) ? mKNA 


NM 023938 


Homo sapiens nypotneticai protein MLrCZ/4Z tMvjrOZ/4Z), mKJNA 


NM 023931 


TT.ri..-1-i ■-. * 1---— A iL n -t-I ^ m 1 «wn4- n <*i A /I"/"""' rf^O /I ^7 /I /TV /T /"^ O /I O /I \ wD\T A 

Homo sapiens hypotnetical protem MCjCZ4 /4 (MvjCZ4 /4), mKN A 


NM__015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 

„ _ 4-,-. ' /Tv AT'/ ___T> XT A 

piotein ^MJLZJr), mKJNA 


XTA/T A1 ^£/lA 

NM 013^40 


Homo sapiens UKr z,r /z /Ml 1 1 protein JJKr Z^r /Z /Nil llj, mKJNA 


XTA/T A1 ^A/1T 

JNM UOU4J 


Homo sapiens isjaauo/o protein tKiAAUO/oj, ttlkin a 


XTA/f AOTAT/1 

NM UZ3934 


Homo sapiens nypotneticai protein MLri^Z4iO (Mvji^Z4yo ^, mKLN a 


NMJ)23928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 
syntnetase (rLJ !Z3o9j, mKJNA 


XTA/f AOTAO£ 

NM UZ39ZO 


Homo sapiens nypotneticai protein JrJLJ 1Zo9d (r lj l/bVD J, mKJNA 


XTA/T AO TOO /I 

NM 0Z39Z4 


Homo sapiens hypotnetical protein i^l^J 13441 (bLJ 13441;, mKJNA 


XTA/T AOAOTQ 

NM 0Z0Z39 


Homo sapiens small protem etiector l ot Cac4Z (oFxiv^i j, mKJNA 


XTA/T AIOA/^O 

JNM_U IZUoy 


Homo sapiens AlJrase, (^JNa+j/KT* transporting, beta 4 polypeptide ^Air'ir>4;, 

■rvi'DXT A 

mKJNA 


XTA/T AO T, 1 1 0 
INlYl UZJ x 1Z 


±aomo sapiens nypotneticai proiein jrjujziyio ^jtjujzivio;, inivrN/ , v 


XTA/T AI^^O/1 


TTr\t-m^ conionc VTA A AAAO r\rr\tt*irk /T^T A AAzlAQ'\ m"RAJA 

nomo sapiens jsjaau4U7 proiem ^isjj^f\U'fU!7;, itiivin/a. 


XJA/T aotaoq 


nomo sapiens nypoLneucai proiciri jti^j ijojj ijojjJj iiitsj. 


XTA/f AO 0.A77 


nomo sapiens nypotneticai proiem ri_^j izhj7 ^jtjuj iz^oy;, ttuvin/a. 


NM 023075 


Homo sapiens hypothetical protein FLJ1 1585 (FLJ1 1585), mRNA 


XTA/T AO 7 AO/1 
JNM v/jU /4 


T-I/\wr\ ^m-M^A-M^ l*t m A 4>li r% *-» 1 *-»-t-rA-f*»t-»-i "CT TIO/^/1/i /TCT TIO/C/1/IV mDAT A 

Homo sapiens nypotneticai protein rJLJizo44 (.JtLj izo44), itlkina 


J/N1V1 uZjU / -J 


xiuiiiu oapienb nypoLiiCLiv^di piuicni x jl^j ijzj i ^jti^j 1 j-j i iiirviN-tv 


NM 023071 


Homo sapiens hypothetical protein FLJ13117 (FLJ13117), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FLJ1 1021 similar to splicing factor, 
arginine/serine-rich 4 (TFLJ1 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ 12949 (FLJ 12949), mRNA 
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JNM 023007 
NM 022918 
NM 022914 
NM 022912 
NM 022907 
NM 022905 
NM 022901 
NM_022898 

NM 022841 
NM 022840 
NM 022834 
NM 022832 
NM 022827 


Homo sapiens hypothetical protein FLJ12517 (FLJ12517) mRNA 
Homo sapiens hypothetical protein FLJ22104 (FLJ22104) mRNA 
Homo sapiens hypothetical protein 24432 (24432), mRNA 
HomosapienshypotheticalproteinFLJ13110(FU13110) mRNA 
Homo sapiens hypothetical protein FLJ23053 (FLJ23053) mRNA 
IHpmo sapiens hypothetical protein FLJ12572 (FLJ12572) mRNA 1 
Homo sapiens hypothetical protein FLJ2 1 302 (FLJ2 1 302) mRNA 

Homo sapiens B-cell CLL/lymphoma 11B (zinc fineemmtpml can 1 irrv 
jnRj^^ ■* "f"" 1 "" iijj ytiiiu* iuigcr protein^ (£>i^L,l 1.B), 

JJiomo sapiens hypothetical protein FLJ12994 (FLJ12994) mRNA 

IHomo sapiens hypothetical protein FLJ23017 (FLJ23017) mRNA 

_ Homo sapiens hypothetical nrotein FT.T72215 (FLJ22215) mRNA 
IHomo sapiens hypothetical protein FLJ12552 (FLJ12552) mRNA 


NM 022826 
NM 022823 
NM 022781 
NM 022780 
NM_022778 

NM 022777 
NM 022771 
NM 022770 
NM 022769 
NM 022767 
NM 022766 
NM 022763 
NM 022762 
NM 022759 
NM 022754 


_ Homo sapiens hypothetical protein FU2 1 347 (FLJ2 1 347) mRNA 

Homo sapiens axotrophin (AXOT), mRNA ~ 

Jjiomo sapiens hypothetical protein FLJ22362 (FLJ22362) mRNA 

1 Homo sapiens hypothetical protein FLJ2 1 343 (FLJ2 1 343) mRNA 1 

IHomo sapiens hypothetical protein FLJ139 10 (FLJ13910) mRNA 

Hamo^sapiens hypothetical protein DKFZp434L01 17 (DKFZP434L01 17), ' 

[Homo sapiens hypothetical protein FLJ141 17 (FLJ141 17) mRNA 

IHomo sapiens hypothetical protein FLJ12085 (FLJ12085) mRNA 

[Homo sapiens hypothetical protein FLJ13912 (FLJ13912) mRNA 

Homo sapiens hvoothetical nmtfin pt tii c<« rcr th o^a\ — T » — 

_ c it^un-uuoi \jL\jicm ruziooe (rJLJzlaoo), mRNA 

IHomo sapiens hypothetical protein FLJ12484 (FLJ12484) mRNA 

IHomo sapiens hypothetical protein FLJ23239 (FLJ23239) mRNA 

IHomo sapiens hypothetical protein FLJ23399 (FLJ23399) mRNA 

Homo sapiens hypothetical protein FLJ223 1 8 (FLJ223 1 8) mRNA 

Homo sapiens hypothetical protein FLJ21865 (FLJ21865) mRNA ~ 


NM 022752 
NM 022751 
NM 022750 
NM 022747 
NM 022744 
NM 022743 
NM 022741 
NM 022736 
NM 022734 
NM 022731 

NM 022727 


Homo sapiens hypothetical protein FLJ12876 (FLJ12876) mRNA 

Homo sapiens hypothetical protein FLJ22059 (FLJ22059) mRNA 

Homo sapiens hypothetical protein FLJ21610 (FLJ21610) mRNA 

Homo sapiens hypothetical protein FLJ22693 (FLJ22693) mRNA 1 

Homo sapiens hypothetical protein FLJ22558 (FLJ22558) mRNA 

ilomo sapiens hypothetical protein FLJ13868 (FLJ13868) mRNA 

Homo sapiens hypothetical protein FT T? ] 080 (FT PI 0801 mT?>,fA 

xt — — = LJ — ~ ^^ivov JuJZ. i\JO\j L ITxJKJNA. 

Homo sap icns hypothetical protein FLJl 1 850 (FLJl 1 850) mRNA 

worno sapiens hypothetical protein FLJ14153 (FLJ14153) mRNA 

Homo sapiens hypothetical protein FLJ20S59 (FLJ20859) mRNA 

Hamo^sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 


NM 012197 
NM 015136 


Homo sapiens HpaJJ tiny fragments locus QC. (HTUqc*) mPm 
(GATCENA)! mRNA TPaSC aC * Vatin S P rotein «* centrosome-associated) 
Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 
NM_022571 i 
f 


Homo sapiens likely ortholog of mouse early B-cell factor 2 rFT Til ^n> m p N -jH 

Homo sapiens putative leukocyte platelet-activating factor recentnr 

^HUMNPJJY20). mRNA receptor 


NM_021024 ] 
t 

NM 019884 I 
NM 021034 I 


H^Gl 7 L TrmRNr° bility ^ (n0nhist0ne ^osomaDprotemn-likel 

-lomo sapiens glycogen synthase kinase 3 alpha (GSK3A) mRNA 

R>mo sapiens interferon mduced transmembrane protein 3 fi-STj) (TFTTM3) 
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IIlTVLN/\ 


lNlVl \JZ,£HHD 


nomo sapicxib inidinin pyropnospnoKxnase i (xrivi j, mi\JNA 


NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 




nomo sapiens nypotnetical protein rLJZiioz (rJLJZiiOZj, niKJNA 


"NA/T 099409 

XNJLYl UwZ t tJ7Z. 


nomo sapiens nypotnetical protein ri-j iz /6o (r j_j iz/ooj, mKJNA 




nomo sapiens ri^-yo protein (rCJ-yoj, iiikxna 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 




Homo sapiens hypothetical protein FLJ12615 similar to membrane protein, 
paimiioyiaiea o (ivi/Yvjruxv p33 suDiamiiy memoer D J (rLJ izolOj, mKJNA 


MM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


1N1VJL UZZ^fDZ 


riomo sapiens nypotnetical protein rLJ 1 lolo (rLJ 1 1618), mRNA 


iSJTV/r A994/1B 


Jtlomo sapiens nypotnetical protem JbUzlolv similar to Rhoip2 (FLJ21817), 

mxvTN/V 


INlVx UZZ.3 / j 


nomo sapiens nypotnetical protein rLJZzili (rl^Jzzili), mRNA 


1SJTV/T 099^70 
IN1V1_UZZJ /U 


riomo sapiens nypotnetical protein rl^JzlU44 similar to Kbigl ^FLJ21044), 


1N1VX U*iZJUO 


nomo sapiens praja i ^jtjai ), mxvtNA 


XNJ.VX V/ZZjOO 


Unmrt ccinipnc V»trt-»/~v+1-i<*+i 4- T7T T0 1 1 CO /T7T TOO 1 00\ __T>\T A 

nomo sapiens nypoineucai protein x^x^jzjIoZ (ri^jz^loZj, mKJNA 


XNJ.VX v/ZZjOI 


nomo sapiens popeye protein d (rUrj niKiN A 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


"NTIVr H99^A9 
xNlvx UZZJ)^fZ 


Homo sapiens kinesin family member 9 (K1F9), mRNA 


KTKA O99079 
INlVx UZZj/Z 


Homo sapiens G protein beta subunit-like (GBL), mRNA 


1N1V1 UZZIjo 


Homo sapiens fructosamine-3 -kinase (FN3K), mRNA 


"NjTVyr A991'27 
iNlVX UZZ 13 / 


Homo sapiens secreted modular calcium-binding protein 1 (SMOC1), mRNA 


KHsA O09 1 1 R 
1N1VX UZZ 1 I O 


Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 
mRNA 


"NTM" 0991 1 fs. 

JLN1V1 V/ZZ 1 1 o 


nomo sapiens iiagetm-iiKe 1 (rlLrJNxvlj, itlKJNA 


IN 1VX UZZ IUj 


xiomo sapiens nypotnetical zinc tmger protein rLJ 14U1 1 (rLJ 1401 1), mRNA 




riomo sapiens nypotnetical protein rl_JZzUo/ (rl^JzzUo/), niKJNA 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


MA/f 091Q70 
iNivx vz i y i u 


Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 

nV/F A POT^ 1 TP 1 \ mU XT A 


NM 01Q0K1 

±>±Y1 V/ I 7V/0 1 


T-Tr\-mr\ CQm'pnp VTA Art A OA rtono n*«/\/4iirtf /"VTA AA/IOAX *«"D\T A 

nomo sapiens x±Aj\f\\jH3\j gene proauct (1SJAAU4JUJ, mKJNA 


TsTIVr 091Q81 


Homo sapiens pre-T/NK cell associated protem (1D12A), mRNA 


TsHVf 090191 


nomo sapiens uur-glucose ceramiae glucosyltransierase-liKe 2 (UGCGL2), 


NM 0066S3 


Homo sapiens human epididymis-specific 3 alpha (HE3 -ALPHA), mRNA 


NM 006077 


nomo sapiens calcium Dmaing atopy-relatea autoantigen 1 (CrJARAl), mRlNA 


"NJA/T 091Q^Zl 


nomo sapiens nypotnetical protem rLJ 1 1773 (FLJ11773), mRNA 


NM 0?1Q^ 


nomo sapiens nypotnetical protein rJLJ lz43o (rLJ lz4Jo), mKJNA 


NM_021930 


Homo sapiens Rad50-interacting protein 1 (FLJ1 1785), mRNA 


"MA/f 091Q9Q 
inivx__uz 1 yzjy 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
neaung reiateu protein (ri-jzioi jj, mKJNA 


NM 007979 

i^UVJ. \J\J / / Z. 


nomo sapiens cnymotrypsm c (calaecnn) (CIRC), mKJNA 


NA/f 0049^7 


nomo sapiens tnyroia normone receptor tnteractor 13 (1 Kir 13), mRNA 


NM 00^S40 


Homo sapiens succinate-CoA ligase, GDP-forming, alpha subunit (SUCLG1), 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM_021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NMJ 18947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


NM 021730 


Homo sapiens hypothetical protein PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelch-like protein C3IP1 (C3IP1), mRNA 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mRNA 


NM 021627 


Homo sapiens sentrin-specific protease (SENP2), mRNA 


NM_021626 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NM_021622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHA1), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBP1), mRNA 


NM 021252 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


NM 021204 


Homo sapiens E-l enzyme (MAS A), mRNA 


NM 021191 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


NM 021178 


Homo sapiens enhancer of invasion 10 (HEI10), mRNA 


NM_021127 


Homo sapiens phorbol- 1 2-myristate- 1 3 -acetate-induced protein 1 (PMAIP 1), | 
mRNA 


NM_021114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsin inhibitor) 
(SPINK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


NMJ)06435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (IFITM2), 
mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA ! 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


NM_003888 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1A2), 
mRNA 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo sapiens KIAA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTS1), mRNA 


NM 021025 


Homo sapiens homeo box 1 1 -like 2 (HOX1 1L2), mRNA 


NM_021003 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent, 
alpha isoform (PPM1A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 


NM_020904 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


NM 020677 


nuiiiu sapiens rio^/VKO protein (rloCAKCj), mRNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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NTVf 018434 

X>IXVX \s X 0*T" J*-f 


PTomn saniens croliath nrotein ffTPi mRNA 

XXUlllVJ oapiWllO feyJlLCil.il \JX\JK\illX \\J± ) i IIXX\-L^Xx 


NM 020437 


Unmn sanienQ similar to n<zrv*rtnte> netn nvriroxvlase ( ASPTTi Cl 00^71 

mRNA 


NM 020S24 


Homo saniens hematonnietir* PR^f -interacting nrotein fHRTR^ mT? TsJ A 

XX\J±ll\J OCLLJlwXlO llvllJLCl IAJ L-HJ1 v LI v X X_>_/V lllLvl CLvUXlg |JlVVV/lil yXXX XX J j 1 11XVX> ^Jl. 


NM 018638 


Homo saniens ethanolamine kinase ^PTCT1^ mRNA 

XXKJUIKJ OUplvllO v L11CL1 1U1 Ul 1111 l\s XVI 1 lUJV ^l_/XVi 1 IXJLXVX^IXX 


NM 016326 


Homo saniens chemnkine-like fartor 1 fY^TCTJRI^ mRNA 

xxwi liu oapiviio vi-iwi ivjxvlil v 1 1 rvu lavlUl x ^v^rv i /X x y j iiixvx^jtx 


NM 016951 


Homo saniens chemokine-like factor 1 fCKLFl^ mRNA 


NM 020143 


Homo saniens outatative 28 kDa nrotein fLOC56902^ mRNA 


NM 020141 


Homo saniens orotein x 0 1 3 f AD-020^ mRNA 

A JLV/lilw UUL/IVIIU L-/ A V/ Will /V \^ X \ X a M ^ \J **\J 9 j lliAxl ^ X X 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM 018843 

X N XYX \J X O J 


HYvmo ^flnif^riQ ttii tr>plir>TiHTi al caTrif^T familv rvrntpin ^A^t^RP"^ mRNA 

XXVJlllw OO-LJXV^JLIO llXXLVJk/lIVJllVXX Idl wUlllwl XdlXJXlj' L^lVJL^/111 ^XVXV-'X X XllXvXN^V. 


NM 018840 

X^XVX V/ 1 OOtu 


Homo QanipnQ "nntativf* R nVjS-TTitf i raptino' "nrntpin ^RTPS^ mRNA 

XXVJX11AJ Od[JlC/llo UUlall V t- XVCIU-/ lllldtx^Llllg IvlwLCHJ. ^XVXX -^^j XlXXNJL^lzV 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


NM 016100 

rNIYI. \J X KJJXJKJ 


XXUIIIU oapiCIlb L-yt/Jtit/ /AxVJLx^-ICgUlaLCU pilUopilUpx ULCLU, ^.1 i\LJ \r\jSJT X -£ 1 ^, IILCvIN/a. 


NN/T 0169Q0 


xxuiiio bd.piciib njvciy oruioiug 01 iiioiioC xicai biiOL/K. proiciii, /\J KxJB. h 
TLOCS 1 1 82"i mRNA 


NM 0132^9 

x^ixvx \j L *J ^.^J y 


XXUrlllU OClJJldia IICUX yJllCLX IJX\JI&HX yXyJ^^JJy lllX\J.>i^V 


NM 005064 

X^IXYX \J \J \J v t 


Homo ^anipriQ Qmall inrlnoiVili* f*vfr»Vinp Qn"hffimi1v A ( Pvq-Pvq^ mpmhpr 9^ 

fSCYA23 > ) mRNA 


NM 013260 


Homo saniens rranscriritional rpo"nlator rirntpin rHONOP^ mRNA 


NM 070433 


Homo satiiens hvnothpriral nrotein T OP^71 (X OPS71 mRTsIA 


NM 020410 

XNXYX \J ^ V/" 1 V/ 


Homo <5flnien<? POT-1 S2 nrotein S?^ mRNA 


NM 070401 

X > 1VX \J £*\J^\f X 


Homo QantPfis nnplpaT nnt*p pomnlpv "nrotpin fNT TP1 07^ mRNA 


NM 020400 

x>(xvx \»/^,\/"-rv/v/ 


PTomo Qam'pnQ (~r "nrotpin-poiir^lprl rpfpntnr ( ("tRR Q'?^ rnT? TvJ A 

XXVJlHl^ oupiCUo VJ JJI VJLC'lil w-iJU.jJlCiJ. I CL/CpUWl 7i- ^vJX XV_7Z^ IIIXVIN^V 


NM 020397 

XxXVX \J *-t\J J 1 


PTomo QnTiipnc Paml'CT-.lilrp r>rotpin VinaQP CX Of~ , S71 1 R'i mPM A 

XXv/lXXVJ ou-L/lC/llo V^aillXVJ.'-lllV.C LJ1. IVllldoC' yX^r\~J\^-) / X X OJ 9 llXXViNrt. 


NM 020388 


Homo saniens PATY-1 S nrotein TPATX-1 mRNA 


NM 020386 


Homo saniens HRAS-like sunnre<;sor THRAST mRNA 


NM 020361 


Homo ^anien 5 ? carnoxvnpntirlasp R nrpnnr^or ^("'PAHT^ mRNA 


NM 020357 


Homo sanien 5 ? PP.ST-containinff nuclear nrot pin f ncnn^ mRNA 


NM 020345 


Homo saniens I-kanDa-B-interactin*? Ras-like nrotein 1 fFCRRASl^ mRNA 


NM 020360 


Homo sanipns nhosnnoliniH scramHIasp 3 fPT ^f~*R3^ mRNA 


NM 020348 


Homo saniens cvclin TVT1 ^(^NNA/fl i mRNA 

M-VJ OupiV/llO vj villi 1Y1.1 1 v/1 ll llTl X fj IJUULvl 'IIL. 


NM 000888 


Homo saniens inteorin V>eta 6 TrTOH6i mRNA 

llVlllv jupivllt} Alllvgi ILXy L/VLU \J y X X V__J 1 t \J J ^ 1 1 IX Vl \ XV 


NM 020181 


Homo saniens mvelin nrotpolinid nrofpin-likp nrotein fPT RT ^ mRNA 

X X Wl 11W Oupivllo 111 villi U-'i \J IvUllplU \ 1 lIVv U LC1X1 ^X X—/X 1 ' f ^ 1 1 1X\J. i zV. 


NM 020144 


Homo saniens nolvf A^ nolvmprasp npfa ftpsh's snppifip^ rPAPOT R^ mRNA 

x iviiivy otipi vi j.o pui jr ^li. y yjKj l y iiivi uov uvia ^ivouo ouvviiiv ^ y x n l > 71 » 1 ? y ^ xxxULVX^ixl. 


NM 020202 


Homo saniens Nit nrotein 7 rNITT2 1 mRNA 

J.1UU1V oupivilO 1 "lv pi V Ivlll yl 1 J. 1 X-* j j ILIXX^X ill 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 


Homo saniens MOST- 1 nrotein H\/f05sT-l i mRNA 

XX VJll l\J DapivllJ ivi VU 1 " 1 yJl VJtvlll ^ivxv_yo X I Jj lllXxX.^ A 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 090128 

X^IXYX \J jL*\J l^U 


TTomo saniens nuclear nrotein rlonVilp mintitp 1 flV/T T"iiV/T1 i ml^TsJA 
XXUlllvJ oa.JJiwiio liUviCal {JXlJLCilX UOLiUlC IIlxIlULC x ^xYlJL/xYlx IIxxvLN/tl 


NM 020169 


TTomo Qanipns 1 ^ tpvin nrotein CX "y~\Ti -mT?7Nj A 
XxxJIllU od^icxio laLvAUl piL>tClIl ^J_*y\_LN Jy IIxxSJ.N/\ 


NM 020133 


WrtmA CCinienc lA/COnVi/AcnVio+i/^ir* or»ir1 o r»-\r1 fronp-Toro 00 /A +0 /*T "D A AT rlol+oi 
nUIIlv t octpicila xy bupuvjbpilallvllv dvlU awyiUanSIcrd£>e-QClui ^x-f.r/VrVx -Qclld^j 

mRNA 

A 1 IX VX N Vl. 


NM 020241 

x > iyx v/A»vy^*T i 


xxuiliu Dapiviia Oviiia kiv>iilalxl 9 LlcLXloIIlCIIlUlaliC LlUilldllx ^ixvx^ s dllli LOpidoIxxlv 

domain Tsemanhorin^ 6B TSFMA6H^ mRNA 

VlVlllUlllj yoviiiupiivi 111 ^ ^ kj JulYliLUU J j 1 1 11 VI ^< -IX 


NM 020163 


Homo saniens semanhorin sem2 TT.OPS6Q20^ mRNA 

XXV/lllv gupiviiu ^viiiupilUi 111 OVlllXf ^Xv\/v>/ V/yMV llllM li 1 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NM_019887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM_019892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5-phosphatase homolog; 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM_0 19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NMJ 19845 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRIMO), 
mRNA 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2-interacting telomeric RAP1 protein (RAP1), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HEF-1 responsive RTP801 (FLJ20500), mRNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (PI 7.3), mRNA 


NM 019042 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


NMJU9061 


Homo sapiens phosphatidylinositol-3 phosphate 3 -phosphatase adaptor subunit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NMJ 19034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FL J 1 1 045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FLJ10996), mRNA 


NM_018180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NMJ 19028 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 
AKR1 (FLJ1 0852), mRNA 


NM_019014 ; 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FLJ10640), mRNA 


1NJ.VJ. ulOl \>A 


Homo sapiens hypothetical protein FLJ10633 (FLJ10633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJ10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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(HSA243396), mRNA 


NM 018700 


Homo sapiens tripartite motif-containing 36 (TR1M36), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 (PR02964), mRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 fPR02958Y mRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949^ mRNA 


NM 018634 


Homo sapiens hypothetical protein PR02893 (TR02893Y mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834 (PR02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (TiRMAP^ mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714V mRNA 


NM 018530 


Homo sapiens hypothetical protein PR02521 (PR02521), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 


Homo sapiens hypothetical protein PR02266 (PR02266V mRNA 


NM 018517 


Homo sapiens hypothetical protein PR02214 (PR02214), mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02198 (PR02198), mRNA 


NM 018619 


Homo sapiens hypothetical protein PR02133 (PR02133), mRNA 


NM 018618 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 018512 


Homo sapiens hypothetical protein PRO2015 fPRO2015Y mRNA 


NM 018610 


Homo sapiens hypothetical protein PRO 1942 (PRO 1942), mRNA 


NM 018510 


Homo sapiens hypothetical protein PRO 1866 (PRO 1866) mRNA 


NM 018507 


Homo sapiens hypothetical protein PRO 1 843 (PRO 1 843), mRNA 


NM 018606 


Homo sapiens hypothetical protein PRO 1787 (PRO 1 7S7), mRNA i 


NM 018589 


Homo sapiens hypothetical protein PR01635 (PRO 1635) mRNA 


NM 018587 


Homo sapiens hypothetical protein PR01617 (PRO 16 17), mRNA 


NM 018503 


Homo sapiens hypothetical protein PRO 1598 (PRO 1598), mRNA 


NM 018586 


Homo sapiens hypothetical protein PRO 15 84 (PRO 15 84), mRNA 


NM 018502 


Homo sapiens hypothetical protein PRO 15 80 (PRO 15 80^ mRNA 


NM 018603 


Homo sapiens hypothetical protein PR01496 (PRO 1496^ mRNA 


NM 018584 


Homo sapiens hypothetical protein PR01489 (PR01489), mRNA 


NM 018582 


Homo sapiens hypothetical protein PR01483 n°R014R3^ mRNA 


NM_0 18602 


Homo sapiens DnaJ (Hsp40) homology subfamily A member 4 f DNAJA4 > ! 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PRO 1257), mRNA 


NM 018576 


Homo sapiens hypothetical protein PROl 163 (PRO 1 163), mRNA 


NM 018497 


Homo sapiens hypothetical protein PRO 1048 (PRO 1048) mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


NM 018590 


Homo sapiens hypothetical protein PRO0082 fPRO00R2^ mR7\FA 


NM_018667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase II) (SMPD3), mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NM_0 18468 


Homo sapiens uncharacterized hematonoietic Qtpm /nm o-^-n i tnr r»<=»Hc nm+ain 
MDS033 (MDS033), mRNA 


NM_0 18467 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS032 (MDS032), mRNA 


NM_0 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS) mRNA 


NM 018446 


Homo sapiens glycosvltransferase AD-017 (AD-017), mRNA 
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NM 018416 


Homo sapiens FOXJ2 forkhead factor (FHX), mRNA 


NM 018407 


Homo sapiens putative integral membrane transporter (LC27), mRNA 


NM 018472 


Homo sapiens uncharacterized hypothalamus protein HT01 1 (HT01 1), mRNA 


NM 018471 


Homo sapiens uncharacterized hypothalamus protein HT010 (HT010), mRNA 


NM 018470 


Homo sapiens uncharacterized hypothalamus protein HT009 (HT009), mRNA 


NM 018469 


Homo sapiens uncharacterized hypothalamus protein HT008 (HT008), mRNA 


NM 017523 


Homo sapiens XIAP associated factor- 1 (HSXIAPAF1), mRNA 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


NM 018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


Homo sapiens gene for serine/threonine protein kinase (HSA250839), mRNA 


NM 017582 


Homo sapiens NICE-5 protein (HSA243666), mRNA 


NMJ) 18684 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127), 
mRNA 


NM__0 18477 


Homo sapiens uncharacterized hypothalamus protein HARP1 1 (HARP1 1), 
mRNA 


NM 018652 


Homo sapiens golgin-like protein (GLP), mRNA 


NM 017962 


Homo sapiens hypothetical protein FLJ20S25 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (FLJ20813), mRNA 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLJ2080S), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (TLJ208021 mRNA 


NM 017958 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsin 3 (FLJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725), mRNA 


NM 017941 


Homo sapiens hypothetical protein FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protein FLJ20716 (FLJ20716), mRNA 


NMJ 17937 


Homo sapiens hypothetical protein FLJ207 1 2 (FLJ207 1 2), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protein FLJ20695 (FLJ20695), mRNA 


NM 017928 


Homo sapiens hypothetical protein FLJ20694 (FLJ20694), mRNA 


NM_017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ20686), mRNA 


NM.. 017920 


Homo sapiens hypothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protein FLJ20651 (FLJ20651), mRNA 


NM 017918 


Homo sapiens hypothetical protein FLJ20647 (FLJ20647), mRNA 


NM 017917 


Homo sapiens hypothetical protein FLJ20644 (FLJ20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mRNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FLJ20641), mRNA 


NM 017912 


Homo sapiens hypothetical protein FLJ20637 (FLJ20637), mRNA 


NM 017909 


Homo sapiens hypothetical protein FLJ20627 (FLJ20627), mRNA 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NMJ 17901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NM" 017807 
xnxvx \j l / o y i 


Wrm-ir* canipnc Trvmnfh^tircil T-»rr\fp»ir» FT T90604 fFT T90/^04^ mPXTA 
xlUIIlU odpiCixo IiypULIlCLlL-di pii-HClil LuJ ^rL-JZUOuHJ, ITlxvlN-rV. 


NM 017X94. 

XxXYX \j x / Oyt 


Unmn Qatiienc h\mnthf»Hf»5il r>rritpin FT T905QS fFT T90^Q^ mPXTA 


NM 01789^ 

XNXVX \J x / 07J 


xxuiiiu oapiciio ociiia U-Uiiiaiii, liiuixuixUgxu 1x1x1111 tiuindiri v -iKj 5 iTansiTieniDrane 

Homain iVI^i and cViori" pvtnnlaQmir* Homain ( ^p , tt\c\x^t\c\t\t\\ AjC\ ( ^T-* A/T A ACX\ 
\Jk\Jx\.x<xxxx yi.±v±j auvx oxivxi t ^jiupiaonu^ Li wi i vo. 1 11 3 ^odlltipilUI xll^ *+VJ v OX^XVx/A*tVj J, 

mRNA 


NM 017891 


Homo saniens hvnothptieal nrotein FT T90SR4 (VI T90^£4 > i mPNA 


NM 017885 


Homo saniens hvnothptieal nrotpin FT T90S6S /T?T T90Sfi8^ mP"WA 

±.±\Jllx\J ocxl_/l&llo xljr LJULll^llwClX JJ1I_JLI>111 X X_^> J ii<V JUO ^JTXjJ^v/JUO 1 1 1 IX 1 N A 


NM 017881 

X ^1 X YX V/ X / UUX 


Homo <sanipn<: hvncithptical nrotein FT T90S"SQ CF1 T90^S]Q > l mPTx! A 

XX^JXXUX oaplt/llo lljr plXlllCllVsal pXUlwlxl X ±^>J Z,\J -J uZs \\. X-tJ Z*\J J J y )t illXVxNx*. 


NM 017876 

X^IXVX V/ 1 / {J I \J 


Homo saniens hvnothptieal nrotpin FT T90S^9 TFT T90SS9 N i mP XT A 

XXtJlIHJ OCtpiClio lly pULllCLlUai piULdll X X_> J Z.U J ^J7X_»JZrV/»)»?«<i.^, inxvlN/A. 


NM 017873 


Homo <?aoien«; lnvnothpfirnl rirofpin FT T90S4R fFT T90SAS^ mP TSJA 


NM 017868 


Homo sanien^ hvnothptical Tirofpin FT T2053S fFT T?0S^^^ m"R>JA 


NM 017866 

X ^ 1TX V X / KJ \J\J 


Homo <*anien<; hvnothetiral nrotein FT T2053^ rFT T70S^^^ ml? IMA 


NM 017S63 


Homo sarxiens hvnothetical nrotein FT T20597 fFT T70S77^ mP 7\TA 


NM 017S60 


Homo saoiens hvoothetical nrotein FLJ20519 CFT T2051 9^ mRNA 


NM 017858 


Homo ^aniens hvnothetical nrotein FT T205 1 6 fPT T90S1 ^ mP TsJA 

x.x\JXXX\j OCXj^XV^lXO IXjr |XvTLllw LIV/cll LXLUltsXXX X X_/J A*\J X ^1 XjJ^vJ 1 UJ, IXlXXJLNxA. 


NM 017856 


Homo saniens hvnothetical nrotein FT T90514 TFT T?0514^ mPKTA 

X.X\JXXX\J CjClyJ 1 V^X XkJ XXy ^J\Jl.ll\s\.X\sCiX yJX\JL\*sLLl X XvJ^ivJ 1" ^X » V/ J 1 *T J f 11 1 fx 1 \ 


NM 017854 


Homo «;anien«s hvnnthptiral nrotpin FT T90S19 /"FT T9fi^19^ mPMA 
xxvxxxivx ocxi^xiv/iio xiy puixxdxi/oi piuiwixx i ijJi-UJ iz, ^xrX-/JZ»u J l^,j 5 lllxVXN r\ 


NM 017853 


Homo *?anien<s hvnothpriral nrotein FT T90S1 1 rFT T90S1 1^ mP"NTA 

xxvxxiivx od^/ J. v^xio xxy ^}\J\,xx\*\,x\jax piV^lwXXl X XiJiWJ X X ^x 1jJx>v J 1 X ^5 xlXXVXN^A. 


NM 017851 

X > X VX \J 1 / Uw* 1 


Homo <?anien<; hvnnthptical nrotpin FT T90S00 TFT T9OSO0^ mPTMA 

X-XVJlxiv^ ocxpit/llo xiy pv^LilwllV/al piVtt'Xll x JLtJJ*\J +J\Jzr \l LuJI^AJ ■J\jy ) , lilxviNxA. 


NM 017848 

X N XYX \J x t O 


Homo QanipnQ hxmrifh^tir-sil nrntpin FT T90^0^ /'FT T90^0^ ttiPTSJA 
XxvJXXHJ &aplClla lxypuillCLlvva.1 piULClXl rXwJiuJUO yjCl-tJ^Kj JKJOj, lxlxVlN/\. 


NM 017843 


Homo ^amenQ hrpaQt pnrpinoma amnlifiprl c^nupnpp A. fY^C^AQA.} mP T\I A 

XXUIHU oajpi^lXo L>1 ^CXOl vcxl WlllUlllCl CxXXipilXlCiX oCl| UCIILC *T yXJ vyiVOH IlxxSJ-NxA- 


NM 017836 


Homo <?anien<? hvnothetical nrotein FT T9047^ fFT T9047^^ mP TsTA 


NM 0178^4 


Homo sanien«; hvnothetical nrotein FT T90464 ^FT T904fi4^ mP IMA 

-i-X.Vvfxxivj oapi^iio l l_y JJWLllL^llv^cll jjXvXLv^lxl x X_vJ /-(W^rvj^ ^X X-fJ^»\J*TVX"^5 lllXVXNxv 


NM 017S31 


Homo <?anien«; hvnothetical nrotein FT T904S6 CFJ T904.SM ttiPTnJA 

xxv-rixiw odjpiv^xio xiy ^J\Jtll\^ LlL^dl piVJLVvlll X XjJZ,u'tJU ^X XjJZ.U 4 tJ vJ/j IxXXvXNxA. 


NM 017828 

111 ti vr X r UteU 


Homo <sanipn<; hvnnthptical nrntpin FT T904S9 /'FT T9H4.S9^ mP XT A 

XXVJlllVJ otXLJlV'llo liy pVJlllCLlOd.1 pXvXLCXXl xL/jXiunJL ^xLJ^U'+Jw )^ I fl fx t M /A ■ 


NM 017825 


Wrvmn QsirvicriQ hvmnthp»tir , al r»rrvf p»in TTT T904.Zl/^ /HFTT T9n4.4/ : *^ mPXTA 
XXVJ111VJ o<xpiCIl£> xiy pULXlCUOai piOLClil P JL«JZ, viH-HD yC XwJ ^ Ut-'tDJ, 1T1xvxN/\ 


NM 017874 

X'lXVX V/ X / O^-" 


Homo QflnipnQ hvnnthptir'nl -nmt^i-n FT 19044.^ /IPT T9^A4.^^ mPXTA 
XXvXllHJ otxpit-llo liy pULllCllC-dl piULClIl C Sl^j J L\JH t -TD \J? x-iJ Z.yJ^r-rD J, 1T1xxJ.>I/\ 


NM 017819 


Homo <;anipn«; hvnothptipal nrnfpin FT T904.^9 /FT T9H4^9^ mPTsIA 
xxuxxiu iapiClla liypuniCHUal piUlClIl C X_>J ZrUH_>Z, ^PJUJ^UH-jZ-J, IUXxJ.Njr\. 


NM 017817 

X N X V X \J X /OX / 


Homo Qanicnc h\mnthf*tir»al rtrntpin FT T9A49Q /'FT T'*>^A9Q^ -mPXTA 
xxvJlllxJ aapicilb liypuillCLlUal piOLClil rXvJZUH^P l^J<t-\J c tjLy ), 1TxXv1N/\ 


NM 017816 


Homo «;anien«; hvnothetical nrotpin FT T9049^ /FT T904.9^^ mPXTA 
xxvjiihj aapiC'iia xiypuiiiciiL/di pivxLcxxi xr x_yj x-U'+z.j ^rj-.j/.v/'+zj itixvxN/\ 


NM 017814 


Homo <5anipn<; hvnnthptical nrotpin FT T904">9 /'FT T904.99^ mPMA 

XXVX11HJ oapit^llo lljrpUllldlOa.1 pXLFlClll XLiJ Z,UH-<-Z \JC JljO Z.yj'^Z.JL)^ IIlXvlNzx 


NM 017813 


Homo ^aniens hvnothptical nrotpin FT T90491 fFT T9049O rnPTMA 

lUiiivj oapit^iio Xljf IJVJLl l^Ll V^Cll |_/1 LX Ut-111 X 1_jJ^v/'t^1 ^1 L/JZ,U".i 1 ^ , llXXvXNxx. 


NM 017812 


Homo ^aniens hvnothetical nrotein FT T90490 /'FT T90490 > i mPTMA 

X- xumv ocxjjiv^iio llj JJVJlil^llwclX pidl^'Xll JT X^J ^\J*-rZ.V/ yJTX— iJ ^t\J t 'T^L\J ) f IIlXvXNxV 


NM 017808 


Homo saniens hvnothetical nrotein FT T9041^ /1RT T9041 ^'i mP"MA 

XXLTIIIV OCXjLvX^/llo Xiy JJvXLlXV'lXt.rClX pivXtt-lll X7J—^Z<\/*T X J \X. X^imJ ^rV t T 1 J J s III fx 1 Xj /~\ 


NM 017805 


Homo 5?anien«? hvnothetical nrotein FT T90401 H^T T90401"i mPISTA 

AVJinw oapivilo lA y |J\J LXlwLl ^ycxl ^X^JLC/lXl X -L<J j1*V/^tV/ 1 V X XvJZ»v*tV/i ^ 3 llXXVXNxA. 


NM 017803 


Homo ^aniens hvnothetical nrotein FT T90^00 rRT T90^00^ mP"MA 


NM 017801 


Homo saniens hvnothetical nrotein FT T90^QiS rFT T90^QtVi mPTsIA 

iivyiiiu ocxiyx^xxo ll_) puiilWllvai j^l Vo* Uv^lli X XvJLVJ J7\J y X X^J^\Jjy\jJy lllXVXNxV 


NM 017799 


Homo ^anien^ hvnothetical nrotein FT T90^09 rRT T90^Q9^ mPTxIA 

xxuiiiu ocxL^x^ixo xxjr JJWCllv^ LlUal piULClll X X-<J 3y ±~ yj^l^tj^yj J y^.J 9 lllXVlNxA. 


NM 017793 


Homo saniens hvnothetical nrotein FT T90^74 CF1 T90^74 , \ mP TsIA 


NM 017791 


Homo saniens hvnothetical nrotein FT T90^71 TFT T90^71^ mPNA 

uupiviu J pv LllV^llvttl |JXV/t.wXXX X XjJ^U J / X V X X_r*J Jm*\J ~J / X /j 1 1 1 1 V 1 > XX 


NM 017787 


Homo ^aniens hvnothetical nrotein FT T901 S4 fFT T901 mPTxTA 

AiWlllU oapiVllO lXJf LJ\JLH\slL\sCXl piVXL^XXX X X_vJ iiWl JT ^XX-JZiU 1 Jty, IlXlViNxA. 


NM 0177S2 


Homo saDiens hvnothetical nrotein FT J20^60 fFT T90^60^ mPNA 


NM 017781 


Homo saniens hvnothetical nrotein FT T90^SQ rRT T90^5Q^ mP"KTA 

*-*-*jxlx\j oupivi xo ix j' |_/vy XllV' Li\_/Cii ^/l w xll X ±-»J^\J m j+J^ \ X A-jJ^*\JJ*jyj 9 lliXvXN rV 


NM 017779 


Homo saniens hvnothetical nrotein FT T903S4 rFT T90^^4.^ mPTxTA 


NM 017777 


Homo saniens hvnothetical nrotein FT T90^4S rFT T9014S^ mP "MA 

xxviiiv OCXj^/X^lXk> Xljr Jp'w HIV^ Llv^cxl LX1V/L^/X1X X 1 £*\J J *tJ ^1 JjJZ(UJ"J y 5 1 1 J fx 1 X] AA 


NM 017776 


Homo saniens hvnothetical nrotein FT T90^44. /T7T T90 ^4.4.^ mPXTA 

xuiiiv ocip/x^iio ll_y ^/Vj* Lilt- tlwdl LXl<olLV/lll X X_^J ^> VX JtH ^XlvJx*V Jtt jj xxXxS-lNxTL 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein FLJ203 12 (FLJ203 12), mRNA 


NM 017760 


Homo sapiens hypothetical protein FU203 1 1 (FLJ203 1 1), mRNA 


NM 017755 


Homo sapiens hypothetical protein FLJ20303 (FLJ20303), mRNA 


NM 017752 


Homo sapiens hypothetical protein FLJ20298 (FLJ20298), mRNA 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FLJ20287 (FLJ20287), mRNA 


NM 017745 


Homo sapiens hypothetical protein FLJ20285 (FLJ20285), mRNA 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FLJ202S0 (FLJ20280), mRNA 


NMJU773? 


Homo sapiens O-linked mannose betal,2-N-acetylglucosaminyltransferase 
(FLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protein FLJ20275 (FLJ20275), mRNA 


NM 017729 


Homo sapiens hypothetical protein FLJ20258 (FLJ20258), mRNA 


NM 017728 


Homo sapiens hypothetical protein FLJ20255 (FLJ20255), mRNA 


NM 017727 


Homo sapiens hypothetical protein FLJ20254 (FLJ20254), mRNA 


NM_0 17724 


Homo sapiens leucine rich repeat (in FLIT) interacting protein 2 (LRRFIP2), 
mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mRNA 


NM 017713 


Homo sapiens hypothetical protein FLJ2021 1 (FLJ2021 1), mRNA 


NM 017712 


Homo sapiens hypothetical protein FLJ20208 (FLJ20208), mRNA 


NM 017710 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 017708 


Homo sapiens hypothetical protein FLJ20200 (FLJ20200), mRNA 


NM 017707 


Homo sapiens hypothetical protein FLJ20199 (FLJ20199), mRNA 


NM 017706 


Homo sapiens hypothetical protein FLJ20195 (FU20195), mRNA 


NM 017705 


Homo sapiens hypothetical protein FLJ20190 (FLJ20190), mRNA 


NM 017703 


Homo sapiens hypothetical protein FLJ20188 (FLJ20188), mRNA 


NM 017702 


Homo sapiens hypothetical protein FLJ20186 (FLJ20186), mRNA 


NM 017700 


Homo sapiens hypothetical protein FLJ20 1 84 (FL J20 1 84), mRNA 


NM 017696 


Homo sapiens hypothetical protein FLJ20 1 70 (FLJ20 1 70), mRNA 


NM 017694 


Homo sapiens hypothetical protein FLJ20160 (FLJ20160), mRNA 


NM 017693 


Homo sapiens hypothetical protein FLJ20159 (FLJ20159), mRNA 


NM 017691 


Homo sapiens hypothetical protein FLJ201 56 (FLJ201 56), mRNA 


NM 017689 


Homo sapiens hypothetical protein FLJ20151 (FLJ20151), mRNA 


NM 017688 


Homo sapiens hypothetical protein FLJ20150 (FLJ20150), mRNA 


NM 017685 


Homo sapiens hypothetical protein FLJ20139 (FLJ20139), mRNA 


NM_0 17684 


Homo sapiens hypothetical protein FLJ20136 (FLJ20136), mRNA 


NM 017682 


Homo sapiens hypothetical protein FLJ20 132 (FLJ20 1 32), mRNA 


NM 017681 


Homo sapiens hypothetical protein FLJ20130 (FLJ20130), mRNA 


NM 017679 


Homo sapiens hypothetical protein FLJ20128 (FLJ20128), mRNA 1 


NM 017674 


Homo sapiens hypothetical protein FLJ20123 (FLJ20123), mRNA 


NMJ 17664 


Homo sapiens hypothetical protein FLJ20093 (FLJ20093), mRNA 


NM 017661 


Homo sapiens hypothetical protein FLJ20086 (FLJ20086), mRNA 


NM 017660 


Homo sapiens hypothetical protein FLJ20085 (FLJ20085), mRNA 


NM 017658 


Homo sapiens hypothetical protein FLJ20081 (FLJ20081), mRNA 


NM_017656 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


NM_017655 


Homo sapiens hypothetical protein FLJ20075 (FLJ20075), mRNA 


1N1V1 Ul /CD4 


Homo sapiens hypothetical protein FLJ20073 (FLJ20073), mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NMJ 17650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPPlR9A),mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 017644 


Homo saniens hvoothetical r>rotein FLJ20059 (FLJ20059") mRNA 


NM 017643 


Homo sapiens hypothetical protein FLJ20055 (FLJ20055), mRNA 


NM 017639 


Homo saniens hvDOthetical nrotein FLJ20047 (FLJ20047 # mRNA 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


NM 017633 


Homo saniens hvnothetiral nrotHn FT T70037 (FT T?0037 i mR "NT A 

xxvjiiiw oapi^/iio 11 / JJviuwUwcu pivJlvviii a a_j j t \x mUuj / y , iiixvA N xx 


NM 017631 

A ^lAVX \j X 1 VJ_J 1 


Homo <5flnien<; hvnothetiral nrntpin FT T90035 (FT T90035i mRNA 

llvlllU oCipiWllo llj pW Lilt/ LlVv<xl pivJLC/lll X7 J—/J JJ\J\JJ — J \ I A_/J ^UvJ J y , 1 1 JJLnJ. x XX 


NM 017630 

X X 1VX \J X / \J -J \J 


Homo sanien*; hvnothetiral nrotein FT T20034 (FT r">0034i mRTsTA 


NM 017627 


Homo <?anien«: hvnothetiral nrotein FT T90030 (FT T70030 1 rnR*NFA 


NM 0176^6 

X 1VX \J A / VJ^VS 


Homo «5anienQ F)naT ^H^ln4^^ nomoloo - cnnfamilv VK memner 1 *7 rTii\FA TR 1 

mRNA 


NM 017621 


Homo saniens hvnothetical nrotein FL.J20013 rFLJ20013^ mRNA 


NM 017618 

x iivi \j x t vy x u 


Homo saniens hvnothetical nrotein FT T90006 fFT T20006 1 mRNA 


NM 017617 

X tIXTX \y X I \J X 1 


Homo saniens hvnothetical nrotein FT T?000S fFT T? 000 Si mRNA 

X 1W111U oClwlV^llo lL y r HlvUvOl L/l W Lv^ 111 X JUJ ^»V/V7 V/*-' 11 L/JLuuv J y ? Illxvlixx 


NM 017615 


Homo saniens hvnothetical nrotein FLJ20003 (TLJ20003^ mRNA 


NM 01 8394 

x ^ x vx v i u>^y 


Homo qanienq hvnothetical nrotein FT Til 34? TFT Til 34?"\ m"R TsT A 

x xvjii iu aapiL/iio ny \JyJ 111^ iivai [_/l v_/it^iii x x^J 1 l ~f y±. x^j l i *j*T^jj llixvi N / x 


NM 018393 


Homo saniens hvnothetical nrotein FT Tl 1 336 CF1 Tl 1 336 1 mRNA 


NM 018391 


Homo sapiens hypothetical protein FLJ1 1328 (FLJ1 1328), mRNA 


NM 018389 


Homo «?anien<? rTDP-fiiro«:e trnnQnorter 1 CFT Tl 1 390^ m"R"NTA 


NM 018388 


Homo <;anien<i hvnothetiral nrotein FT Tl 1316 TFT T1 1 31 6i m"RTsJA 


NM 018386 


Homo <?anien«; hvnothetiral nrotein FT Tl 1 30S fFT Tl 1305^ m"R"NTA 

i-x.vjiii\j oapiuiio ii_y jjwliiv>/Liv^cii L'lULt'iii x i xjxJ^j yx lji i JvJ ) y 1 1 xxvx n xx 


NM 018383 

x ^ xv x \j x \j vj ~j 


Homo saniens hvnothetical nrotein FT Tl 1 ?94 fRT Tl 1794^ mTJTsTA 

11U1X1U OCt-LvlV^llo lljf tllW Uvai |J1 w t^lll X X^i«r A A^»J7*T ^A JUJ 1 A *~ J j 1 1 IX VJ. > ix 


NM 018380 

X X X VX \J X \J <J \J 


Homo «?anien<s DFAFj/H ^A<jn-ri1ii-Ala-A<:n/Hi<2 1 hoy nolvnentirle 9R rrfriy?^^ 

mRNA 


NM 018379 


Homo saniens hvnothetical nrotein FT Tl 1 2 SO (FT Tl 1?R0^ mRNA 


NM 018376 

X ^1 X » X V/ JL LJ ^ / V/ 


Homo saniens hvnothetical nrotein FT Tl 1 27S <HRT Tl 127S i m"R TsTA 

x iv/iiivj oapiuiio i i_y uvjLiiv^iiw cli ui v/lviii a XjJ a x / +j yx x^j i il / J niivi^xx 


NM 018375 

X ~ JL YX u 1 UiJ / 


Homo saniens hvnothetical nrotein FT Tl 1 274 TFT Tl 1 ^74 1 mR 7\T A 

X XV/111VJ OCILJ 1UJ lO tljr pvUlwll^al UlUlvUl X 1 /J A A 1 *T ^ A J /J A 1 / ' ^ 5 1 1 XXVX N .iY 


NM 018374 


Homo saniens hvnothetiral nrotein FT T1 1973 fRT Tl l?73i nYRTsJA 

iivinu oapiviio ny puui^ iiv/di jJi^Lt-iii x * a a^ / j ^x x^j a i ^- / j »j iiiivix/x 


NM 01837^ 


Homo saniens hvnothetical nrotein FT Tl 1269 (FT Tl 1269i mix TsTA 

X oapik/llO * J pUlllvUwtll L/lVSLl^lll X J— J J A A 4*\J yX XuJ A 1 J-i\J *s J ^ llAXN—L^lxX. 


NM 018370 

x ^x»x vy x \j +m* / v 


Homo saniens hvnothetical nrotein FT Tl 12S9 (FT Tl 19S0i mRNA 


NM 018366 


Homo saniens hvnothetical nrotein FT Tl 1 930 (FT Tl 1930^ mRNA 


NM 018365 


Homo saniens hvnothetical nrotein FLJ1 1999 (FLJ1 1229^ mRNFA 


NM 018360 


Homo saniens hvDOthetical nrotein FLJ1 1209 (FLJ1 1^09 1 mRNA 


NM 018359 


Homo saDiens hvnothetical nrotein FLJ1 1200 (FLJ1 1^00 1 mRNA 

JL- JL VJr JLJLXVJ' Ui^Lyi VAXO A Jl^j ^_ / VJ' 1>X Jl V Ji v CXx ^/JL V/L^/IX Jl X . X X X^^x/V/ V *- X l^V v y ^ li I1V 1 1 / v 


NM 018357 


Homo saniens hvnothetiral nrotein FT Tl 1 1 96 (FT Tl 1 196i ml? TsTA 

11U111U Oupl^llo liypvJLHV-<l.l^/CH pi \J Lwlll X XsJ X A A ^7VJ yA X-iJ A 1 I. Zs \J } ^ 1 1 iXVl N XX 


NM 018356 


Homo saniens hvnothetical nrotein FT Tl 1 1 93 (FT Tl 1 1 93 i mRNA 

XX\JHl\J OCxpi^llO lljr pV7 LXXV^ UV>Cll pivFL^lll X J iJ A A A Z7 ~J yX A A 1 y -J J 7 illlVLiiX 


NM 018355 


Homo saniens hvnothetiral nrotein FT Tl 1 1 91 (FT T1 1 191^ mPTvJA 

xxyjxxwj oapiviio ivy pu tii^tiw a i piuicui a i— > J a a a^ a ^x XjJ i i i y i y 9 iiixvii/x 


NM 018351 


Homo saniens hvnothetical nrotein FLJ1 1 1 83 (FT Tl 1 1 83^ mRNA 

llvlllU Otxpi v>X lO llj L/tflllL'UwCll piV/LVvlll X 1 -fJ AAA O -J yX X-iJ A 1 1UJ f ^ 1 1 XX V_l N XX 


NM 018350 


Homo saniens hvoothetical nrotein FLJ1 1181 (FT Tl 1 1 8 1 i mRNA 

oupiviiu lljpV/lllvUvul pi KJ Lwill X J *%J X X X U 1 \^X XaJ x A A VJ A y ^ 11IXVL ill 


NM 018349 


Homo saniens hvoothetical nrotein FLJ1 1 175 (FLJ1 1 175 1 mRNA 

AXVJlllv/ UiA^Jivllw X A Jr |^ VJ* irX IV VJL W ULvlll JL JI — / »J XXX/ Y^X JwJ X X X f ^jr ^ XX lx\_L ^1 J[ \. 


NM 018348 


Homo saniens hvoothetical nrotein FLJ1 1171 (FLJ1 1 17 H mRNA 


NM 018346 


Homo saniens hvoothetical nrotein FLJ1 1 1 64 (FLJ1 1 1 64 1 mRNA 

avIIav UU|J1V11LJ 11 j y~J\-J Ulw llw U x IvlXl JL JLw*/ XXX i y^X X^aJ XXX \/^T y ^ 11LLVJ. l JTl. 


NM 018344 


Homo saniens hvoothetical nrotein FLJ1 1 160 (FL.T1 1 1 60 1 mRNA 

xiviuv r iij puwivuvui pi vivui x JL^mt x x x w y^x j_jJ i x iuu y ^ iiiivi ixx 


NM 018343 


Homo sapiens hypothetical protein FLJ1 1 1 59 (FLJ1 1159), mRNA 


NM 018342 


Homo saniens hvoothetical nrotein FLJ1 1 1 55 (FT Tl 1 1 55 1 mRNA 

XJ.V1I1V QUpiWlg lljrpvulvUVttl piV/lvlll X X~t%f X X X yA X-i%J X 1 1 w/ _/ y j lllLVLl/x 


NM 018338 


Homo saniens hvnothetical nrotein FT Jill 42 (FT Tl 1 1 42 1 mRNA 

1 1V111V OUpiVllO llJpvlllwUvCll pi VJ 111 X J — ' J A A X ^T^< ^A Xw»l A A X y ^ 1 1 XXNJ. ^1 XX. 


NM 018335 


Homo saniens hvoothetical nrotein FLJ1 1 1 32 (FLJ1 1 132 1 mRNA 

-*-*vA*XV uwpiVllJ vr J^l V Ivlll JL J^J X X X v/Xa ^X JL_/aJ X X X ■mJ ^ J y X X XX VI X*. 


NM 018329 


Homo sapiens hypothetical protein FLJ1 1 1 17 (FLJ1 1117), mRNA 


NM 018328 


Homo sapiens hypothetical protein FLJ1 1113 (FLJ1 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJ1 1110 (FLJ1 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJ1 1 106 (FLJ1 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJ1 1 105 (FLJ1 1 105), mRNA 


NM 01S321 


Homo sapiens hypothetical protein FLJ1 1 100 (FLJ1 1 100), mRNA 
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JNM 018316 


Homo sapiens hypothetical protein FLJ1 1078 (FLJ1 1078) mRNA 


JNM 018314 


Homo sapiens hypothetical protein FLJ1 1068 (FLJ1 1068) mRNA 


"MTV A Al OOAn 

JNM 018309 


Homo sapiens hypothetical protein FLJ1 1046 (FLJ1 1046) mRNA 


JNM Ulb308 


Homo sapiens hypothetical protein FLJ1 1042 (FLJ1 1042), mRNA 


NM 018307 


Homo sapiens hypothetical protein FLJ1 1040 (FLJ1 1040), mRNA 


NM 018306 


Homo sapiens hypothetical protein FLJ1 1036 (FLJ1 1036), mRNA 


NM 018304 


Homo sapiens hypothetical protein FLJ1 1029 (FLJ1 1029), mRNA 


NM 018302 


Homo sapiens hypothetical protein FLJ1 1017 (FLJ1 1017), mRNA 


NM 018299 


Homo sapiens hypothetical protein FLJ1 101 1 (FLJ1 101 1), mRNA 


"KTTV X A 1 OTm 

NM 018297 


Homo sapiens peptide :N-glycanase similar to yeast PNG1 (FLJ1 1005) mRNA 


"X TA X A1 OlA/" 

NM 018296 


Homo sapiens hypothetical protein FLJ1 1004 (FLJ1 1004), mRNA 


"XTTV X A 1 f\ A 

NM 018294 


Homo sapiens hypothetical protein FLJ10998 (FLJ10998), mRNA 


NM 018292 


Homo sapiens hypothetical protein FLJ10989 (FLJ10989) mRNA n 


NM 018289 


Homo sapiens hypothetical protein FLJ10979 (FLJ10979), mRNA 


NM 018288 


Homo sapiens hypothetical protein FLJ10975 (FLJ10975), mRNA 


NM 018279 


Homo sapiens hypothetical protein FLJ10936 (FLJ10936), mRNA 


XTTV Jf A1 O^Hf 

NM 018275 


Homo sapiens hypothetical protein FLJ10925 (FLJ10925), mRNA 


XTTV If A 1 O'l'i 1 

NM 018271 


Homo sapiens hypothetical protein FLJ10916 (FLJ10916), mRNA 


TV TTV /T A1 d ^% y A 

NM 018264 


Homo sapiens hypothetical protein FLJ10900 (FLJ10900), mRNA 


NM 018261 


Homo sapiens Sec3-like (SEC3), mRNA 


XTTV if A1 01/"A 

NM 018260 


Homo sapiens hypothetical protein FLJ10891 (FLJ10891), mRNA 


XTTV X A 1 OTf A 

NM 018259 


Homo sapiens hypothetical protein FLJ10890 (FLJ10890), mRNA 


XTTV X f\l c\ r f\ 

NM 018250 


Homo sapiens hypothetical protein FLJ10871 (FLJ10S71), mRNA 


"\TTV X A 1 O O y| O 

NM 018248 


Homo sapiens hypothetical protein FLJ10858 (FLJ10858), mRNA 


"KTTV X A 1 O A ~1 

NM 01S247 


Homo sapiens hypothetical protein FLJ10856 (FLJ10856), mRNA 


NM 018246 


Homo sapiens hypothetical protein FLJ10853 (FLJ10853), mRNA 


TV TTV X A1 jO 

NM_0 18243 


Homo sapiens hypothetical protein FLJ10849 (FLJ10849), mRNA 


"KTTV X A 1 O O O 

NM 018238 


Homo sapiens hypothetical protein FLJ1 0842 (FLJ1 0842), mRNA 


"XTTV X A 1 1 

NM 018235 


Homo sapiens hypothetical protein FLJ10830 (FLJ10830), mRNA 


XTTV X AIOIO/) 

NM 018234 


Homo sapiens hypothetical protein FLJ1 0829 (FLJ1 0829), mRNA 


XTTV/T A1 1 

NM 018231 


Homo sapiens hypothetical protein FLJ1 08 1 5 (FLJ1 08 1 5 V mRNA 


T\.T\ X A 1 O T> A 

NM 01 8229 


Homo sapiens hypothetical protein FLJ1 08 1 3 (FLJ1 08 1 3), mRNA 


NM 018228 


Homo sapiens hypothetical protein FLJ1081 1 (FLJ10S1 1) mRNA 


XTTV X A 1 O *"> T7 

NM 01S227 


Homo sapiens hypothetical protein FLJ10808 (FLJ10S08), mRNA 


NM_0 18224 


Homo sapiens hypothetical protein FLJ10803 (FLJ10803), mRNA 


NM 018222 


Homo sapiens parvin, alpha (PARVA), mRNA 


"X TTV X A i o*y% 1 

NM 018221 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6) mRNA 


XTTV X A 1 OH /T 

NM 018216 


Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


TV. TTV >T A1 OH r 

NM 018215 


Homo sapiens hypothetical protein FLJ10781 (FLJ10781), mRNA 


NM_0 18214 


Homo sapiens LAP (leucme-nch repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


JNM UlazlU 


Homo sapiens hypothetical protein FLJ10769 (FLJ10769), mRNA 


XTX A A 1 0 1 A O 

JNM 0182U8 


Homo sapiens hypothetical protein FLJ10761 (FLJ10761) mRNA 


TVTTV X f\ 1 f)1A1 

NM 018203 


Homo sapiens hypothetical protein FLJ10748 (FLJ10748), mRNA 


XTTV X A1 OIAI 

JNM 018201 1 


Homo sapiens hypothetical protein FLJ10743 (FLJ10743), mRNA 


NM 018199 


jo^i^iis iiypu ineucai protein r 1_J 1 U / 5 o (r L.S 1 0 73 a ), mRNA 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-tnmethyllysine hydroxylase (FLJ10727) mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FLJ10713), mRNA 
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NM 018183 


Homo saniens hvnothptiral nrntpin FT T10701 fFT T10701 i mPTMA 


NM 018182 


TTomo daniens hvnnfhptiral nrntpin FT T10700 fFT T1 0700 1 rnRTJA 

XX\JliUJ oaplVxlo liy jjuuicilt/al pxtJICXIX JLiJ 1 U / v v ^JTJUJ lv / W/j AlXXvXNxA. 


NM 018181 


Homo saniens hvnothptiral nrntpin FT T106Q7 fFT T1 0697 i nVRIMA 

X XUXXXU OO.L-/1 V-/1 JLp ll_y pu LllVJ lll/Cll pUJLClXl X X_r J I U U .7 / ^X X-/J 1 v U7 / llXXviN/A. 


NM 018176 


Homo sanipns hvnothptiral nrntpin FT Tl H67S fFT T1067^ mPTMA 


NM 018174 

J. ^ X ▼ X. V x X f r 


Homo saniens ohrnrnoQOTnp 10 nnpn rpsirlinc* framp S f^lOnrf*^ mPTMA 

xxuinv oapxv/iio vixi vsixxv/ouxxx^ x>? upwii iwaviXllg XlaXllw «-> x J? VJX u ^ 3 llXxvl >^rv 


NM 018173 


Homo saniens hvnothetical nrotpin FT T1 066S fFT T1 066 Si m"R MA 


NM 018172 


Homo saniens hvnofhetical nrotpin FT T10661 fFT T10661 i m"RTsJA 


NM 018170 


Homo saniens hvnofnptiral nrotpin FT T1 06^6 fFT TIO6S61 mPTsIA 


NM 018168 

X ^X» -Ik V 1 U 1 vU 


Homo saniens hvnothpfiral nrntpin FT T106S0 fFT TIO6SO1 mPMA 


NM 018167 


Homo saniens HvnotViPtiral nrotpin FT T1(i648 fFT Tl 064Ri mPTsIA 


NM 018166 


Homo «:anipn<; nvnntnpfir»?il nrntpin FT Tl (\fkA1 fFT Tl Ci&AH^ m"DXTA 


NM 018163 


Homo saniens VivnotTiPtiral nrntpin FT Tl (\fk\A fFT T1^6 , ^A^ mPTsJA 

ixuiiiu ddiJi&ixo xxy jJUiiiC/Liocil piViLClll r XvJ IUDJJ't ^x^XjJ 1 V/OjHy, IIxxVlN/Y 


NM 018157 


Homo saniens hvnothptiral nrntpin FT T1069fi TFT TlH60n\ tyiT?KTA 


NM 018156 


Homo saniens nvnotnenVal nrntpin FT T1H610 fFT TIO^IO^ m"DXTA 


NM 018155 


Homo <;«nipns nvnntV»ptip5»1 nrntpin FT T10A1 R fFT TIOAl C\ mPMA 
nuiiiu oaiyiC/ixo ixypuLIiCHL/Ul piUlCJ.Ii rivJ lUDlo ^rJLJlvOloJ, IlxxvlN/Y 


NM 018154 

x ii,TX v/ x w x r 


Homo sanipns hvnntnptiml nrntpin FT Tlfl&flA fFT f\Clf\nA\ mT?XTA 


NM 018150 


Homo saniens hvnothptiral nrntpin FT T10S07 fFT T1 f|^Q7i mT?>JA 


NM 018149 


Homo sanipns hvnnfhpri pi»1 nrntpin FT T10^R7 fFT T1 ^^55'7^ m "D\TA 


NM 018148 


Homo sanipns nvnntnpfinal nrntpin FT TIO^R^ fFT T10^S5'^^ mT?XTA 
- tJ - v -' li - l v ocipxciio ii_y puLiicLiL/di pxULClll rLJlUjOj ^rJL/J iuJoj J, mix 1\ A 


NM 018146 


Homo saniens hvnotnetipal nrntpin FT T10SR1 TFT TinSRI'i mT?XTA 


NM 018145 


Homo saniens hvnnthptiral nrntpin FT T10S7Q TFT Tl H^7Q i nVPTvTA 


NM 018143 


Homo saniens hvnotnpfipal nrntpin FT T10S79 fFT T1^l^7'7^ mPXTA 


NM 018140 


Homo QanipnQ nvnntr»ptip5il nrr^tpin FT Tl O^A^ fFT TIO^/^^^ rviTJXTA 
AJ-v'iixw ocipic;xi& xiy puuilCLlL/dl pruiClIx rLJ IKJDOD ^JTJL»J IUjOj llTxvIN/\ 


NM 018139 


Homo saniens TivnotliptiVal nrntpin FT Tin^6^ fFT Tl O^A'^'i mPXTA 

iiunxu oapiwxio ii_yputllCLlL/ctl pUJLClIl J7x-»J lUJUJ ^1?±_»J IUjOj ) y IxixvIN/Y 


NM 018138 

™ XT A. v X \J X ~J 


Homo saniens hvnotnptiral nrntpin FT T10S60 TFT Tl n < sf%0 > \ mT?XTA 


NM 01813? 


Homo ^anipn<3 nvnntnptipnl nrntpin FT T1 0^4S fFT T1fiS!A^\ tv»T?XTA 
A iv/JUU odpit^lio XiypiJLilCl.ll.'a.i piUlClIl JT JL>J iKJJH-D yCJ^iJ 1 VJD'-tD )y IIlxviN/V 


NM 018130 


Homo saniens hvnothptiral nrntpin FT T 1 OS^Q fFT TinS^O^ Tn"RTxTA 

iwiiiv oapi&llo liypULllCLlL/dl piULCUl xJ_/J lUJJy \I? LjJ L\JDDy J y ITlXVx\/\ i 


NM 018129 


Homo saniens Tivnothptiral nrntpin FT TIOS^S fFT TIO^Si mPMA 


NM 018128 


Homo saniens hvnothptiral nrotpin FT TIOS^A fFT TIHS^ili mPXTA 

*■ M-\Jiii\J oapiV/llO Xiy LllV-zLlV^dl piuiciix rijJ 1UJJ*T ^XT X-< J i, VJ Jtjj IJ Ifv IN r\ 


NM 018126 


Homo saniens hvnothpnVal nrntpin FT T10S7S fFT T1HS9SA mPIMA 


NM 018125 


Homo saniens hvnothptiral nrntpin FT T10S91 fFT T1(iS91^ mPTsJA 

J-AVJiixv^ oupiV/iio xi_y puiiit^iiwcil piULt/XXl X X->J lUJ^l ^X 1_/J X \JO£* X J 3 IIlxvJLN/Tk. 


NM 0181^1 


Homo Qanipnc h*vnnthptiral nrntpin FT T10^19 fFT T10^19^ t«D\TA 
J-J-Uixiu oapxcxio xxyp\JlilCLXO<ll piOLClXX J7J_yJlUJlZ ^rJ—J 1 \JD 1£) 9 IIix\J.N/\ 


NM 018118 

X i AT J. \J X V_/ X X KJ 


Homo saniens hvnothptiral nrntpin FT T10SAS fFT Tl^lS^S^ -mPXTA 

AXVJ111U oa.piW/XXD XljrpULXiCLXOctX pXULCXIl XTJUJIUJUo ^J7 l^J 1 \J D \JO J, lTlJKJNA 


NM 018115 

X 1XTJL V/ X Vp/ X X 


Homo sanipns hvnnthptirnl nrntpin FT Tl OAOS fFT T1fiAQR\ rv»PXTA 
xx\jlil\j oapiciio iijrpuLXic-LXOtll puJLClil X^XjJlU^r^O ^rLJlUHyojj IT1xvIn/\ 


NM 018113 

x nTx vy x u x x 


TTnmO CaniPnQ Imnralin-.intPTCir'tinrr e*r\^\~\m n i-» rv»- TA/TP *\ iv»D\T A 
AJ -Uiinj oapx^iid ixpuuaixxx-XXXLCX d-t/HIlg IllCITXDranc XCCcplUr ^XwiiVxxvJ, XTUaJNA. 


NM 018111 


Homo saniens hvnothptiral nrntpin FT llflAQf) fFT T1H4Qfi^ n-iPXTA 

liuuiu dapitxn xi_y puLXXCLlucii pxoiClIX ri^J X U*t7U ^rijJ lv47Uj, riLtvlN /\ 


NM 018110 


Homo sapiens hypothetical protein FU10488 (FLJ10488), rriRNA 


NM 018109 

X ^ IT A \J X \J X \J ^ 


Hnmo QanipnQ hvnnthptiral -r\rr\t/=>i-n FT Tl (\AQ& fT7T Tl C\ASlfk\ mD\T A 

AJ-^ 111 ^ aapiC^XXCS Xljf pULXXCLlV^ctX piOLClIX rL-JlUHOD ^JTjLjJ 1 W'H'OOJ, XTlxVlN/\ 


NM 018108 

J. iXYl V XU X \J<J 


Hnmo «;nnipnQ h"\mnthptir»n 1 -r»rr\t^in T7T Tl O/IC^ fT7T Tl fl453'^^ «VD>JA 
xxuixxu aapicxis xxypuuiCLiL'cu pxOLCin r L^J iKjhod yrLjJ 1U4oj j, niKJN/\ 


NM 018105 


Homo saniens hvnothptiral nrntpin FT T10J.77 fFT TlOd.77^ mPXTA 

xxyjiiivj aaijiuiio xi_y puLiit-uiv^cll pxuiCXIX ri^J Iut/ / ^J7JU*J IV-r/ / ) y IlixviN /\ 


NM 018104 


Homo sanipns hvnnthptirjil nrntpin FT T10zl7zl fFT Tl C\A1A\ mP\TA 

11U11IU oapi^/XXo XlJfpLFLXXCLXUclI pXULClIX X^ JL»J 1UH- / H {JT L-» J 1 KJH- 1 Hj 5 IlxxVlN/V 


NM 018096 


TTomO SaniPn^I hvnnthptiral nrntpin cimilor tn Vtpto fronc^iipin -fn-rvk-IKr /"CTT Tl A/I^QA 

xxuxixu ^apxcxxd xxypuuic tic* ai pruiein siiixiiar to Dcta-iTd.nsaucin iamiiy ^Jrl_,J lu^fDo), 
mRNA 


NM 018095 


Homo sanipns hvnothptiral nrotpin FT TlOzl'SO fFT Tl fV4Sn^ mDMA 
•»• xwiiiv^ odpitiii ii_y p\j lxxclxl/cxi pxLUcixx rXjJ iUt-ju ^rL»J lutju^ ITlxsJ.N/\. 


NM 018089 


Homo saniens hvnothptiral nrotpin FT T1041 S fFT T104.1 mPXTA 

**x\jm.i.i\j ou.j^FAV'iio Lly \JyJ tll^tiV^ CXI piVJLCXll X XwJ X V*T 1 J \X/ X-» J X V/*T X Jy IlxxViN^V 


NM 018088 


Homo sapiens hypothetical protein FLJ10408 (FLJ10408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 01S080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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NM 018077 



NM 018071 



NM 018068 



NM 018067 



NM 018066 



NM 018065 



NM 018061 



NM 018056 



NM 018055 



NM 018048 



NM 018045 



NM 018042 



NM 018037 



NM 018036 



NM 018029 



NM 018027 



NM 018024 



NM 018022 



Homo sapie ns hypothetical protein FLJ10377 (FLJ10377), mRNA 



Homo sapie ns hypothetical protein FLJ10357 (FLJ10357X mRNA — 
ffm03Sir n^A 0rth ° l0g of mouse piwi like homolog 1 (Drosophila)-like 
Homo sapie ns hypothetical protein FLJ1035Q (FLJ10350). m RNA 



— !_ ■> ■ j. i^wjju yri^iujjy;, mtUNA 

Homo sapie ns hypothetical protein FLJ10349 (FLJ10349), mRNA 



Homo sapie ns hypothetical protein FLJ10346 (FLJ10346I m RNA 

T-Il^TT*/^ r> «-»-»-»-• ^ t, , ™. .1.1 * 1 . _ j — 



— ! -■/ . i^*"^"' * w^-tvj yj. w jlv/j^qj, IHRINA 

Homo sapie ns hypothetical protein FLJ10330 (FLJ10330), mRNA 



— 1 ., , — . ^' ■»■ '"-uv IfJUi IVJJVJ, ITUUNA 

Homo sapie ns hypothetical protein FU10315 (FLJ10315), mRNA 
Homo sapie ns hypothetical protein FLJ10314 (FLJ10314),' mRNA 
Homo sapie ns hypothetical protein FLJ10292 (FLJ102921 mRNA 



»«H'«"> uypomeucai protein j-LJ 1U292 (FU10292), mRNA 
Homo sapie ns hypothetical protein FLJ10276 (TU10276), mRNA 
Homo sapiens hypothetical protein FLJ10260 (FLJ10260)! mRNA 



Homo 



— , j, — ^..wm K i.wvm iu i»^u» trj_,j luzpu), mKiNA 

— ^ sapie ns hypothetical protein FLJ10244 (FLJ10244), mRNA 
Homo sapie ns hypothetical protein FLJ10242 (FLJ10242V m RNA 
Homo sapiens hypothetical prote ™ PT T < f" T »nn ■>%' 



Homo sapie ns hypothetical protein FLJ10213 (FLJ10213), mRNA 
Homo sapie ns hypothetical protein FU10210 (FLJ10210), mRNA 

Homo SaDiens hvnotTl(»tir>nl nmtom T7T TIAOn/l (TT tim/\a\ -^-vta 



NM 018017 



1 *j i — ^w-wcw kiv^iii i u iv^iu v r jlj lUZXU), mjKJNA 

Homo sapie ns hypothetical protein FLJ10204 (FLJ10204), mRNA 
Homo sapiens hypothetical protein FU10199 (FLJ10199)! mRNA 
Homo sapien s hypothetical protein FU10188 (FLJ10188), mRNA 



NM 018014 



NM 018013 



Homo sapiens B-cell CLL/lymphoma 1 1A (zinc finger protein) (BCL1 1A) 
mRNA " 



NM 018012 



Homo sapie ns hypothetical protein FLJ101S9 (FLJ10159), mRNA 



NM 018005 



Homo sapien s hypothetical protein FLJ10157 (FIJ I 01 57\ mRNA 



NM 017998 



Homo sapie ns hypothetical protein FLJ10139 (FLJ10139)] mRNA 



NM 017996 



Homo sapie ns hypothetical protein FLJ101 10 (FLJ10U Q\ mRNA 

TTAmA Cl-nianp 1-.-. »~.~+1 1 . • -r-» T T .. ~ _ " " — 



NM 017986 



Homo sapie ns hypothetical protein FLJ10103 (FLJ101Q3)! mRNA 



NM 017985 



NM 017984 



Homo sapie ns hypothetical protein FLJ10060 (FLJ10060)' mRNA 
Homo sapie ns hypothetical protein FLJ10058 (FLJ10058X mRNA 



NM 017983 



NM 017982 



NM 017980 



NM 017977 



NM 017974 



NM_0 18410 



Homo sapie ns hypothetical protein FLJ10057 (FIJI 0057)' mRNA 
Homo sapien s hypothetical protein FLJ10055 (FLJIOoW mRNA 



*■ \-«- ■*->•> J- \J\J*J U j } IIIXVIN^. 

Homo sapi ens hypothetical protein FLJ10052 (FLJ10052), mRNA 
Homo sapie ns hypothetical protein FLJ10044 (FLJ10044),' mRNA 



Homo sapie ns hypothetical protein FLJ10040 (FLJ10040),' mRNA 



NM 018423 



NM 017597 



NM 018422 



NM 018421 



NM 017599 



NM_0 17594 



Homo sapie ns hypothetical protein FLJ10035 (TLJ10035),' mRNA 



Hamosapiens hypothetical protein DKFZp762E1312 (DKFZp762E1312), 

Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010) 
mRNA 



Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824^ 
mRNA y ' 



Homo^apiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 



Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823) 
mRNA 



NM_0 17535 



NM 018705 



NM 017604 



Homo sapi ens transmembrane protein vezatin (VEZA TINL mRNA 

WnmA oo-niow n 1. , , 4.1 J.J 1 . • t~^t^ : ■ ■ — 



Honiojapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121), 



Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824) 
mRNA 



Homo sapiens hypothetical p rotein DKFZp547G1 83 m KVy^Ain] ™ m r> r] a 

Homo aanime TT1 A A ZZZZHZ /rrr. a V^-v ■: » 



Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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XT1V X A 1 TCCfi 

NM_U 17559 


Homo sapiens hypothetical protein DKrZp4J4H2215 (DKFZp434H2215), 
mKJN/V 


MM AT7^QC 


iioino sapiens nypotneucai protein ijisj? ZJp £ *D £ *^\jy Zj ^i^jvrZp434^l;y2Jj, 

nVRTSJA 
IllXvlN^A. 


NM 017S77 


nomo odpiciio iiypoiiiciicai proicin x-^isj7z-rpHO fi +v-»\jj^o ^j^xS^rz-rp A Tj £ tv^u«j^o^5 
mRNA 


NM 01461? 


1TU1I1U o dpi Clio v^i^OIAlO piOldll \ \^y\Jix LKJJy IIlX\_LN/A. 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


MM 0 1 524^0, 

xNlVx UiO t T»>7 


nomo sapiens uncnaracterizeu Done maiTow protein ijivllko ^oiviu^D ), rnJtvJNA 


mm nia4^i 


riorno sapiens centrosomai Jr4. i-associatea protein ^i^JrAJrj, rnKJNA ; 


rNlvl U 1 Of jU 


xiomo sapiens uncnaractenzea Done marrow piotem rsjviuzy ^Jtsiviuzi/j, mKJNA 


MM 0 1 R£7A 


xiomo sapiens putative acia-sensing ion cnannei (AoiL4j, itlkjna 


NM_017435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

^oLLZlnl4j, lTlxVlN/\ 


TSjA/f 016R45* 


rxomo sapiens neuronal one ^oriLo j, ixiiviN/v 


NM_017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


MM m £0^^ 


Homo sapiens phosphodiesterase 1 1 A (PDE1 1 A), mRNA 


mm m 10/17 

iN±Vl_U 1 dZ^Z 


Homo sapiens similar to mouse Glt3 or D. malanogaster transcription factor HB 

( ATHnQI/^Sfh rYiX?XTA 
yJ\Jr\jy JuoU j, lTu\JN/\ 


mm oi fxifn 


nomo sapiens i uinuu ^iuinuuj, iiikjna 


mm ni^Q^Q 


Homo sapiens general transcription factor DA, 1 (37kD and 19kD sub units) 

(CYTVy AW mPWA 
^vJ JL r A.r\. 1 J, ITltvLN/A. 


MM 016771 


xiomo sapiens o i rvriN proxem livirN ), itlkjna 


NM 016S84 


ixoino sapiens mLeneuKin zo, aipna suDunit piy \\s^Zd i\. ), misJN/\ 


NM 01637Q 


Urtmn enrtipne T?TT1 /"PTT1"\ mt?MA 
XXOIIIU iscipiCXlb J\U 1 ^XVU 1 J, riLtvlN/A. 


NM 0161^7 


Wrvmn Qanipnc T?XTR6 ^RM^R6^ mRMA 

XXU11JAJ odpiCllb tUNDU ^XvINIjO^ , IlLXVLNrV 


NM 016146 

.IN XVX U lUi ^xvl 


xxLiiiiu bd.piciii> x x proicm ysr i u\j\jy j 9 itllvin^a. 


NM 01614S 

1 v L YX V I U IT J 


Unmn QqnipnQ PTO00R nrnfpin fPTFiOOR^ m"RMA 
nuillU otljJiCilo JT 1L/UUO piOlCUl ylT L LJ\J\J O J 9 ilixvlN r\ 


NM 016144 

1 N 1YX U 1U 1 II 




NM 016147 

J.N1YX \J x\J L*-r / 


jnuiriu txipienb protein pnospnaiase metnyiesterase- 1 ^Jriviii-i lTUxiN/v 


NM 01 644 S 

A N ±VX W 1 VJ 1 t 


Jtxoiiiu adpiciib picuivaniii z, ^rnoubc^ nomoiog ^x lej\zj, ixu\j.n/\ 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


MM 01611? 


xiomo sapiens myeim gene expression iactor z ^rviJtsr -z ), mivLN j\ 


MM 01 6SR6 

1N1VX W1UJOU 


nomo sapiens ivjx>ijr protein [jyiiiir ), lruviN/v 


MM 016S47 


nomo sapiens caicium omaing protein v_^aD^fz> precursor (.v-'aD^D ), itlkjn/v 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


MM 0 1 644? 

IN IVX UlO 


Homo sapiens type 1 tumor necrosis factor receptor shedding aminopeptidase 

rpcnilatnr ( APT^I 1^ mPMA 
lCgU.la.LOl ^r\xv JL o- 1 ITUviNrV 


NM 01 641 R 

IN1VX u 1 U*t J o 


nomo sapiens v_^juo i 1 izhu protein ^L/i^o 1 1 lzhv ) 3 ini\JN/\ 


NM. 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


mm (waxcm 


nomo sapiens unaj (Jtlsp4Uj nomolog, subiamily r>, member 1 1 (DNAJJ311), 


MM 01£?Q7 


nomo sapiens neat shock protein /d (Ijkat i iiikjna 


MM 01674R 


rxomo adpiens Kinase ^jtjkis^\j ancnor protem 1 1 ^/\Jbs^/\Jr 1 1 ) 9 niKJN/v 


MM 016707 


nomo bdpiens cieavage ana poiyaaenyianon specmc iactor j 3 suounit 
rCPSF31 mRNA 

^\-/X. UJL — ' J 1 1 1XVJ. N x\. 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin fKIAA0992) 5 mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP5 8 fNOP5/NOP581 mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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NM 016284 
NM 016645 
NM 016631 
NM_016576 

NM 016501 
NM 016500 
NM 016487 
NM 016480 


Homo sapiens KIAA1007 protein (KIAA1007) mRNA 

_ Jiomosapiens mesenchymal stem cell protein DSC92 flNJEUGRTNn mPisJA 

Homo sapiens chromosome 21 nnpn r^Ai-nn fv-o™^ /r^n : 

— — auumwuic^i open reading irame 66 (G21orf66\ mRNA 

oScsS^iri^ 2 811311081116 ^Phosphate reductase isolog 

iHomo sapiens hypothetical protein FLJ10597 CFLJ10597) mRNA 1 

Homo sapiens hypothetical protein CLOC5 1260), mRNA 

Homo sapiens HSPC230 gene (HSPC230), mRNA 


NM 016433 
NM 016369 
NM 016359 
NM_0 16246 


iwiiiu sapiens ±vu3r-interacting protein 2 (PAIP2), mRNA 

Homo sapiens glycolipid transfer protein (GLTP) mRNA 

Homo sapiens claudm 1 8 (CLDN1 8). mRNA ~~ 

Homo sapiens nucleolar protein ANKT (ANKT). mRNA 

k ^JTFZTT retlnal sn on-cnain dehydrogenase/reductase retSDR3 
UXJC5 1171), mRNA 


NM_016186 

NM 016180 
NM 016176 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiprotemase, antitrypsin), member 10 (SERP1NA10) mRNA 

Homo sapiens AIM-1 protein (MATP), mRNA " — 

x±uniu ^apim., uuuuiu UmdinK protein uab45 precursor (Gab45) mRNA 


NM 016174 
NM 016131 
NM_0 16031 

NM 015955 


IHomo sapiens cerebral cell adhesion molecule (LOC51 148^ mRNA 

Homo sapiens RAB 10, member RAS oncogene family CRAB 10) mRNA _ 

l0n§ Cham ^ addS (FEN1/E1 °^ SUR4/E103, 
Homo sapiens C21orfl9-like protein fLOC51072) mRNA 


NM 015931 
NM_015879 

NM 016368 
NM 016488 
NM 016478 
NM 016463 
NM 016410 
NM 016406 
NM 016401 


Homo sapiens fls485 (LOC5 1066). mRNA " 

nomo sapiens sialyltransferase 8C (alpha2,3Galbetal,4GlcNAcalpha 2 8- 
sialyltransferase) (SIATSC), mRNA 

Homo sapiens mvo-inositol l-nlin«niiat» cimAnna ai /rmm a ,i — T , — 

— — 1- — — "■J'^'wimi l-pnospnaie svntnase Al (ISYNA1) mRNA 

Homo sapiens hypothetical protein (HSPC232), mRNA 

Homo sapiens hypothetical protein (HSPC216), mRNA ' ~ 

_Homo sapiens hypothetical protein (HSPC 1 95) mRNA 

Homo sapiens hypothetical protein HSPC 177 (HSPC 177) mRNA 1 

Homo sapiens hypothetical protein (HSPC155), mRNA 


NM 016400 
NM 016396 
NM. 016391 
NM 015933 
NM 015932 
NM_016172 


Homo sapiens hypothetical protein (HSPC138). mRNA 

Homo sapiens Huntington interacting protein K (HYPK) mRNA 1 

" U1 " u sapiens nypotnetical protein (HSPC 129) mRNA 
Homo sapiens hypothetical protein HTSPC1 1 1), mRNA 

Homo sapiens hypothetical protein (HSPC0 1 6), mRNA 

Homo sapiens hypothetical protein (HSPC0 14), mRNA 

Homo^sapiens putative glioblastoma cell differentiation-related (GDBR1), 


NM_016194 

NM 016196 
NM 016553 


Honwsapiens guanme nucleotide binding protein (G protein), beta 5 (GNB5~ 

Homo sapiens KIAA0682 gene product (TOAA0682) mRNA 

Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM 016195 
NM_016550 

-lnM U 16623 
NM 016237 1 
NM 016108 1 
NM 014886 1 
NM 014035 1 


Homo sapiens M-phase phosohoprotein 1 (MPHOSPH1 ), mRNA 

Homo^sapiens HeLa cyclin-dependent kinase 2 interacting proiein (CINP), 

Homo sapiens hypothetical protein (BM-009), mRNA 

Homo sapiens anaphase promoting complex subunit 5 (ANAPCtt mR'NTA 1 

Homo sapiens androgen induced protein fAIG-1), mRNA ~ 

iomo sapiens hypothetical protein (TR-29), mRNA 

■lomo sapiens SBBI31 protein" (<"W1) mRNA ~~ 
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NM 014868 

x ^ at.*. \y i i Uvu 


Homo saniens rinp - fmcrer nrntein 10 fRTsTFlO^ mRTsTA 

IxVlilU OupiLllO llllg XlllgV^l LvlV^UCXll 1U V XX1>IX l\JJy IIXxSXNxY 


NM 014092 


Homo saniens PROl S7S nrntein fPROI mRNA 

xxvinw oupiwiio x iv\»/ij / „» yji \j iwii i ^x iw i J / j jy IIXXVIN xx 


NM 014138 


Homo samens PRO065 9 nrntein fPROOtfS 0 ^ mRTsTA 

x x\JLiXKJ oapivHo x AWvuJy JJ1 Idl 1 y^X XxV_/ WJ .J _7 / ? lllXxXNxi. 


NM 014135 


Homo samens PRO0641 nrntein fPRO0641^ mRNA 


NM 014134 


Homo saniens PRO0628 nrotein fPRO06?R • mRTsJA 


NM 014133 


Homo saniens PRO0618 nrotein fPRO061Ri mRTsTA 

ijuyiviikj x AVW v v JL C plUlvili \X IW/uvlO/) lIXLxXNx^x. 


NM 014076 


Homo saniens PRO061 1 nrotein fPRO061 1 • mRTsJA 


NM 014074 


Homo saniens PRO0529 nrotein fPRO0S?9^ mRTsTA 

xxv/iiiu jupiviio x XW»/V/w'^»^ LJ1 VJ Lv^lll yx lvV-/ \J *J j y llXXxX^ixx. 


NM 014129 


Homo saniens PRO0478 nrntein rPRO047Jft mRTsJA 

iiviiiv oapiwio x i\vv*t / o jJiUtt/lli \X xv\_/V/*-r / Ojy Ilxxx_L>i.r\. 


NM 014126 


Homo samens PROOFS nrntein fPROO^fiM mRTsTA 

xxviiiu oapiv/iiij x -Ivv/wJUJ |_/1 v/ Lv 11 1 ^X XxV_^/ V/_J \J^) J y 11 IXxX N x\. 


NM 014124 


Homo saniens PRO07SS nrntein rPRO0?S^ mRTsTA 

liviiiv isapiviio x iwv/ZiJJ LJlUlXvlll yX xvVyui»j J jy lllXxlN! xx. 


NM 014121 


Homo saDiens PRO0233 nrotein (TRO0233 i mRTsJA 


NM 014120 


Homo samens PROO^W nrotein fPRO0214i mRTsTA 


NM 014118 


Homo saniens PRO0159 nrotein (PRO0159. mRNA 


NM 014117 


Homo saniens PRO0149 nrntein fPRO014Q"i mRTsTA 

ixviiiu oapiciio X XXV_/\/X*T«7 ^Jl \J LV^lll ^X 1VWU L*~TZ7 Jy 111XVX > XX I 


NM 014116 


Homo saniens PRO0132 nrotein fPRO0132i mRTsTA 


NM 015364 


Homo saniens 1VTD-2 nrotein fMT)-? § mRNA 

Xiviiiu jupiuiio It 1 1 / xw VJ I w 111 ^XVXX-/ J y XI XX i XX 


NM 0140^0 


Homo saniens T RR nrntein fT RR^ mRTsTA 


NM 014931 


Homo saniens KTA A 1 1 1 5 nrntein n<TTA A 1 1 1 ^ mRTsJA 

xxuniv oapivxio ivirvii i x x«y Lxivxiwlli ^ivixxrV. 1 1 ijj } 1 1 1 fx in r\ 


NM 014901 


Homo saniens IvTA All 00 nrntein /HK'TA All OO^l tviT?XT A 


NM 014908 


Homo saniens KTA A 1 094 nrntein CK1A A 1 004^ mR"NT A 


NM 014906 


Homo saniens TCTA A 1 07? nrntein fK"T A A 1 079^ nVPKT A 
xxvjini-r odiyic^iio xvj-rvrA- 1 \J 1 piOLClxl ^x\. lyVrvlU / IIIxvIn r\ 


NM 01493? 


Homo saniens nenrnlicrin 1 fMT r^TvJI ^ niPMA 

liuiiiu oclpl^llo ll&ULUllgXil 1 ^XNX_/VJXN 1 J y IIJX\JL>I/Tl 


NM 014894 


Homo saniens KTA A 1 OSfi nrntein /TCTAAIOS^ tyiRTxTA 


NM 014956 


Homo saniens KTA A 1 OS? nrntein HCTA AlOS?^ mRMA 


NM 014928 


Homo saniens KTA A 1 046 nrotein fKTA A 1 (\A&\ mRTvJ A 

xj-wx iiu oupiwiio xx i / iii, jl \J~\J k^lVvlt/lXl ylvXixri. X \J^\J J y 111 r\ | >j /*\ 


NM 014909 


Homo saniens KTA A 1 0^6 nrntein fKTA A 1 mRTsJA 

X1U111U lo XVliXTVlVJU 111 ^xVliLTll \JJ\JJy 11 lXX-XN XX 


NM 014939 


Homo saniens KTAA101? nrotein rKTAAlOl?^ mRTxTA 


NM 014895 


Homo saniens KTA A 1 009 nrotein H<TT A A 1 000^ mRTsTA 

ixviiiv oapiviiiJ iVLfxriiuvy ^J± VJ Lv_/lll ^ IvXrVo. 1 \J\JZy ) ^ llXXVXNxx 


NM 014960 


Homo saniens KTA A 1001 nrntein rKTAAlOOl^ mRlsJA 

xiviiiu ocxpi^iio XX irvil 1 \J\J x LJ1 Ldl 1 ^ix I r-\ t-\ \ p i | 5 III rv 1 N r\ 


NM 014950 


Homo saniens KTA A0Q97 nrntein rKTA A0007"v mRTsTA 


NM 014934 


Homo saniens zinc-finaer nrotein T">7TP1 n^!7TP^ mRTsJA 

iivuiu oupi^iio ^.iiiv xlllL^^l ^JL \J L^lll i J* - I' x ^ 1 J / ,\Y 1 i 3 H 1 ix 1 N r\ 


NM 014023 


Homo saniens KTAA0982 nrotein fKTA A09S? i mRTsTA 


NM_0 14900 


Homo saniens KIAA0977 nrotein fKTA A0977^ mRTsTA 

aaviiiv gupiviid ivxruiVy ' / W*> 111 ^rv 1 n r \ \ / v 1 1 jy llJXvlN/x 


NM 014929 


Homo saniens KIAA0971 nrotein fKTA A0971^ mRTsTA 


NM 014935 


Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP3), mRNA 


NM 014937 


Homo Saniens SJaG Hnmain-enntniriino- inr\citrkl i-\V»r\CT>Viat«ao*» ? A(~*T\ -mPXTA 
•*-x.\jxLiyj oa^iuio oa.u u.uiiia.111 wuilLailxlllg lllUMUJl pnOSpnatdSc Z ^o/\v^ZJ, nXtxxN/x 


NM 014902 


Homo saniens KTA A 0964 nrntein H<fTA AOO/^/l^ tyiT?TsT A 

x±.\jhi\j oaLJitxio xx.Xx**vxv\J3' VJ*t jpiOlClll ^XVX^TLjrVU^OH J, IXLtxxN /\. 


NM 014898 


Homo saniens KTA A0Q61 nrntein H^TA AOQA^ mT?TvTA 

xiuiiiv ocijjit/iio xx^X-rxxvv/j^vJ 1 JJlvJlClIl ^xx^xTxrxU yOl IlTXxJ.N/\ 


NM 014942 


rTomn saniens anlo/rin rpnp^t H r\mc» i-r* ^ A\TVP r>-iT?XTA 

x±yjxii\j oo-iJit-iio cuiivyiill ICJJCal LHJIlldlll O ^/\JN JSJtVJL'O ) 9 iTlxx IN r\ 


NM 014959 

x n»i vy x i ^ ~s 


xxwmu bdpiciib Luniur up-rcguidiea v^/\jvxy-coniaining antagonist 01 caspase nine 
(TUCANi mRNA 

\ ^— 'x ix ~ y 3 X XXX XX 11 L 


NM 014952 


Homo saniens KTAA0Q4S nrntein fRTTA AOQA^^ mPTSTA 

A4vuiu oapiv-iio xx.xrx.rxvy yTJ Lvl vJ Lwlll yx\.Xf\AU7*tJ K ITJJtxLN/A. 


NM 014904 


Homo saniens KTAA0941 nrntein fRahl 1-PTP?^ mRTSJA 


NM 014903 


Homo saniens KTAA0938 nrotein fKTA AOO^R^ mRXTA 


NM 014897 


Homo sapiens KIxAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KJAA0914 gene product (KIAA0914), mRNA 


NM 014949 


Homo sapiens KL\A0907 protein CKIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (XIAA0893), mRNA 


NM 014966 


Homo sapiens DExAJMT (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), xnRNA 


NM_pi4936 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


JNM 0 14940 


Homo sapiens KIAA0872 protein (KIAA0S72), mRNA 


XTA/T AI AQA1 


Homo sapiens KIAA0854 protein (KIAA0S54), mRNA 


XTA/T A1 A HT/C 

JNiVl U 14926 


Homo sapiens KIAA0848 protein (KIAA084S), mRNA 


XTA /T A 1 /I A A C 

JNJVl U 14945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


*MTV A A 1 /I r\o /I 

NM 014924 


Homo sapiens KIAA0831 protein (KIAA0831), mRNA 


XTA/T rtlynno 

JNJVl U14/U3 


Homo sapiens KIAA0800 gene product (KIAA0800), mRNA 


JNJVl U 14650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


JNJVl 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


XTA/T AI AT*l£L 
JNiVl U 14/26 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


XTA/T AI A/ZC\f\ 

JNJVl U 14690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


XTA/T Ai AQCiC 

JNJVl U14o05 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


XTA/T Al/IO^A 

JNJVl U 14669 


Homo sapiens KIAA0763 gene product CKIAA0763), mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


JNM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


~K TTV AT A1 A O^Ci 

NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


"XTJl AT A1 /I O vl /\ 

NM_0l4S49 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 
mRNA 


"X TK AT A1 ylOHO 

JNM 014848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


"X TTV AT f\1 A £l C *"» 

NM 014652 


Homo sapiens importin 13 (IMP 13), mRNA 


"X TTV /T /"VI y|0/"1 

NM 014867 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


TvTA AT A 1 ^Or^ 

NM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 014663 


Homo sapiens KIAA0677 gene product (KIAA0677), mRNA 


TvTTV A A 1 yf ZT /I O 

NM 014648 


Homo sapiens KIAA0675 gene product (KIAA0675), mRNA > 


xta/t ai Annc\ 
JNM U14//9 


Homo sapiens K1AA0669 gene product (KIAA0669), mRNA 


XTA/T AI AQ1 1 
JN1V1 U 1 4o 1 1 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


XTA/T m 7 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


XTA/T A1 Gf\A/Z 
INJVi U15U46 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


XTA/T AI AdZC\A 

JNM U 14694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


XTA/T AI ylOl') 

JNM U 14632 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


7vT\ A A 1 A "J A f\ 

NM 014749 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


XTA/T A1 A £1 HO 

NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


TvTTV AT C\ 1 A HAA 

NM 014709 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 


XTA/T AI /f*7A/t 

JNM U 14/04 


Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


"XTA/f A1 /I*7AA 

JNM U14/90 


Homo sapiens KIAA0555 gene product (KIAA0555), mRNA 


XTA/T AI /I7'31 

JNM U14/31 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


XTA A Ai /nno 

JNM U 14/93 


Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


XTA/T A 1 /POC 
1N1V1 U 14625 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08) mRNA 


XTA/T A 1/1 CM A 

JNM U1464U 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


JNM U14662 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


XTA A A 1 /I O C 1 

JNM 014851 


Homo sapiens KIAA0469 gene product (KIAA0469), mRNA 


NM_014638 


HomO SanienS fCIA A04SO apnp nrnHnr>t HiTTA A A/1^A\ TnP\TA 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


TsXN/T O 1 47 1 7 


TJ ArnA C o n i P n c VTA AO^QO Of*r\e* nrnHnrf /VTA A 0390^ mPNA 

liOrno Sapiens ivi/v/vu^yu gene proauct \jsju\f\\jji?\j) i niiviNrv 


IN1VI Ul^fOoO 


U ArriA C r, n jp nc VTA A0^^5 ctf>rif* Y\r^\A^•^rt /VTA A 0^ S 5^ mRNA 

iioino sapiens x\jj\j\\jj dd gene proauci yjs^ij\j\\jjDDjj iiirviNy-v 


XT\/T nlA87? 
iNJVA U 1 *+o / Z 


U ArnA coniAnc VTA A Cl'X KA npnp rvrrvHi ir»t /VTA A C \A\ mT? TsJ A 

riomu sapiens lsj-rvrvu j jh gene protiuci ^iNj-tt-fAO-j-?*?-^, xijjvin/a. 


"ntm" 0148^0 


TJ Arnn canipnc VIA A0^59 apnp nrorlurt /VTA A03S9^ mPNA 
XX OHIO SapieilS X\JJ\f\\J 3 u J. gene prOUUCL yj\AJ^r\\J J ~> J ? IIlxNJLN^rt. 


"knv/f oi4/^£ 

IN xvl_U I^tOjO 


ixonio Sapiens Jvai guanine nucieouoe excnange iacior ixaivjroin. 
AT HP^1 mRNA 

^IVr\JL#vJjr O lllxviNxv. 


NTV/T 0146^ 

1N1V1 UIHOjJ 


H/vmrk ci*rvi#»nc VTA A0^^6 npnp T-»t-r\Hi ir*t /VTA A0^^6\ mRNA 
XxOIIlO SapieilS £s*J-r\-r\\J 3 jD gene piOtllxt/l ^Kin-riUJJU/, IllXVlN^V 


NM 014S01 

x^i xvj. \j itouj 


TTrvmo <:nr>ipn<5 K*TA A033S crenp nrnHnrt rfCTAA0335^ mRNA 
xx.L/11 i\J oapiC/Ho xxJ-rvrA.vyj«j^/ gene pi vjliixv^ l ^xn^ltvt».v/-? i ixxvx x a 


TsTA/T pi AS/14 


Unmn coniVnc K"TA A0399 crpnp nrorlnrt HCTA A03?9^ mPNA 

XXUlllvJ odpiCXlo JNwXjTViXVJ Ji.y gCllW pi ^JVX/TltVv J^>7^j 111XXJ. >j ^1. 


"MA/f 0148?1 
inxvx \J I'+oz i 


U ATT1A cartipnQ TCTA A03 1 7 ctptip nrnHiirt rfTTA A03 1 7^ mRNA 

XXVJ111VJ bapiCilo IVJ-TVrV\-l^ 1 / gCIlC piULllXOL ^XVJLti-£*.v J X / lllXvX^^i. 


1 ^ XV J. W L '-TKJZs J 


Homn <:anipn<; KTAA0996 crp-np nroHnrt n<CTA A0?96^ rnRNA 

X XVJ111VJ oapiwllo lVl/Vrkl/i>7v ^Wllt/ [Ji UUUV/l ^ JCVJ-fA-TA. \J£» J7 \J J 3 1 1 IX VX ^1 ii. 


NM 014742 


Homo «?anien<; KTA A0^55 aene nroduct fKIA A0255^ mRNA 


NM 0147^4 

XNXYJL V/l*T/_J'-r 


Hnmn cnnipn^ KTA A0947 apnp nrnHnrt H<CTA A0?47^ mRNA 


NM 014760 

IN JLVJl \J 1 / YJV/ 


"Wrvmr* Qar^ipnc K"TA AO? 1 R o-pnp nrnHnrt HCTA AO? 1 mRNA 

XXlXlllVX oapidlo XXJLrVTi-vy^ 1 O g,t/llt/ piVJvlLlvrt ^IvlrXrVUx. 1 0^ 5 11 XTVLNzv 


NM 014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


iNxVl \)l £ +Od\J 


riomo sapiens jSaj\j\\jz 1 1 gene proauct ^isj_fV/\uz 1 1 ), mivLN/v 


XTM" 01A7AA 
INxVL \J IH / 


"W^rvi^ conipnc VTA A H7 1 H rtPtiA t^t-/^/1i ir»+ /"VTA A fl? 1 mP "NT A 

nomo sapiens xvi/\/\\jziu gene proGuci ^jsj-tv/vuziu^, riixviN/\ 


XTN/f 01479*\ 


tT/^t-i-i/-* canipnc VTA AH1 $JQ rrt*rif> nrA/^ii^t /VTA AOl CQ^ -m"P"MA 

riomo sapiens ivx/\/\.u 107 gene proauci ^jvi/v/\u 1 oyj, mixiN/v 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), tnRNA 


injvi__u i h i y I 


Homo sapiens likely ortliolog of maternal embryonic leucine zipper kinase 

fVTAA017^ mP\l A 


NM 0 14746 


Wattia CQnipnc IfTA AA1 ^1 o^m<=» -r»t-rkr?nr't /VT A A 0 1 61 ^ mRNA 

xxoiiiL) sapiens jviaav/ i u i gene prouuei ^isj-rvrvu 1 o i j 9 ituvi.n/tl 


INxVI UIhOjj 


TJAmA no«i ono VTA AH1 rr/=»T-»<=« TM-rkrliir'+ /VTA A HI mT? XT A 

riomo sapiens ivi/\/\uidd gene proauct ^xvLfv/^uij^j, mixxN/v 


mm 014009 
IN iVl__U 1 U Z 


Jtiomo sapiens jLxSkJ\.-reiatea Kinase epsnon, mauciuie iKappao Kinase ^xjsjsjij, 
inisj.N/\ 


NM 014S47 
IN IVx V/ iT-o*r / 


TTrwTn/^ contpnc VTA AOl 44 o-p»tif> •n-rrkrlnr'f- /VTA A0144A mRNA 
XXVJIIIO Sapiens xVl/VrVU 1 H-*+ gClie piOUUL/L ^XVl-r\-r\.\/l*+*+^, llllvlN^A. 


NM 01477^ 

INIVX V/ 14 / ID 


Watyia canipnc UTTA Afll^ll cr^nf* r^roHiir't /"VT A AOl 41 ^ mRNA 
XxvJllKJ SapiCIlb ivLfvn.u Inl gdlC pruUULl ^ ISJUr\jr\\J 1 *-r L ) y lllxvlN/Tk 


NM 014649 


TJ ArnA cQniprc VTA AO! ap-r\p- r%rr»Hnrt /VTA A01 %R\ mRNA 
rxuiiiu sapiens in. i rvrvu uo gene piouui'i ^j\iA/\.uiJOj, iiixvinxv 


NM 01479? 

1N1VX \j x"~r / 


Tfnmn <;flnipnQ apnp nrnHnr t rK"TA A01 ?S^ mRNA 
xxvjinu dapiciio ivltVivv/ i^ij gene pujixuiwi ^xvx^v^vv/ i y , nixvi x^t^ 


NM 014999 


Homo <5am>nQ K*TA A01 1 R nrofpin HvTA A01 1 JO mRNA 

X XvJlllw OajJltllo JVlrlAvl 1 O pXULVxlll ^JVLrLflUl lO^ 1 1 XI. VX > A 


NM 014740 


Homo «:anipnc; TCTA A01 1 1 apnp nroHurt /'k'TA A01 1 1 ^ mRNA 


NM 014673 

X > XVX \J 1 *"TVJ / J 


Homo «?anipn<5 KTA A010^ crpnp nroHnrt HCTAAOIO^^ mRNA 


NM 014736 


Homo <;anipr»<; KTA A01 01 crpnp nrndnrt CK1A A01 01 ^ mRNA 

XXvJllIU oapiwllo J\XTV/\U 1 \J X gCllw JJl UUUUL ^XVXxx-ti-V/ lul y } 1 1 1XVX > XTk. 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


NM 01467Q 


Homn cei-nipne VTA AOOO? apnp nrArlurt ^VTA A0OO?^ mRNA 

xxuiiiu sapiens isJLJXrxXJKjyz, gene proauot y^ij^fxxjyjy^,)} iiixxin/a. 


NM 014769 

IN IV J. y l'r/Uy 


Homn cqmpnc VTA AOOR7 crpnp nrnrlurt /VTA A 00R7^i mRNA 

noniu sapiens x\j_rvrvuv/o / gene pruuuut \]saj\s\\j\jo / iixiviNrA. 


NM 014877 

XNlVx UIHO / / 


Hrkrv-i^ canipnc lip1ir>ocp VTA AOO^zl /VTA AHH^A^ mRTvJA 

riomo sapiens neucase Jtsj-fVrVuu3 i + yjsju\f\\j\JD*T)y \ujsa\/\ 


NM 014716 

XN1VX \XX*T/ IKJ 


T— T/^Tn f\ COTMPHC f <*T1 toil T""l Vl^'f'CI 1 J | kt \l 1 K 1 1 TYlT< A 

numu sapiens ccniaunn, ucia 1 ^v^xj/Jln iilcvin/a. 


NM 015361 


T-Tr\T^/^ ooTMPnc T?^T-T ri<*\TVJC*m I nm r\ c oiMmP-ctrciTinpn Tinf*l<^n'* opine i rw\ "f" o m i ti fr 
XX U I HO Sapiens XvJ>xx UUnialll ^UXlltlS Slllgie-oll axlilCU. IlUUieiC aL/ltlb^ L-Ulllaxlllllg 

rR^HDM^ mRNA 

^Xv*JX7JLJL-/XVl J j llXXvl 


NM 014S80 


Homo <;anipn<; TCTA A00?? crpnp riroHnrt fFCTA A00??^ mRNA 
x i vji i iKj oapitiio i\x/\/vvyuz-z. n»/ pivJixixL/i ^ivLrLrvuu^i 11 xivx n rv 


NM 01487S 


Homo c»nipn<; KTA A00?0 crpnp nrodnnt (K1A A0070^ mRNA 


NM 014665 

xnxvx \j x*tvjvjj 


Homo oampriQ V^TA A 00 14 crpnp nroHnrt ^VTA A 00 14^ mRNA 
xxUIHU oapiCIlo IN 1 r\-t\\jyj 1 gCilC piUUUUl ^IfifiUviHyj lIJxViNxv 


NM 014671 


xxoiiivj sapiens udicjui tin-pro tein loopcptitie ngase ynDj ^isj-rvrvvjo i o ), iiixvIn/t. 


NM 014637 


Homo canipnc VTA A000Q crpnp nroHnrt /VTA A0000^ mRNA 
xxonio Sapiens isjLj\^\\j\j\jy gene piouuoi ^xVJLrv/A.ov/v/i'^j iiixnj.n/tl 


NM 015384 


Homo sapiens IDN3 protein (IDN3), mRNA 


NM 0141S8 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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NM_014176 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 
(HSPC150), mRNA 


NM_014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postsynaptic protein CREPT (CRIPT), mRNA 


NMJH4169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


NM 015603 


Homo sapiens DKFZP586M1019 protein (DKFZP586M1019), mRNA 


NM 015537 


Homo sapiens DKFZP586J1624 protein (DKFZP586J1624), mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP586F1524), mRNA 


NM 015677 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


NM 015416 


Homo sapiens DKFZP586A011 protein (DKFZP586A011), mRNA 


NM 015513 


Homo sapiens DKFZP566D213 protein (DKFZP566D213), mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protein (DKFZP566B183), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


NM 015455 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP564G092), mRNA 


NM 014044 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C186 protein (DKFZP564C186), mRNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


NM 014034 


Homo sapiens DKFZP547E21 10 protein (DKFZP547E21 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mRNA 


NM 015515 


Homo sapiens type I intermediate filament cytokeratin (HAJK1), mRNA 


NM 014064 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBP1), mRNA 


NMJ 14294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKL1 -pending), mRNA 


NM_014445 


Homo sapiens stress-associated endoplasmic reticulum protein 1 ; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NMJH4504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 

mPXJ A 

mJtsJLN/V 


xnvr ni4<\S0 

1N1V1 Ul^f J07 


norno sapiens pnospnonpase az, group 1 1 r, {r juaz. vjzh rnj\_L\/\ 


1N1V1 U 144 / 1 


Homo sapiens serine protease inhibitor, Kazal type 4 (SPINK4), mRNA 


1N1V1 U 14o;7 1 


riomo sapiens rJUurA associatea protein 1 {rD/\r i ), n levin a 


IN 1V1_U 1 HD K) o 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide p 1 0 1 
(P101-PI3K),mRNA 


xnv/f ni A^^Q 

INiVl U14:>r>y 


xiomo sapiens opticm (Ur l v_,j, mKJN A 


JlNIVI \J LHD 1 J 


xiomo sapiens v^^xv.4-in^i Transcription complex, suDunit z ^v_,inlj i zj, mKJN/v 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


INlVl U 14.3 /I 


Homo sapiens neighbor of A-kinase anchoring protein 95 (NAKAP95), mRNA 


JNJYl_U 1 4o4z 


Homo sapiens mitochondrial carrier homolog 2 (MTCH2), nuclear gene 
encoding mitochondrial protein, mRNA 


IN1V1 U 1 D / 1 0 


xiomo sapiens iviissnapen/iNiJs.-reiatea Kinase (JVLLJN±vj, mKJN A 




Homo sapiens C-type (calcium dependent, carbohydrate -recognition domain) 
lectin, superiamny memoer y ^^.uriLroJryj, mKJNA 


XNiVl U14DDZ 


xiomo sapiens Lor protein oz ^1^x5x^-32), niKJNA 


IN 1YI_U 1 4Z4 / 


Homo sapiens PDZ domain containing guanine nucleotide exchange 




xioinu bdpiens smau acioic protein ^iivi/vkjrxii43UDZj, rnjvrsA 




xiomo sapiens aciaic oz KJL/a protein ttixvLn a {xiou idodz^, itUvin a 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


"MTV yf ftl/Ta^CO 
INIVI UI4jOZ 


xiomo sapiens o-nyuroxyisoDUtyryi-coenzyme A nydroiase (xxlxiCldL), ttlKJNA 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


XTN A A1/KQ/I 

JNJVl U14jo4 


xiomo sapiens JbKUl-liKe (b. cerevisiae) (BROIL), mRNA 


INJVL U14Jo/ 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM_014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 

__T> XT A 

mKJNA 


NMJH4380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 

(^JN Ljr KAr 1 ), mKJNA 


INIVL UI4oyU 


Homo sapiens downregulated in ovarian cancer 1 (DOC1), mRNA 


NM_014595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 

ITlXvlN A 


IN1V1_U 1 4o 1 0 


Homo sapiens calcium-regulated heat-stable protein (24kD) (CRHSP-24), 

m p\TA 

ITlKINA 




xiomo sapiens ceii aeatn-maucmg Drr A-iiKe eiiector D {k^iijj&d ), mxCJN A 


IN J. VI \J ItH-UU 


xiomo sapiens vari-ancnoreu metastasis-associateu protein nomoiog ^v^4.4A v ), 
mRNA 

1 1 LLVl N 




xiuiiiu aapiciia diiiiiidi lu ycdbU DDI j ^o. oercVlSldcJ ^X3Xil->^, IIlXviN/-v 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RDP60), mRNA 




xiomo sapiciis i/niunuc intracellular cnannei 4 [K^L^Ly^^t), miviN a 


NM 01 lAI'X 


xiomo sapiens Karyopnenn oeta zd, transportin ^ix<inzj, mtviNA 




xiomo sapiens reunai nomeooox protein ^k^vj, mivrNA 


IN1V1 vi JJ / / 


xiomo sapiens nypotneticai protein ^JJisJrZ/p4j4x3U4i / ) f miviNA 




Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 

SKI A ACl&&(Y\ ml? XT A 


NM 013286 


Homo sapiens chromosome 3p21.1 gene sequence (HUMAGCGB), mRNA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA j 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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NM 013400 
NM 013355 
NM 013240 
NM 013364 
NM 013275 
NM 013312 
NM 013332 
NM 013308 
NM 013394 
NM 013329 
NM 013333 
NM 013395 
NM 012463 
NM 012461 
NM 012245 
NM 012437 
NM 012433 

NM 012234 


Homo sapiens replication initiation region protein (60kD) (RIP60) mRNA 

Homo sapiens protein kinase PKNbeta (pknbeta) mRNA 

Homo sapiens putative N6-DNA-methyltransferase (N6AMT1) mRNA 
_ Homo sapiens paraneoplastic cancer-testis-brain antigen (MAS), mRNA 

Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16) mRNA 

Homo sapiens hoolc2 protein (HOOK2), mRNA 

Homo sapiens hypoxia-inducible protein 2 (HIG2), mRNA 

Homo sapiens platelet activating receptor homolog (H963), mRNA 
- Homo sapiens acid fibroblast growth factor-like protein (GLIO703), mRNA 

Homo sapiens chromosome 21 open reading frame 66 (C21orf66) mRNA 

Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN> mRNA 

Homo sapiens protemx0008 (ADO 13), mRNA 

Homo sapiens TJ6 protein (TJ6), mRNA 

Homo sanierK TPPF1 ( \ 'teTTi \ iTifofr^fi'«« ^ i r- ^ -t-^^k — ~— — : 

_ lnjvr i ^ l ivr i ^-interacting nuclear factor 2 (TINF2) mRNA | 

Homo sapiens SKI-interacting protein (SNW1 ), mRNA 

Homo sapiens SNARE associated protein snapin (SNAPAP) mRNA 

Homo sapiens splicing factor 3b, subunit 1, 155kE> (SF3B1) mRNA 

Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain 

secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM_0 12420 
NM 012417 


Homo sapiens R1NG1 and YY1 binding protein (RYBP) mRNA 

-Homo saniens TPtinru p ciniA o -»-»/-? \ fA^o^v« •„ _r -"li ~ 7 • /_ ftl 

u oapi^na icunoic acia- ana lnterteron-mducible protein (58kD) (RI58) 

mRNA h 
Homo sapiens retinal degeneration B beta (RDGBB) mRNA 


NM 012229 
NM_012390 

NM 012346 


Homo sapiens 5 '-nucleotidase (Dunne), cytosolic type B (NT5B) mRNA 
±iomo sapiens protein homologous to salivary proline-rich protein P-B (PBn 
mRNA y ' 

HomO Sat)iens nudprinnrin /XTT TD/^A w t)\t a 


NM_0 12339 


tjfc*pxv^xij ±iLi\sL\^\j\j\jL ill \jZ,i\S-j ^iNUr OZ), mr\JNA. 

Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) fNET- 
7), mRNA v 


NM_012338 

NM 012332 
NM 012327 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 

Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48) mRNA 


NM 012321 
NM_0 12294 

NM 012289 


Homo sapiens phosphatidyhnositol glycan, class N (PIGN) mRNA 

Homo s aniens U6 snRNA-a^cnpiatp^ Q-m ii *%».^+^*^ /t ^ \ t»vt * 

w u^iwio aiuu^n. ii&&ot/id.[ea o in- ii ice protein (JLSM4) mRNA ' 

GEF cSo^fTrmRNA 16011 ^ CXChange faCt ° r for Ra P 1; M-Ras-regulated 
-Homo sanicn*? TCelpli-liVf* u^y 1 t i A Con „; a t a j „ . • ■* . . - - ~ ~. — 


NM_0 12285 
NM 012267 


■ oapiciia rvcion-iiKe cu-a-associatea protein 1 (KIAA0 132). mRNA 
Homo sapiens potassium voltage-gated channel, subfamily H (eag-related) 
member 4 (KCNH4), mRNA related,, 

Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NM_012266 
NM_0 12260 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJBS) 
mRNA ~ v 


NM_012204 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2) mRNA 
Honwsapiens general transenption factor HTC, polypeptide 4 (90kD) (GTF3C4), 


NM_0 12086 


Homo sapiens general transcription factor HTC, polypeptide 3 (102kD) 
(GTF3C3) mRNA ^ v ' 


NMJ)12155 

NM 012123 
NM^O 12097 
NM_005028 | ; 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 

Homo sapiens CGI-02 protein (CGI-02), mRNA 

Homo sapiens ADP-nbosylation factor-like 5 (ARL5) mRNA 

Homo sapiens phosphatidylinositol-4-phosphate 5-kinase. type U, alpha 
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fPTP^TC? A"l mRlMA 


IN J. VI UuOOO" 


mjlllvJ oajjidia OCIlldUnn, alplla 1 {^-DIN 1 /\ 1 ) y I1LCVIN/A. 


NM_007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


IN1V1 UU/JJO 


nomo sapiens putanve jl>ina Dinaing protein tiviyoj, mKiNA 


NM.007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 


iNjvi uu /^oy 


nomo sapiens i_r-protem coupled receptor (KJbZj, mKJNA 


]SIM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
suDumt c ^suDunit y) 9 isoiorm z (AirjOzj, mKJNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 
mxvTN/\ 


JNJVl UUZO/3 


riomo sapiens plexm rsl (J^XjNril), mKJNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 

m D XT A 




nonio sapiens iNAun uenyarogenase (jioiquinonej 1 oeta suocomplex, 4 (^lMcU, 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


"MM" 0071 1 ^ 
INlvl \J\) /LID 


riomo sapiens uimor necrosis iactor, aipna-maucea protein o ^lJN-rAiro^, 

IliXVl > Jr\. 


TSjA/f 0079 1 7 


nun id bdpiens programmeu ceil aeain iu yrijy^xj iv) y niKiNA 


NAA 00776Q 


T-T/-^-»-y-%/-x com An c Mmtovin V\-f -r> /*^ -i-r^ r* -r\t* retain Q 1 'V -m "D "N.T A 

nomo sapiens syniaxin Dmamg protein d ^oi.AJ5Jro ), mKJNA 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 

acimmci^ ^'^Q'P'^^ m"PTvTA 


"MA/T 00795*9 

IN 1V1 \J\J 1 Z,OZ 


nomo sapiens ring linger proxem I j ^KiNr 1 d) 9 mKJNA 


"MA/f 007?^^ 

1N1VJL \J\J 1 ZajO 


nonio sapiens suppressor oi o. cerevisiae gcrz (xiijui l), mKJNA 


"NA/f 007991 

1N1Y1 \J\J 1 jL£,D 


riomo sapiens puianve o proxem coupieo receptor ^vjJtK;, mKJNA 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 
suDumt \r i r Lt+yj ) , mivlNA 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


MlV/f 00700<\ 


nomo sapiens r>^xi-i protem (^r>CJb-l j, mKJNA 


"MA/T 00701Q 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), mRNA 


"KTAyf 0070A4 


Homo sapiens serin e/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


1MM" 0O70£9 


riomo sapiens nuclear pnospnoprotem simiJar to o. cerevisiae r W (rWJ^l), 
mRKTA 


NM 007080 


iiuniu adpicilo olll piOtCin P ^±-OlV±0^, IXLlvIN/A. 


NM 007079 


inuiiiu bapiciib xlJDJCv V ~rx x Jx-asSOCiaung Z ^ilrxJUAZ ^, mJtsJNA 


NM 007077 


1J.U111U ba.piciib a.ud.pLor-rei<iieo protein complex *+, sigma i suDumt ^Air^oij, 
mRNA 


NM 0067^1 


xauihu dctpiciib s^crrii specmc antigen z ^ourA^ij, mKiNA 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 00£R^1 


nomo sapiens glioma patnogenesis-reiateu protem (Kl vrl), mKJNA 


NM 00£R1^ 


nomo sapiens coatea vesicie memorane proxem ^Jt\JNJrZ4), mKJNA 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 A 

yrrr 1 ivi/\j, mKlNA 


TsjAyf 00/^891 


Homo sapiens protein kinase (c AMP-dependent, catalytic) inhibitor alpha 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NMJ)06634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMP5), 
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mRNA 


NM 006676 


Homo sapiens ubiquitin specific protease 20 (USP20), mRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


NM_006692 


Homo sapiens DNA-binding protein amplifying expression of surfactant protein 
B (SPBPBP), mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPEP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_J)06627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43) 
mRNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2) 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (EMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_006S78 


Homo sapiens guanme nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM__006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35) 
mRNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA 


NM_0065S4 


Homo sapiens chaperonm containing TCP1, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-hke 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM 006628 


Homo sapiens cyclic AMP phosphqprotein, 19 kD (ARPP-19), mRNA 


NM__006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTI1) (VTI2), mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (ADA3, yeast homolog)-like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 kD) (ARPC1 A), 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM 006142 


Homo sapiens stratifin (SFN), mRNA 


NM_006455 


nomo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM_006414 


Homo sapiens nbonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA 


NM_006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2) 
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NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 


NM_006156 


Homo sapiens neural precursor cell expressed, developmental^ down-regulated 
c nvJFDDS^ mRNA 


1N1VJL UV/UJU7 


Wnmn Qflmpn? A/TT 1 K 1 -nrofpin HV/fT I K 1 \ mPMA 


MM 006441 


Wrvmrk cq"ni pti Q S 1 (l-TriPm Pnvlfp* frnVix/H-rr^frNl at/* cvm+li^ta cp ^ ^ 

xxljiihj aajjiwiio iii^iiiwiiyiicuaiiyLiiuiuidic oynincia.se l-?- 
mrrrnvltetrahvdro folate eveln-licr»QP^ fMTTTP'^ mT?7vJ A 


NM 006309 


TTnmo ^aniPtl*? IpilfiiYif* ripll rpnpnt fin T«T TT\ i*nt/=»rcinti-ncr n-mt&i-n 0 /'T T?T?T7TP'^ 
AiUlllv oo^/iv^no H/Utmt iit^n x^pgai v ri-<llj 1I11C1 al* Llllt^ piULCHl ~ 1 I^jSJRJT Xx ^ J y 

mRNA 


NM 006330 


llAmn Qamen^ Iv^nnlinQTYhnlmjiQp T fX VT*T A "W mT?TsT A 


NM_006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


MM 0063QS 


nuuiu od|Jicii5> uuiLjuiini a\*\A vdimg enzyme xii-iiKe proiem ^vjro/\. / mjsJN/\ 


MM 00639? 


TT/^-mr* car\ipnc cninHlf* t\/~\1 \\r%A\r Y\m1-e*iY* ( (~^(~^\}'W -rvi"D "KT A 

jLiuiiio adjjic<iio apiiiuic jjuic uuuy proiem ^vjL/i j ttixvXN/tl 


MM 006141 


TT/vmr* catiiPnc HvnPiTi r*\/"frr^ril n emi r» 1-trrVif t*i+#»f-m^/1-»a+ , *» t-\y^1-«ri-%/>-r^'ff t\c* *J fTW\\f~*T TO"\ 
xxuillvJ bapiciicj u^'iiciii, Lupidalliio, llgni lniCilTiCUiaie pOiypepuQc Z {LsPAKsLsLz.), 

mRNA 


MM 006416 


T-Tr\T*nr^ QflTMPTIQ QollltP r^TTIPr "fVinnil\^ ( f~^A/fT-^_eicj1-ir» or»irl francr»Ar+pr\ TV-t^»ry»Vvo-r 1 

-n.uii.ivj idpi^iic) iuiuit uaiiici idiiiiiy jj ^v^ivjjr-oid.iiC' duiQ ir d.noponer ), meniDer i 
(SLC35A1), mRNA 


NM 006349 


J- xuiiiu aajjit^no L^U-tciLivc. Ujr^/illi vj 1 lllLCIa.t/llIlg piOLClil ^v^VJTll/, IlirvIN/A. 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


MM 006430 


jxumu b<ipicii5> uiidpcruiun containing l^r^i, suounii *f ^aeitaj ^a^ih-j, mi\JN/\ 


MM 006431 


nun iu £>d.picii£> t/n<xpcrunm coniaimng iv_^jri, suounii z ^Deiaj v.^^-'-L^Jj rnJvXN/v 


NM 009R10 


itluiihj bdpiciib piuicd.i>uiiic vjjrobome, macropain^ zoo suDunit, non-/\. i r ase, h 
rPSMD4S mRNA 


NM 0060(P 


(UCHL3), mRNA 


NM 006068 


T-Tnmn QP>r^ipriQ tnll-Hlrp rf*rt*r\tr\r f\ /'TT T? fC\ mPXIA 


NM 006100 


ffnmn <sfmien<s alnlia? ^-QinlvltranQfpr^QP ^^X^r~l AT \IW mPTMA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


MM 006063 

1NJLVA uuUUUj 


numo bdpiens sdrcoineric muscie protein ^o/\Jvv^L/oiiN ), mKJN/Y 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


MM 006039 


rioiiio bdpiens enaocyxic receptor ^macropnage manriose receptor iamiiyj 
(KIAA0709), mRNA 


MM 00601 R 


numo sapiens puxative cnemoKine receptor, kj i .r-Dinaing protem ^riJVi /*t), 
mRNA 


NM 006101 


j - A *- riAA *- f ocipiciio xiigiiiy cApi coocu in odiiocr, ritn in leucine nepiau repeats ^xuti^ j, 
mRNA 


NM 00609S 


HftmO ^^niPTIC cyii^niTiP TiiiplpriHplp Vn-nrli-ncr T\T-r\+#»iTi ((~\ r\rAfpm^ Vvp»-f o t-»r*l'\rr\p»r>'fir1^» 
*-*-yjm\J Q<i\Jl\^ii2> g,UdilllIC IIUL/ICULILIC Ullllllllg piULClll ^VJ piOtCUl^, DCLd pOiypCpiltlC 

2-like 1 (GNB2L1^ mRNA 


NM 005895 


Homo saniens ffolei autoantipen crolp"in «;uHfkmilv a "\ (CiOl CtA^ mRNA 


NM 006023 


Homo saniens D123 gene nroduct fDl 21^ mRNA 


NM 006090 


Homo saoiens clioline/etlianolaminer)liosr)liotransfera<;e ff^RPTl^ mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCR1L1), mRNA 


NM 005827 


Homo sanien<i T TF)P-o-fllfiptoQP trnnQr^nrfpr rplafpH /TTOTPFT 1^ mPXTA 


NMJ)05725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005S43 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NM_O05775 


Homo sapiens vinexinbeta (SH3 -containing adaptor molecule- 1) (SCAM-1), 
mRNA 


NM 005785 


Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 


NM 005862 


Homo sapiens stromal antigen 1 (STAG1), mRNA 


NM 005619 


Homo sapiens reticulon 2 (RTN2) 5 mRNA 


NM 005615 


Homo sapiens ribonuclease, RNase A family, k6 (RNASE6), mRNA 


NM 005771 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM 005833 


Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


NM_005861 


Homo sapiens STIP1 homology and U-Box containing protein 1 (STUB1), 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens melan-A (ML ANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA 


NM 005828 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor>like 1 (CD36L1), mRNA 


NM 005760 


Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 


NM 005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM__005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 
mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


NMJ)05481 


Homo sapiens thyroid hormone receptor-associated protein, 95-kD subunit 
(TRAP95), mRNA 


NM 005449 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NMJ305419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 
(STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NMJ)05494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 

T» XT A 

mRNA 


NMJ)05466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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submit c (subumt 9), lsoform 1 (ATP5G1), mRNA 


NM_003418 


Homo sapiens zinc finger protein 9 (a cellular retmviral rmrlpir nrirl Hinriincr 
protein) (ZNF9), mRNA 


NM_O05151 


Homo sapiens ubiquitin specific protease 14 (tRNA-mianine tran^crlvmQvlaQfA 
(USP14), mRNA 


NM_005119 


Homo sapiens thvroid hormone receDtor-a^sociated nrotein 1 Sft vn^ cnKim.t 
(TRAP 150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1 A6) s mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo sapiens polvmvositis/scleroderma autoanti pen 1 f7SWY& fp^/r^rr 1\ 
mRNA 


NM_005025 


Homo sapiens serine Tor cvsteine^ oroteinase inhiHitor r1nH<* T /V»f»iirric<=>Y-tviT^ 
member 1 (SERPINI1), mRNA 


NM_005023 


Homo sapiens nrotein t?eranvlf*eranvl transferase tvnp T Vi*»t5» cuKimif rpr^r^TiT^ 
mRNA 


NM_005020 


Homo sapiens phosphodiesterase 1C calmoHiilin-Henenflent f7nvrv* rprvFir^t 
mRNA 


NM_005017 


Homo sapiens phosphate cvtidvlvl transferase 1 choline alnha i inform 
(PCYT1A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84), mRNA 


NM 005101 


Homo sapiens interferon-stimulated protein, 15 lcDa (ISG15) mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamily L eroup I. member 3 CNR 1 TC^ mRNA 


NM 004666 


Homo sapiens vanin 1 (VNN1), mRNA 


NM 004247 


Homo sapiens U5 snRNP-specific protein, 1 16 kD (U5-1 16KD), mRNA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM 004620 


Homo sapiens TNF receptor-associated factor 6 (TRAP6), mRNA 


NM_004604 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 


NM_004785 


Homo sapiens solute carrier familv 9 fsodiurn/hvdroeren evrhancreT^ icrvfXT-m i 
regulatory factor 2 (SLC9 A3 R2), mRNA 


NM_004252 


Homo sapiens solute carrier familv 9 fsodinm/hvHroaen pYnViancr^r^ icnfnrm ^ 
regulatory factor 1 (SLC9A3R1), mRNA " " ! 


NM_004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 (SLC16A6), mRNA 


NM_004696 


Homo Saniens solute carrier familv 1 f\ ( mrinnp'irKnYvlif *>nkA fror>c'nArfo1•n^ 

vx ** v ' ^ wiuwrf ^ainvi laiinijr L, \J \lxi\JYL\J\^fX\. L/UA.j'llL' dL-ld LTdnSpOITerS^, 

member 4 (SLC16A4), mRNA 


NM_004263 


Homo sapiens sema domain immunoglobulin domain C\o\ trancmpmKronp 
domain (TM) and short cytoplasmic domain, fsemanhornri 4F fSFMA4F > > 
mRNA 


NM_004868 


Homo sapiens glycoprotein, synaptic 2 (GPSN2) mRNA 


NM_004844 


Homo sapiens SH3-domain binding protein 5 fBTK-associated^ (SH^RPM 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB2S, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB1 IB, member RAS oncogene family (RAB1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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NM 004671 


Homo sapiens Protein inhibitor of activated STAT X (PIASX-BETA). mRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004S45 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 
(PCYT1B), mRNA 


NM_004563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 CTM9SF2). mRNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NM_004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 
AGGG) (NDUFB2), mRNA 


NM_004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
MNLL) (NDUFB1), mRNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUFA3), mRNA 


NM_004544 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 
(42kD) (NDUFA10), mRNA 


NM_004784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 
(NDST3), mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1), mRNA 


NM 004798 


Homo sapiens kinesin family member 3B (KIF3B). mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (ILF2), mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-1ST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 
mRNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2Sl),mRNA 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIF1AY), mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(70kD) (CRSP7), mRNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD) (CRSP9), mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


NM 004882 


Homo sapiens CBF1 interacting corepressor (C1R), mRNA 


NM_004198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6) 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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xnv/f ooasqq 

IN 1V1_UU^- 077 


xiomo Sapiens Drain auu reproaucnve organ-expressecx ^iiNrxvox 1 in mouuiaiorj 
(BRE), mRNA 


IN JLVJL_U U*+ o o y 


xiomo sapiens r\. x x syinnase, xi » uaiispui Ling, iniiuoiiuiiuxiai ri/ oumpicA, 
subunit f, isoform 2 (ATP5J2), mRNA 


INiVl UU't07U 


xiomu sapiens sperm, associated ami gen / ^or rwj / ) y yiix\±\±\ 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


IN iVx__v Uj4UO 


xiomo sapiens tyrosine j-monooxygenase/irypiopnan 3-monooxygenase 
diuvduun pxutcin, /.eia poiypcpiiiic ^ x vv xxr\z^j, iiixvin/^ 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 

A fUlrril fVAPA^ mPXTA 


MM" 00107^ 

1NXVX V/VJ 1 1/ / D 


TTrYmn conipnc T 1 1 \V> rrl ■wr , /~»cu1 "hfQin 0"f*=»T"Q CP 1 9 "fami T»r*1\rr\rf»r\fir1f» T-l 1 1 /T Tf~ir' I '9T^ 1 1 I 

xiuinu bapxcxio KjjLsjr giyL/Uoynxansxciaoc ^ lainiiy, polypeptide J-> 1 i ^ulti^di i 
mRNA 


"NFM 00^00 

INIYX v/UjJuU 


T-Trkmrv camVnc T I "N! P TV = *r*f =k T">f°rvr-.CJ ccapi c?"f"P»H "fni^fYvr 1 fTT? A "PI ^ "mT?*^TA 


NMJ)03297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 


r\TM" 00^919 


rrOIIlU SapiCIlo IClaLUC'aXUUlUIIld.'-QCriVClJ. glOWLIl XaOlUI 1 ^ x xJ\JV 1 j 9 IIU\_L> s\ 


1NJVX UUj/O.3 


riurnu sapiens syiiiaA.m 10 ^01 aioj, nitviNrv 


T\IM 001QSS 

1N1VX \J\JjyjJ 


U Arnn canipnQ QTAT inHnr*f*r! QTAT in>iiKitr\r 1 ^Q^T-1"\ mPMA 


INIVX \J\JD \>y D 


ixuniu sapiens aucLyi i_/jL/j^. reuepLor, oxsjdvv — scavenger ret/cpujr cApresseti uy 
endothelial cells (SREC), mRNA 


isjm oo^fi^ 

1N1VX UVJJJU-) 


AXUIlllJ oapiCIlo bpCOiUv -LypC X \JJLi piOieill \yjx\Jx ) y IIlXvINri 


NM 003578 


Homo sapiens sterol O-acyl transferase 2 (SOAT2), mRNA 


lNivi uu^uyy 


xiomo sapiens soningnexm i ^oiNy\.i j, rnivLN/\ 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), rnRNA 


JNJVL_UU>5Uy 1 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl (SNRPB), 

ml? XT A 


NM_O03O86 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 

^OlN/\i \->H} 3 IIlJLviN jC\ 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


IN 1V1__UU J 70J 


xiomo sapiens soiuxe carrier iamny / ^canonic amino acia rransponer, y^ 
sysiemj, memuer o ^olu / r\x>), mxviN/\ 


IN 1VX__V/U D y L\J 


xiomo sapiens auapLor-reidieu proiem complex x, sigiua z. suuunn ^/vir lo^j, 
mRNA 


"NM O0^8Q£ 


xiomo sapiens siaiyindnsxerase y v v^ivxjr--iNeu/vc.iaciosyiceramiae aipna-z.,3- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


r\FM 00^760 
iNivx Uuj / \jy 


T-Tr\m^ Cdnipnc en 1 1 Pino to r K i"f\r qt rri ni n / CG*rint* t*ir»V» O ( ^1T7X? CQ \ TYlPXTA 

xxuinij bapicns opiioiiig xauiui, ai giiimc/ scnnc-ncn y ^oirxvo^/, inxvL>i/\ 


lSTN/T 00^016 

INiVX UVJ D\J 1 O 


xioixiu sapiens spncmg lauiox, arginme/senne-ncn ^ojtxvo^-^, ii ixvl>/\. 


NMJ)03161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 

mPXT A 
IllXvlN/A. 


1N1VI Uv/J /I/O 


xiomo sapiens microsomal in/\j_^ ^-aepenQeni reunoi aenyurogenase h {x\.vJLJxx- 

*+^, lIXTviNrV 




XxUIIlO aapiCIlo I IL/villtlUlCaoC, IVLNaSC JA. XalTUiy, 1 ^pant/lCallO^ ^I\JLN/\.oX-» X )^ IIIIVIN r\. 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 

^J\TAj J, IllXViN/V 


NM 002865 


Homo saoiens RAB2 member RAS oncogene familv rRAB2i mRNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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NM 002816 


(PSMD2), mRNA ~ 

Sro?2) e SA eaSOme (pr ° SOme ' macro P ain ) 26S subunit, non-ATPase, 12 


NM 00^81 4 


PSMD^ ST 380016 (Pr ° SOme ' macr °P ain ) 26S subunit, non-ATPase, 10 


NM 0077SQ 


SA4rnSNA teaSOme (pr ° SOme ' macr °P ain > ^bunit, alpha type, 4 


NMJ)027S7 


SS?A S ?r en ^ r f eaS ° me <P rosome > ™cropain) subunit, alpha type, 2 


NMJ)00951 


^RRG2TSa lme "" Ch ^ ( G - carbox yg lutami ^ acid) polypeptide 2 


NM 0009S0 
NM 002750 


^pSG S lTnSA ,ine " nChGla (G - carbox y8 lutamic acid) polypeptide 1 
__ttomo sapiens mitogen-acuvated protein kinase 8 (MAPK8) mRNA 


NM 003981 

NM 009717 


IHomo sapiens protein reeulator of cytokinesis 1 (PRC 1 ) mRNA 

Homo sapjens protem phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent 
gamma isoform (PPM1G), mRNA "cpraiaem, 


NM_003620 


SlSxmRNA' 6111 Ph ° SphataSe 1D ma gnesium-dependent, delta isoform 


NM_003625 

NM 002698 
NM 002687 
NM 003662 
NM 002647 


StppS^T Pr0teln tyr ° Sme P hos P hatase > receptor type, f polypeptide 
(P1PRF), interacting protein (liprin), alpha 2 (PPFIA2), mRNA 

Homo sapiens ruu domain, class 2, transcription factor 2 (POU2F2) mRNA 

IHomo sapiens pimn, desmosome associated protein (PNN> mRNA ' 

Homo sapiens Pinn (PIR), mRNA 

Homo sapiens phosphoinositide-3-kinase. class 3 (PEC3C3) mRNA 


NM 000286 
NM 002861 
NM 002567 
NM_003899 

NM 002563 


Homo sapiens peroxisomal bioeenesis factor 12 (PEX12) mRNA 

homo sapiens phosphate cytidvlyltransferase 2. ethanolanrin* (Prvp) mPNAl 

Homo sapiens prostatic binding protein (PBP), mRNA ~ 

Homosapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 

Homo sapiens punnergic receptor P2Y, G-protein coupled, 1 (P2RYH mRNA 


NM 000913 
NM 00249^ 

NA/T 0074G7 


Homo sapiens opiate receptor-like 1 (OPRL1) mRNA 

mT<SSSr drosMase(ub ' quin<,ne) 1 6(i7kn 


in ivi^uvum y z 


SSEKwSSSS^SK* ogCMse (ubiqutaone) 1 1 - subCM ""~- 5 a=s 


NM_002489 




NM_003684 


Homo sapiens MAP ldnase-mteracting serine/threonine kinase 1 fluirNK'n 


NM 0037S4 

NM_002333 
NM_002285 
NM_002213 ; 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumin) " 
member 7 (SERPINB7), mRNA <ovaioumin), 

gomo sapiens low density lipoprotein receptor-related protein 3 (LRP3) m P M H 

Homo sapiens lymphoid nuclear protein related to AF4% AF4> ^pn^ 

Homo sapiens mtegrin, beta 5 (1TGB5), mRNA " 


NM_003971 ] 
NM 002157 ] 
NM_001521 ] 

] 

NM_001516 I 


Homo sapiens sperm associated antigen 9 (SPAG9) mRNA 

Homo sapiens heat shock IQkD protein 1 (chaperonin imfWSPPi) mP >f^ 

^age^g^^ cription factor mc> polypeptide 2 ^ subun . tj 

jomosapiens general transcription factor EH. polypeptide 3 (34kD subunit) " 
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(GTF2H3), mRNA 


XTTVyf fWi^Qm 

JNlVi uu^yiu 


IxOmO Sapiens ITialCrnal VJlV/ tranSCnpL ^kJlU^, nuvxN-rY 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EDF5), mRNA 


NM_U037M 


Homo sapiens eukaryotic translation initiation factor 3 > subunit 9 (eta, 1 1 6kD) 
(EEF3S9), mRNA 


JNM_UU^ / j j 


xiomo sapiens euKaryonc translation miiiation iacxor j, suDunix h ^cieiia, hhkuj 


1N1V1_UUj / do 


iiOTTio sapiens eiiKaryoiic transianon minaiion iacior suuunn _> ^gairuxia, tuMy^ 
TFTF3^3i mRNA 


"ntm" 001414 


Unmn cc»t»i<>tic il/"OT~\/r\1"ir» fi'dti o1 cifri r\n iTiif"ic»'f"ifvn ~Far m tr\r ?R ciiTYiTni'fr 1 i flltVha ?nlv"lj 1 

XXUliHJ OCtpiwllo C LlJtvul y KJ LIV-- LI dllold llUi 1 llllLIdLUJll L<X\sl\JL Z.XJ, olXUUllll X \^al LJlldj *U\JS*\-J J 
^ 17/ 1 r Z*XJ X J 9 IXXXVXN^V 


NM" 00141? 

1MIV1 \J\J 1H LJ. 


T-T/^Tnr» Cii , r*if»'nc f*nV*c»T*\//YHf* "hranclafir^n iTiifiatinn "FnffrkT 1 A fr^TPI W TnT^l^A 
XXOIIIU adpiCllo CUJval yxJUiu UctllolatlUll lULUcLHULl X<Xl/AUx I ^l-/l.r l^x,^, lIULViN^V 


NM OO^fifi 


T-Trvmn QanipnQ farlv pnHnQnmp nnticrpn 1 1 fi^l^T) rT^T^AI^ mRT^A 

XXU111VJ odplt'llo Udi ly CllUUoUlllC dllLlgOll X j 1U^<1VX/ y 1 ,# 1 /it. X y ? IXXJLVX^Ixv 


NM 001 QS7 


T-Trvmr* ccit\i f^n c f»nr1r»t ; H< : *1i'n r&ff^rxtrw t\rrsf* A ^T-*"Pi"MT? A 1 mT?NA 

XXLHIIU oaplvllj t/lldU Lilt/ 1111 lC/l~-CpHJl LypC -TV ^X-rX-ZX llvrVj, 1 1 IX V-L N A 


NM 0019^6 

X>IXVX \J\J L Z? -)\J 


T-Trnnn QarnpnQ Hi"nc*"ntiHvlrtf*r>tiHflQf* \/T (T^T 5 !^^^ mR TnJA 

X J.U1 1 1U OaJJlvllo VJ.1 L^t/JJUVXj^ 1 L^wL7LlU<XOw V X \^XVX X \J J y lllXSJL^iAX. 


NM 001648 


PTnmn Qnni^n<5 Hiapv1o r 1vr , f*rr»l VinnQf* Hflt?! ^1'^OlrT^'i rT^t^TlCi")^ TnT^T^A 
nuiuu oapiviio \SLCL\^y xgi y\s^>i\Ji. xv_i i i ci o t ? uti icx y i jvivxv^ ^xyvjxvx/^j iixxvx^^Tk. 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


xnvT oo^qo 


WATnn conipnc r»i lllin ^ ( l^*T TT ml? "NT A 
XXUIIIU odpiCllo OlXlllil J l^V — VJ L-iD ) y llLLvlN A. 


NM 003592 ; 


Homo sapiens cullin 1 (CUL1), mRNA 


1N1V1 UulZU/ 


xiomo sapiens uasic xranscnpiion iacior j ^Diroj, mivxN/\ 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


NM 00 16 o 9 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
suDunit c (suounit y) isoiorm 5 (Aiiouro ), mx<JN/v 


JNiVL_UU loco 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


IN 1V1 U U 3 oo^f 


xiomo sapiens aaapxor-reiatea protein complex 0, oera 1 suounii ^-rtJr^jDi ) 7 


XNlVx UJOIUO 


XXOIIlU SdpiCXlb gCIlC U.11ICI CllLlaliy CApiCooCU 111 pHJc»La.LC l^vJX>/XVI7^, 111IV1N/A. 


NM 0^8999 

XNlVx UJ bsL^LA. 


XlUlUU SdpiCIlo LCL/LOIIII UCld ^ 1 Xiv-/ 1x5^, IILTvlN^V 


NM 0SR1Q9 


TTnmrt oanifnc rilincr\TnQl 1 grfrp cuV^iinit r^c^iiHr^iTrirlinF' c\/ntV»^ cp i^* 1 1 1 Xrf* CV) T TTl^T ^ 
xTUlilU odUlCllo llU^JoOlLldl ldi^C oUULillll poC/LXvJ.VJLXl li-llllt/ ojrllLll<Xo^ v_y HIVC- ^X\XjUVyX>^ 5 

mRNA 

1 1 XX VX > Xk. 


NM 0S8190 

1NXVX UjOl/U 


TTomo Qanipn^ phrnmn<?ntnp 21 nnpn rpflHincr frfimp VO fC^"? 1 ot^TVO^ ttiRN^A 

1XU111U ooUlt-llti t/lil UlllVJjUllit UlJtll IW'dVXlXXg XldlllO /V/ ^VZ.HJil / v^j lllXVINil. 


NM 0S81RQ 

X>IXVX 


TTr^tno coni pne rlirnmAcrttDP 7 1 r\npti t*f i nr1iTiO' frflttip ^0 (C^O 1 rtrmQ i mR TsJ A 

XXC111U oajJICllo will \JllHJoV/lllC/ wl UpCll l^ClLXlilL^ XI a. 11 It/ ^v/ilvllUy 1 1 ULV1 > IX 


NM 0S8186 


TTomri •jflniPTi? phrnmnQ^mf 1 ^1 nnpn tpjiHitut fratTK* 1 1 (C^0\c\y^\ 1^ mRNA 

X Xvil llw ou-kJlwllo vlilUlllUQUlllvi ^ i V/p&ll IWCLUlllg XI CXlllV^- 1 X ^V/iiUlll X J , lllXViNXv 


NM 0S8184 

X^IXVX UJO lOt 


TTfiTno ^flniPTTs nhrnmn^nmp 21 or>f*n rpaHintr framp 42 (C*') 1 orfH2^ nnRNA 
xxuiiiy oopiviio i/iuuiixvouiiiL' *~* i v/p^ii lvrduiiig xx a xx iv^ i .•I* ^Vy^iiuinA<yj 1 1 i_l n_l > a i. 


NM 058182 

X>XYX UJ(JiOZ< 


TTnTiio ^anipn^ cVirnmo^nmp 21 or»pn rparfino" framp SI (C^0 1 orfS 1 ^ mRNA 

llVJlllv/ oCipiVllo wXXI VJIXXV/OV/IXX^/ *-> X V/LJvxll lt'OVXlXXg XXCXlXXw — ' X 1 Ul 1J 1 , 11UVL i JT. 


NM 058180 


Homo saniens chromosome 21 onen readincr frame 58 rClorf58i mRNA 


NM 058173 


TTnmn saniens small breast pnifhelial mnnri (J OC1 1 84^0 1 mRNA 

XXvJXXi.vS Oupiwlo ollldll Ulkrdol w LJ 1 LllC'llCll ill IXw 11 i ^ l_vW v - X 1 U~«J U Jy lllXvi ixV 


NM 058172 

X ^ 1 YX w JU 1 / ^ 


TTomo saniens canillarv mornhocrenesis nroteiri 2 ^C]TVTCt2^ mRNA 


NM 017884 

X>XVX v/ 1 / OO" 


TTnmo saniens RTN2 -in terartintr nrntein 1 n^TTsT^T 1 i mRNA 

11U111U oaL/lUIlO X XJ. > A, 111 Ltl av Llllg LfltFLwlXX X 11 lli/Vl lliJ-V_L > Ix. 


NM 054021 


TTomo saniens Ct nrotein-rnnnleH rerentrvr 101 ^ORR101 i mRNA 

X 1UJL11U oupiwllO V_J LJ1 W lw 111 Wv/lXLJlt<VX 1 VvvL/lUl lvl ^VJl lVlV/l J 5 1 1 ULX_L > ii 


NM 053280 

1NXYX \J *J ^) J~\J\J 


TTomo saniens h-Sbinr»n 1 iT OP1 1^746i mRNA 

llUlliv oapiUllo ll LJlllLvfLJvJ X ^X-/V-/V-/ X X J f / y 1 1 IX VX N -*\. 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRJM26), mRNA 


NM 0^90^0 


xxuiiiu odpiciio xtl> rct/cpior-UKc proiein d \r v^rsjrxj) ^, iiixviN-rv 


NM OS^Q^R 


XTUlilU oapiCIlo r C ICL/CpiOr~llKC prOLCin 1 \X^ V^iVQ I 1xxxv_Ln/-V 


NM 0S"?R7? 

JLMxVJL UJ/o / Z. 


XXVJUliJ odpiCllb 111 LCI ICli.Kjn I / 17 I^XJL) 1 /-T/, lllxViN /A. 


NM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 ] 
NM 033531 ] 
NM 033529 ! 
NM 033528 
NM 033527 
NM 006629 
NM 015294 
NM 033132 
NM 033108 
NM 033106 
NM 033105 
NM 033104 
NM 033102 
NM_O03823 

NM 006470 
NM 032606 


ff nm « sapiens cell division cycle 2-like 2 (CDC2L2), transcnpt variant 6, mRNA 
aniens cell division cycle 2-like 2 (CDC2L2), transcnpt variant d, mRNA 
Rn™ sapiens cell division cycle 2-like 2 (CDC2L2), transcnpt variant mkbl A 
Ho™ sapiens cell division cycle 2-like 2 (CDC2L2), transcnpt vanant 3, mRNA 
Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcnpt vanant mRNA 

Homo sapiens zinc finger protein 271 (ZNF271), mRNA 

Homo sapiens tripartite motif-containine 37 (TRIM37 ), mKNA 

Homo sapiens zinc family member 5 protein (ZIC5), mRNA . 

Homo sapiens heat shock transcription factor 2-hke (LOC86614), mRNA 

Homo sapiens galanin-like peptide precursor fLOC85569), mRNA 

Homo sapiens beta cysteine string protein (LOC85479), mRNA 

Homo sapiens stonin 2 (LOC85439), mRNA _ 

Homo sapiens prostein protein (LOC85414), mRNA 

Homo sapiens tumor necrosis factor receptor supertamily, member ob, decoy 

rTNTFRSF6B\ transcript variant M68E, mRNA . 

Homo sapiens tripartite motil-contaimng 16 (TRIM16), mKJNA . 

Homo sapiens calcyphosine (LOC84698), mRNA . 


NM 032595 
NM 032584 
NM_032576 


Homo sapiens neurabin II (LOC84687), mRNA 

Homo sapiens zinc finger protein 347 (ZNF347), mRNA __ 

Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC8466J), 

mRNA . 


NM_032518 

NM 032509 
NM 032484 

JNJVJL UjZjo7 


Homo sapiens collagen-like Alzheimer amyloid plaque component precunei 

(LOC84570), mRNA 

Homo sapiens RNA binding protein (LOC84549), mRNA 

Homo sapiens hypothetical protein (LOC845 14), mRNA 

Homo sapiens zinc finger protein 289, ID1 regulated (ZNF289), mRNA 


NM 031918 
NM 031463 
NM 031461 
NM_031417 


Homo sapiens Kruppel-like factor 16 (KLF16), mRNA _ 

Homo sapiens steroid dehydrogenase-hke (LOC83693), mRNA 

Homo sapiens CocoaCrisp (LOCS3690), mRNA . 

Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARK-LI), 

mRNA 


NM 030791 
NM_024670 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA _ 

Homo sapiens suppressor of variegation 3-9 (Urosophila; homolog I, 
hvnothetical protein FLJ23414 (SUV39H2), mRNA . 


NM_003414 


Homo sapiens zinc finger protein 267 (ZNF26 /), transcnpt vanant 49b 723, 
mRNA — 


NM_023945 


Homo sapiens membrane-spannmg 4-domains, subfamily A, memoer d 
(MS4A5), mRNA — r - 


XTTV/f AO^OIA 
JNJV1__UZ.3U LH 


Homo saoiens hypothetical protein similar to preferentially expressed antigen oi 
melanoma ( LOC65 1 22), mRNA 


NM_O23013 

NM 022357 
NM 022355 


Homo sapiens hypothetical protein similar to preferentially expressed antigen ol 

melanoma (LOC65121), mRNA 

Homo sapiens putative metalloneptidase (familv M19) (LOC64180), mKNA 
Homo sapiens putative dipeptidase (LOC64174), mKNA 


NM 022353 

JN1V1 \J£J.jhD 

Kf\A CiO 9^ A'X 
JNJ.V1 UZZOHO 

NM_022340 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 

Homo sapiens iitmne-derived 14 kDa protein CLOC64150), mRNA 

Homo sapiens 1 7VD fetal brain protein 0LOC64148), mRNA 

Homo sapiens FYVE-finger-containing Rab5 effector protem rabenosyn-5 

(TOC64145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC6U6Z0), 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


MM 091/^9 


iiomo sapiens zinc-ringer protein zjdisjvi ^^oivxs. i j 9 rnj\jN/\ 


NM_021630 


Homo sapiens PDZ-LEVl protein mystique (LOC59346), mRNA 


MA/f OIQ^QI 
1N1V1 KJlyDyi 


nomo supiens zinc linger proiem zo {jsajj^. ^z^iNrzo^, mi\JN/\ 


1N1YI U 1 OO / J 


nomo sapiens zinc linger protein juz ^z^int juzj, mrsaN/v 


fNlVI_UZ 1 ZZO 


nomo sapiens nypotneticai protein rrom clones zjD4y ano zj /oz ^L/vJL^dodu^^ 

mPMA 


mm no i o 1 1 

1n1V1_UZ1Z1 1 


nomo sapiens transposon-aeriveu Jt>usieri transposase-iiKe protein v.iAJv.oo^foo^, 
iritviN/v 


NM_021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


MM 090QO^ 

IN 1V1 OZU Z7\J 3 


nomo Sapiens uoiquitin-specmc processing protease ^lulj /ooj j 9 niiviN/\ 


MN/T 09OA££ 
INiVI UZUOOO 


riomo sapiens i^u^-iiKe Kinase h tuj\i\/\ 


mivt 0904.91 


nomo sapiens nypomeucai proiem ^lul-j / i*+j ^ 5 irix\j.N/\ 


MM 09014.0 


rxorinj sapiens putative *+ / Kj_ya protein ^juvj^jooi'^ y 5 irirviN/\ 


MM 01 £^0^ 

INIVI UlUJuJ 


riomo sapiens synovial sarcoma nransiocanon gene on enromosome 1 o-iikc z 


MM 01 64.1 7 

IN IVX V 1 OH" 1 / 


Wnmn ^aniprjc: pi one FT R47^0 H 0(^^191 mRlxTA 


MM 090467 


iiuiiiu oapiciis iiypuLiicLiuai piLiteiii iil/iii liuuc utj ^XjV^v^j i^jjo)^ iinviN^rv 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


MM 09O^R^ 


riomo sapiens .A^r ivi^z protein (luld / ivy), mjtviN/\ 


MA/f 09H^C1 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


MTV4" 090179 
INlvl UZUj /Z 


riomo sapiens organic canon transporter ^.lui^o / iuuj, rnxviNA. 


MA/T 090 1 ^8 


nomo sapiens exosome component rvrp^fo ^rsjvr^fo^, miviN/\ 


MM 09014.7 
1N1V1_UZU l*t / 


riomo sapiens nypotneticai protein rrom xiurv^nvi/vvjrri d i izjd ^lAJv^ooyuoj, 

1IJL1SJ.N/A. 


MM 0901 S4. 


noino sapiens crirumosunic 1 1 nypotneticai proiem wrs^r d ^jlw^joo j i^ 5 nii\JLN.rV 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


MM 01QO*nQ 


nomo sapiens o.z ku protein ^i_/Vjv^ d^j^j ), mtviN/A. 


MM 0100^7 
1N1V1 UIj/Oj / 


nomo sapiens exosome component rvrp^+i {ri~>Jz,\Joy i ^, mjKjN/v 


MM Ol £*\7Q 
INlvl Ul 0-> /-7 


nomo sapiens mitocnonanai soiute earner ^jli_ji_o i j iz ^, rnxsJN/v 


MM 01 R4.R^ 


nomo sapiens vj protem-coupiea receptor l^di_/Z ^jli^v^jjooo;, mrciN/Y 


MM 01R4.7Q 

1N1V1 \J I oh- / y 


nomo sapiens uncnaracienzea nypotnaiamus protem n^u/\pri ^lul-j jodzj, 
mRNA 


NM 01R447 


Hnmn «;anien<; ^0 VF>a nrntpin TT OPSSR^I^ m"RMA 


NM 018443 


Homo <?ar>ien<? 71 nr fincrpr nrrvtein ^09 ^79x177^09^ mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


MM 01X409 


nuiuu sapiens mteiicuiviii z-o ^ 1 1 ./.n j } iiixvin/\ 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


ATM n 1 R 1 7 1 
1N1V1 \J 1 o 1 / I 


nomo sapiens nypotneticai protem ri_»J lUojy (rJLJ i\)oz>y), mKJNA 


MM 017^0 
INlvl U 1 /DDK) 


nomo sapiens nypotneticai protein iajv^jDOoj ^vJv^jdjo.)), mKJNA 


MM OI^R^ 


nomo sapiens piecKstrin nomoiogy, oec/ ana conea/coii uomains h ^roL^iJ4j, 
mRNA 


MM 0166<\1 
1N1V1_W 1 OOj 1 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339), 

111XSJ.NAV 


MM 016QSS 

INIVI U107JJ 


nuiiio sapiens soiuoie nver antigen/ liver pancieas antigen ^IjVJv^d iuy i } y rnxvlN/\ 


MM 016499 

INI VI U 1 DHZi, 


nomo sapiens v^jni^^f-iuce zinc linger proiem ^zj/.rzoj, nixvlNA 


NM 016520 


Homo saniens henatocellular carcinoma-associated antigen SQ fT OP^17SQ^ 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type HI (LOC5 1702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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NM 016140 I 
NM 016107 I 
NM 016098 1 
NM 016095 I 
NM_0 16086 I 
i 

NM 016061 1 
NM 016039 ] 
NM 016029 1 
NM 016024 
NM 016019 
NM 015964 
NM 015939 
NM 016647 
NM 016646 
NM 016632 
NM 016629 
NM 016627 
NM 016626 


lomo sapiens brain specific protein (LOC51673), mRNA 

T „™ sapiens Tine finger RNA binding protem (ZFR), mRNA 

sapiens HSPC040 protein fLOU5 1 66U ), mkbl A _ 

Wo sapiens HSPC037 protein (LOC51MV), mRNA 

lomo sapiens map kinase phosphatase-hke protein MK-STYX (LOC5 »» b, 

nRNA — 

lomo sapiens CGI-127 protein (LOC51646), mRNA . 

Homo sapiens CGI-99 protein a -OC5 1637 >, mRNA _ _ 

Homo sapiens CGI-86 protein I LOC5 1635), mRNA . 

Homo sapiens CGI-79 protein ( LOC5 1634), mRNA 

Homo sapiens CGI-74 protein (LOC5163 1 ), mRNA _ 

Homo sapiens brain specific protein 0,OC51673), mRNA . 

Homo sapiens CGI-09 protein (LOC51605), mKJNA . -— 

Homo sapiens mesenchymal stem cell protein DSCD75 (LOC5 337) >m ^A 

" — ^ , ■ ■ vivmvii rtrm rpll nrotHn PS<~TV?R (I .( )C5 1336 . mRNA 

Homo sapiens mesenchymal stem ceil protein uo^wn^ a 

Homo sapiens ARF protein <T\OC5 1326), mRNA . 

Homo sapiens hypothetical protein (LOC51323), mKNA__ 

Homo sapiens hypothetical protein (LOC51321), mRNA . 

Homo sapiens hypothetical protein (LOC51320), mRNA: _ 

Homo sapiens hypothetical protem (LOC51315), mKNA _ 


NM 016618 
NM 016616 
NM 016613 
NM 016612 
NM 016594 
NM 016562 
NM 016546 
NM 016534 
NM 016521 
NM 016511 
"MM 016509 
NM 016496 
NM 016494 
NM 016484 
NM 016471 
NM 016467 


Homo sapiens NM23-H8 (LOC5 13 14), mRNA 

Homo sapiens AD021 protein (LOC51313), mKJNA 

Homo sapiens mitochondrial solute earner (■ 1312, uJ^IA 

Homo sapiens FK506 binding protein precursor (LOC51303), mKNA 

Homo sapiens toll-like receptor 7 (lLK/),mKiNA 

Homo sapiens complement Clr-like proteinase precursor, (LOC5 1279), mRNA 

"Homo sapiens apootosis-related protein PN AS- 1 (LOC51275), mRNA 

Hn™ sapiens E2F-like protein fLOC5 1270), mKJNA 

Homo sapiens C-tvpe lectin-like recentor-1 (LOC51267), rnKT^ 

Homo sapiens C-tvpe. lectin-like receptor-2 (LOC5 1266), mRNA 

Homo sapiens hypothetical protem (LOC51257), mRNA _ 

Ilomn -rnpirn- hypothetical protein (LOC51255), mKJNA _ 

Homo sapiens hypothetical nrotem (LOC51248), mKJNA . 

Homo sapiens hypothetical protein (LOC51242), mKNA _ 

" Homo sapiens hypothetical protein fLOC5 1240), mKNA . 


NM 016454 
NM_0 16429 

NM 016383 
NM 016380 


Homo sapiens hypothetical protein (LOC51234), mRNA 

" Homo sapiens COPZ2 for nonclathrin coat protein zeta-cur ^luuji^, 

" Homo sapiens HOM-TES-85 tumor antigen (LOC5 1213), mRNA 

Homo sapiens diierentiation-reiateQ protein un i j v^^^^ /? 


NM 016364 
NM 016339 
NM 016338 
NM 016331 


Homo sapiens protein phosphatase (LOC5 1207), mKNA 

^^r-T-,- T mV mmnine nucleotide ex^anfre factor II (LOC!)l ttlKJN/Y 

Homo sapiens liiik guanine nuticuuut wAyuausv \ — 

Hmn sapiens Ran binding protein 1 1 (LOC5 1 194), mKJNA 

Homo sapiens zinc finger protein ANC 2H01 (LOU5 1 1*3), mRNA 

Homo sapiens ATPase inhibitor precursor (LOC5U89), mKNA _ 


NM 016311 
NM_016256 


Homo sapiens N-acetylglucosamme-l-phosphodiester alpha-JN- 
■,,- QtY lpr1nr.osamimdase fLOC51 172), mRNA _ 


NM_0 16223 

NM 016202 
NM 016175 
NM 016162 


Homo sapiens protein kinase C and casein kinase substrate m neurons 3 

(PACSESB), mRNA 

Homo sapiens LDL induced EC protein (LOC51157), mRNA 

Homo sapiens truncated calcium binding protein ^OC5 1 149), mRNA 

w™ Sapiens candidate tumor suppressor P 33 ING1 homolog (LOC51147), 
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mRNA 

IlUVIN-fA. 


NM 01 61 5R 

XNIVX vlOUO 


TTomo Qnnipn^ prvfViropvtp tranQn^prrYhrsinp nrofpin fT.OPSI 145i mR7\IA 

XXOI11U OdpitfliO ^1 y HIX Uvj Lt/ LI dl loll It^ll 1U1 CLl 1C |JiCLt^lll \^-L/ v_y JL l. m T^/Jy 11JLLVJ. ^ Xi. 


NM 016149 
xnxvx \j i o x 


T-Tomo <?aniprtQ ^fproiH HpTivHro<7pna^p fiomoloc* (TT OP51 144^ mRNA 


NM 016141 

XNXVX U1U1H1 


TTomo QnnipnQ Hvnpin lioTif pli?*in-.A CX OP51 1 4^"^ mRNfA 
XXVJiiivJ oapi&iio Liyixciii iig.nu ^iidiii i\. ^Xjv-/v^«^ i i*tj iixxvx>^iv 


NM 016195 

1 N XYX V/IUImJ 


Unmn <?anipnQ PTD01 6 nrntpin H" OP51 1 ^6i mRNA 

XXVJ111U oCXJJIC'l lO X li/ulw JJl\JLt/lll ^X_i\w/V^ J 1 L -J\J llXt\_LN^\. 


nm 01 61 

XNXVX UlOlill 


TJomn coriipnQ NY-P F>J-45 nntiapn f\ OP5 1 1 i m"RNA 

XXUIilVJ oapiClld XN X '~XvX->XN""*T^/ dllllgCXl yX_»v_/\^/-/ X 1 J J J 9 IllXVlNJi. 


NM 016109 
xNxVx UlOl uZ. 


XxUlIHJ bdplCllb LlipallllC 1X1U III L/DIlldll 1111^ i / ^XJVXXVXx / ) y lliXVXNZA. 


NM 01601S 
XNxVx uIDUjO 


U nrnn conifnc POT 07 -nrr\tf»in (X DP^ 1 1 1 0 l ml? 7MA 
XXOIHO odpiCIlo V_>VJX-j7 / piOlClil ^l_»V-/l_/J> lllyjj IlHSJLNjrV 


NM 0160^5 

IN XVI O i DUJJ 


tl nmn canipnc POT-09 -nrntpin (\ OPS 1 1 1 7 i mPTxTA 


nm oi60?6 

IN 1VX O 1 00-£0 


y n mn <5«nipn<: PfrT-RO nrofpin (1 OP51 1 00 i mRNA 

XXOlllVJ octpiCllo V^VJl pi VJ LV^lll \^X_>V-Jx_> J 1 k\JZ7 1 1 IXVi N A 


NM 016010 

1N1VX O I DV I O 


u nrri A canipnc PfrT-69 nrofpin (X OP51 101 i nVRlxTA 
xxiJiiivj odpiciio v^vji-uz. pivjicm ^X/VJv j i iui ) y aiixxxnta. 


NM 016001 


Pnmn QsinipnQ POT-4S nrnfpin fT OPS 1 006 1 mRNA 

XX\J1XWJ OdpiC/llo VyVJl^TO \JL W LWIll ^l^W^ J L\J Zr\J J) lllXVXN^l. 


MM 015006 


tfomn canipnti PCtT-40 nrofpin CX OPS 1009^1 mRNA 

XXv/lllv^ oa[J ICliO VVJl^TV pi KJ ICli 1 \^X(\»/\^ J 1 V7*( y 5 lXlXvX>lJi. 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC510S6), mRNA 


NM Ol 5Q69 


TTnmn. canipnc PPT-^S nrnf^in CX OPS 1 077 i mPTsIA 


nm oi ^060 

XNxVx VJ 1 J70U 


TTnmo c^nipnQ POT ^9 nrofpin (X OPS 1 07 6^ mP"NTA 


xNivi 013:0 / 


TTrv-rvin ccmi'pnc PflT 9Q -rvrr\f ^in Cl OPS1074* tviT? XT A 

xxomo sapiens \^\jx-Ay protein \L^\J\^d i\j / hj, nirviN/\ 


XTM 015Q54 


TTrfcmr\ coniPnc POT 96 T>rrkf<^in (X OP51071 » mPTsJA 

xxomo sapiens v^-vji-ZrO proiem ^jlul-j l\j / i ) 9 mxvxN/v 


nm 015017 

lNxVI_0 1 J7i / 


T_i /-»-»-vi /~\ coTMPtio crlt "ifof V»i rvnt^ 01 frQtioTPt'QCP oiiniimf 1 \ rif\mt\\f\CT II llf^S 1 \ 

xxuriivj adpieno giuLdLniuiic D-irdnoicrdbc oUljuiiil i-> noiiiuiug l\j\j**J) 
mRNA 


NM 01 501 ^ 


T-T/-\-rn/~\ oonipno Vixrrv/^f r\^»fir*?il T^f/^f^iTi /T 'S 1 O^H i mR"MA 
XTXUlXlW odpiCllo Il^ypiJUICllL'dl piUlwlii \^X-fV7V_vw' XV/VJV7 y, IIlXxXNi*. 


NM 01 501 9 


T-T/^'rvi/^ conipnc lr\rr\ofTipafir»cj1 nrwfp'in ^T ^IP'SIOSQ'^ rnl?Nf A 
XXVJillD adpiCllo Xiy pULUCLlOdl pUJLClIl ^X<VV/JlvJ7^j IIXIVXN^V 


NM 01 501 1 


ITftmA ooT\i f^n c Irxmntli^fi r»s*l r^mfp»in /'T f^iPSIOSR^ mRW A 

X XV7111\7 OdpiCllO Hy pULildlL'dl piUl&lli ^Xy\-/v>J lvJO^) lilXvXNX*. 


"NTM' 01 5007 

XNIVX O 1 J7u / 


Hrtmn qqttiphc 1 p»i i r*i n iiminnnpntinQCP iT ^lPS!OS6i "mRXTA 
XXUIIlvJ odpiCIla IC/lXL/lllC dllllllUpcpillldoC ^LiULJ 1 v/w'U J, 111XVXN/A. 


nm oi5RR^ 


TJrtmrv cotvip'tic r*lr\T»P* 1 QOO i inVnr\Mm T^i*rvfp»iTi /'T PIP'S 1 O^.Qi tyiT? ~TVf A 
XXUIIIO odpiCIla UiOIlC l^Vyl7 UllJSXliJ WI1 piUtCXil ^JjVJVvJ luHyj, iXJLTvXN^V 


NM 015R79 

INlVI 0 1 ,?0 / 


XXUIIIU bdpiCIlb 1\X UppCl-rCldLCd Z.II1U XHlgCX prULClll 11UXV117A ^X->^\_ 1 J, IlXLVLNxA. 


NM Ol 5S71 
iNxVI UiJO / 1 


xxoiiio sapiens zj.ni/ xinger protein ^x»#vjv_^»? lkjHjL), iinviNjrv. 


NM 016079 

INIYI OdL UO / A 


TTnmo Q^nipno: POT-141 nrnfpin CJ OPS 1 096 1 mRNA 

XXU111U aajJlfcllo L'VJl 1t1 piULClll yX_/V_/V_^_' 1 } ^ 1 1 iXVX N A 


NM 01606R 


TTrvmni canipnc POT-1^S nrofpin /T OPS 1 094 1 mRNA 


NM 016053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


NM 0 1 6046 

IN1VI O 1 00*+0 


iioinu sdpicns nomijiug ox yeast cxvjsomai core proiem v^uJu't ^ol«*t iiixvln/tl 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), niRNA 


NM 01 5Q44 
IN ivx KJIJ 


U Anirt cQnipnc OOT 14 nr/^fpin (J OPS10HS\ tt-i"PXTA 

xiomo sapiens v^vjx- i^t protein ^x^vj^o iuuj ), itixvin/\ 


NM 016060 
XNxVx \J 1 OUOU 


TTrM-r»n ccinipnc OOT 19S Yvr-rvtv=»-i-n CX OPS 1 OO^N mRNA 

xiomo sapiens v^vjx- i ad proiem iuujj, irixviN/\ 


NM O 16489 


xiomo sapiens nepaioceiiuiar carcmoma-associatea antigen z>y ^lul j i /Dyj y 
mRNA 


NM 0146S1 

XNIVX \J l*tUO I 


TTrvmrv cnnipnc TiF ATj/TT ( Acn-Oln- Ala-Acn/TTic i Knv nolvnpntiHp ^4 /TjrjX^4i 

XXOIIIO SdpiCIlS LjHi£\±Jl 5l\ VJlU-rVla A.op/ XXIS J UUA pOiypcpiIOC \^X-7X-'-<rV«?*T^5 

mRNA 


NM 014415 

X N i-Vx. w 1 Tt J. «^ 


TTomri QnnipnQ yirip finapr ■nrAtpin Ni K-T T60974 1 mRNfA 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 


NTM 014^47 

IN XYX V/X*T 


TTrvmo CQnipnc »7itip "fin ctf^r r\rAfpin /"7TTS 1 95s 1 mR TsJ A 

XXOIIIO Odpi&llO ZilliC XlilgtX piOlCill ^ZjX J l^-O /, lllXVIN^Y 


NM 007146 

XNXVX \J\J 1 X*"HJ 


HnmA ccj"nif*nc *7i"np "fin oe*r Txrr\i~f>i-rt 161 ('/ M l-<" 1 6 1 ^ mRXTA 
XXU11XO odpiCllo Z/lllO llilgtl piOlCill XOX ^ZjINX 1U1 IIXIVXN^V 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZED), mRNA 


NM 006^6 


xxomo sapiens liu nomoiog ivj^ mxviN/v 


NM_006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
^nematopoietic ceii-specmc J ^xvio^f/^j ), iiii\xN/\ 


NM 005741 


Homo ^anien^ 7ine finp'Pr nrofpin 96 ^ ^71x^96^^ mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candiQiasis ectociermai uystropnyj ^/\juc\J2j, uaii&L,iipi vaimiiL j>, iiuvln^. 


JNM__UUUojo 


xiomo Sapiens autoiiiiniune regulator ^auLuxiiinimuiic puiyciiu.uoiiiiupau.ijf' 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


NM__0003o3 


Homo sapiens autoininiune regulator ^automiminune poiyenuoL-nnopauiy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


"KTA X f\f\1 Act 

NM 003451 


Homo sapiens zinc linger protein i / / jzjnjt i / / mjKjN/\ 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NM_003407 


Homo sapiens zinc linger protein 30, ljjq type, nomoiog tmousej vA r "°y» 

••■»-» T3 XT A 


NM_001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase IQ transcription 
mitiation iactor ■ 1 1 1> ^o.cerevisiaej ^r>ivr i j, iiiivrNr^ 


XTA K C\C\C\ 1 C7 

NM_000lD / 


Homo sapiens giucosiaase, oeta, acia ^mciuues giucosyiceramicidbey \ 


XTA A 

JNJVL U3/1/0 


Homo sapiens iring ^l^w^-i 1 /dohj, iiuss\£\ 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 

^on/^irlafp IQ / AT COPP 1 ml? "MA 

canuioaxe iy ^/\1jozL/j\ ^ J? miviN/\ 


XTA A f\G.Q 1 HQ 

NM UDo 1 / o 


jniomo sapiens neuronal pentraxm recepLor ^inx i ^vxv^, uau&viipi vaiidiiL z., uixu^n. 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


NM 012223 


Homo sapiens myosin its ^ivi iuidj, uiin_ln/v 


TvTA jr f\ 1 COT? 

NM_01->2/ / 


Homo sapiens neural precursor ceil expresseu, aeveiopmenuiiiy uowri-reguidLcu 
a Miro rNjenr^AT ^ mT?MA 

4-llKe ^INJciJUUH-i^J, TniviN /V 


NM 015074 


Homo sapiens kinesin family member IB (KJF1B), mRNA 




Homo sapiens soiute carrier iamny ^ ^souiura/nyurogen exenauger^, lauiurm / 
(SLC9A7), mRNA 


NM 01420c 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NM_005461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WM'1'4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1, mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NM_003392 


Homo sapiens wingless-type MMTV integration site family, member 5 A 
(WNT5A), mRNA 


NM_0571oa 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
(WNT16), transcript variant 1, mRNA 


xta iT rk 1 zmo ^7 

NM0 1 605 / 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
^wiNi ioj, xranscnpi variant z, nuvLN/v 


XTA K A 1 1 1 C\ 1 

JNM_0121U1 


riomo sapiens rxipartite moni-coniammg z,y ^iJxiivix-7^, iranacnpi variani 1, 

ml? "MA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRJM29), transcript variant 2, 

mT?T\TA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


XTA /T ACOO/1 o 

NM 05&24O 


riomo sapiens uiNase li-iiKe acia urease \l*Ls1\ij ), transcript variant z, tjiivln/y 


XTAif o?1?^^ 


TTomo sanipriQ TilSTnQP TT-1iVp arriH DNase TOT AD) transcrint variant 1 mRNA 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a ! , 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


NM 020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1 , mRNA 


NM 000507 


Homo sapiens fructose-l,6-bisphosphatase 1 (FBP1), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM 030811 


Homo saniens mitochondrial ribosomal nrotein S26 (MRPS2rT^ nuclear eene 
encoding mitochondrial nrotein mRNA 


NM 022497 


Homo saniens mitochondrial ribosomal nrotein S25 (MRPS25^ nuclear gene 
encoding mitochondrial protein, mRNA 


NM_053023 


Homo sapiens zinc finger protein homologous to Zfp9 1 in mouse (ZFP9 1 ), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, rnRNA 


NM_017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM 031902 


Homo sanien*? mitoehonHrifll riho^omal nrotein SIS rN/TRPSlS^ nnelear apnp 

encoding mitochondrial protein, mRNA 


NM 015969 


Homo sanien*? mitochondrial ribosomal nrotein SI 7 fiVTRP.S17^ nnHear apnp 

iiuiiiu OCipiwlJO 1111 LUOliWlluX lUi 1 1 UCOUlllul UlUlvlll U 1 / \1YX-1V1 u 1 / 1, 1 1 Uv 1 ^/UL gvllv 

encoding mitochondrial protein, mRNA 


NM 016065 


Homo saniens mitochondrial ribosomal nrotein Slfi HVTRPSllfS^ mirlear aenp 

l-'-V/lllW OapiWU 1111 LWllVllVU 1U1 1 AL/VJOUlllU-l |/1 VlWlll LJlU ^IVUVl KJXKJJy HUV/l^CU 

encoding mitochondrial protein, mRNA 


NM 031280 


Homo saniens mitochondrial ribosomal nrotein S* 1 S HVTRPSl nuclear oene 

-1-lV^lllV? lj t-l | / I \- 1 1 O 1111 lUvl IvSllVll 1 dl 1 1L/V-JO WHICH piUlvlll U 1J I J-V1_LV_L tj 1J 1, llLl^lV^dl gVllt/ 

encoding mitochondrial protein, mRNA 


NM 022839 


Homo saniens mitochondrial ribosomal nrotein SI 1 fM"RP5\1 1^ nuclear apnp 

11U111LF OU^/lvllO 1111 HJvllWllUl lul 1 lLlWOvlllCll LJl \J C^ll 1 Oil llYJLANJ. Oil J, llUV^lV^cll e£Vs11V- 

encoding mitochondrial protein, mRNA 


NM 016034 


Homo saniens mitochondrial ribosomal nrotein S'? fiVTRPS2^ nuclear crene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


Homo saniens mitochondrial ribosomal nrotein S23 fMRPS23^ nuclear aene 
encoding mitochondrial protein, mRNA 


NMJ)20191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman elvcolroid svnthetase (FS^ mRNA 


NMJ)52815 


Homo sapiens immediate early response 3 (EER3), transcript variant long, 
mRNA 


NM 003897 


Homo saniens immediate earlv resnonse 3 (rER3"> transcrint variant short 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide , 
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1 

NM 015719 1 
NM 000393 1 
NM 000093 1 
NM 001256 1 
NM 004661 i 
NM_037370 


\) phosphatase, subunit 1 (CTDP1\ transcnpt variant FCPla, mRNA 

-Tnfno sapiens collagen, type V- alpha 3 CCOL5A3), mRNA 

i-t^_^ \r oir^ii^ ? fPOT SA2^ mRNA j 

^omo sapiens collagen, type v , aipna z w^^jl^j^^j, 

Homo sapiens collagen, type V. alpha 1 fCOL5Al), mRNA _ 

Homo sapiens cell division cycle 27 (CDC27), mKNA 

_ • pnpoi /^oii ^4^ncir.n ovrlp. 71 veast. homolog) (CDC23), mKJNA 

rlomo sapiens LJDv^zj ^cen aivis>imi uyvit, * y >■ ^ 

Homo sapiens cyclin D-type binding-protein 1 (CCNDBF1), transcnpt variant 2, 

I-flRJ^A 


NM_012142 
NM 019592 


— : — : Z~HZ t\ ^r«« u™A\rya nrntpiTi 1 fCCNDBPIV transcript variant 1, 

Homo sapiens cyclm D-type Dmaing-proiem i v^' 1 ^^ ^' ^ 

mRNA - — 

Homo sapiens ring finger protein 20 (RNMU), mRNA . — 


NM 003386 
NM_001959 


Homo sapiens zonadhesm (Z.AJNJ, mKJNA ■■ .^.p^ 

Homo sapiens eukaryotic translation elongation tactor 1 beta I (bh,f mz), 
transcript variant 1 , mRNA 


NM_021121 
NM 006778 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEHB2), 

transcript variant 2, mRNA . — — 

Homo sapiens rine finger protein 9 (RNF9), transcript variant 1, mKJNA 


NM 052828 
NM_007028 

NG 000019 
NM 052952 
NM 000989 
NM 000978 
NM 000985 
NM 019035 
NM 017809 
NM 030943 


Homo sapiens ring finger protein 9 fRNF9). transcnpt vanant A mRNA 

Homo sapiens tripartite motif-containing 31 (TRIM31), transcript vanam 1, 

mRNA ■ 

Homo sapiens chorionic gonadotropin beta region (CGB(S» on chromosome 19 1 

Homo sapiens disrupted in renal carcinoma 1 (DIRC1), mRNA 

i-t „ „„•„.._ ^iUnonn,!,! nmtpin T 30 fRPL30) mRNA 

Homo sapiens noosomai protein ljv ja _ 

Homo sapiens ribosomal protein L23 (RPL23), mRNA — 

Homo sapiens ribosomal protein L17 (RPL17), mRNA . 

Homo sapiens protocadherin 1 8 (PCDH1 8). mRNA 

Homo sapiens nuclear RNA export factor 2 (NXF2). transcnpt vanant 1, mRNA 
Homo sapiens amnionless protein ( AMN), mRNA 


NM 022053 
NM 014762 
NM 023922 
NM 023921 
NM 023920 
NM 023919 
NM 023918 
NM 023917 
NM_022100 


Homo sapiens nuclear RNA export factor 2 (NXF2), transcnpt vanant 2, mRNA 

Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mKJNA 

Homo sapiens taste receptor, type 2, member 14 (TAS2R14), mRNA _ 

Homo sapiens taste receptor, type 2, member 10 (1AS2K1U), mRNA 

rr - : . . t,mo -> mmnlvr 1 3 fTAS2R13). mRNA 

Homo sapiens taste receptor, type z, memoer 10 ^± 

Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mKJNA _ 

Homo sapiens taste receptor, type 2, member 8 (TAS2R8), mRNA_ 

Homo sapiens taste recetrtor. type 2, member 9 (TAS2R9), mRNA . 

Homo sapiens mitochondrial ribosomal protein S14 (MKTSI4J, nuclear gene 

encoding mitochondrial protein, mRNA 


NM_022169 

NM 018031 
NM 012333 


Homo sapiens ATP-binding cassette, sub-family G (WH11H), member 4 

(ABCG4), mRNA — — 

Homo sapiens WD repeat domain 6 (WDR6), transcnpt vanant 1, mRNA 

Homo sapiens c-myc binding protein (MYCBP), mRNA . — ^ 


NM 014586 
NM 014296 
NM 006615 
NM_005S07 


Homo sapiens hormonallv unregulated Neu-associated Janase OiUNM, mKHA 

Homo sapiens calpain 7 (CAPN7), mRNA 

Homo sapiens calpain 9 mCL-4) (CAPN9), mRNA _ 

Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 
superficial zone protein, camptodactyly, arthropathy, coxa vara, pencarditis 
syndrome) (PRG4), mRNA 


NM 004467 
NM_003391 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA — ■ — 

Homo sapiens wingless-type MMTV integration site family member 2 (WIN 12), 

nVRNA . j - — — - . 

TT ■-• • .11: j.. :i.i. ..^^oc,v>fismilvr member 1 (Ivmphotachii) 


NM VUZyyo ttomo sapiens sman muueiuie uywiu'^ ui*^» — j -> — ■ 
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(SCYC1), mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NM 058253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM 000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/Kobner/Weber-Cockayne types) (KRT5), niRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo saniens cvclin El fCCNElV transcrint variant 2. mRNA 


NM 001238 


Homo saniens cvclin El fCCNEl^ transcrint variant 1 mRNA 

m. J. V-r 1 1 IVy wUiL/l VllO V V Villi 1 ■/ A \ ^w* - 'I 1 f 5 1*4- U.1IL>V1 1 1* T LU. fcr X ^ 111L\1 11 * 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4) 3 mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM_006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 

J. ^1 XVI. Vf y -J ~J 


Homo saniens ioined to JA7?F1 fJJAZl^ mRNA 


NM 005642 


Homo sarvien^i TAF"7 RNA nolvmera^e IT TATA box bindinf? nrotein fTBP^- 
associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC13005 (MGC13005), mRNA 


NM 032656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM 021201 


Homo satviens membrane-snanninff 4-domain^ sub "Tamil v A member 7 
(MS4A7), mRNA 


NM 020634 


Homo saniens growth differentiation factor 3 f GDF3^ mRNA 

llVlilv/ OUL/ivllO £j Lll LllJLlvlVill.lUll.VJll 1C1V LVJ1 ~J \ VJJ-/X f, 1 1 1-1 V_L > A \- 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM 002897 

J. > J.VX Uv^Uy / 


T-Fomo ^fmipn^ RNA binding motif ^incrlp QtranHpd intprap/Hncr rvrotPin 1 

(RBMS1), transcript variant scr2, mRNA 


NM 016839 


Homo saoien^ RNA biriHitiP motif ^intrlp ^trandpd mtprafyhncr Tirotpin 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NM 016838 


Homo saniens RNA hindinc* motif ^inplp ^tTandpH intprar.tincr nrotpiri 1 
(RBMS1), transcript variant MSSP-1, mRNA 


NM 016837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NM 016836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant YC1, mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SET), 2 (TCEA2), mRNA 
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NM 001010 I 
NM 000981 I 
NM 003378 I 
NM 001612 1 
NM_020115 1 
i 


lomo sapiens nbosomal protein t>o (Kraoj, hikj-na 

€omo sapiens ribosomal protein L19 (RPLiy), hikNA 

4omo sapiens VGF nerve growth factor inducible (VGF), mRNA — 

iomo sapiens acrosomal vesicle protein 1 (AUKV 1), transcnpt variant l, ipkina 
3omo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt variant 1 1, 


NM 020114 1 
NM 020113 


1 .,„„;„u«,At<.in 1 CAPRVU transcript variant 9, mRNA 

Homo sapiens acrosomal vesicle protein i v 2 tt— 1 

Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 8, mRNA 
Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant /, mRNA 


NM 020112 
NM 020111 
NM_020110 


, T ... ; ,^™<>i „*.«H<=> r>mtein 1 (ACRVl), transcnpt vanant 6, mRNA 

tiomo sapiens acrosomal vcoia^ic. jjiv^aai * y^*.^* — 75 — 

Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant lO, 


NM 020109 I 
NM 020108 
NM 020107 


H«mn sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 5, mRNA 

— . n i , r£ao -^i^ r^r^t^iri 1 ( A PRV 1 transcript vanant 4, mKJN A 

Homo sapiens acrosomal vesicle protein i </\v^v ij 9 Udllou T l >- — - 

H«™ aniens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 3, mRNA 


NM 020069 
NM 022909 
NM_021734 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant z, mRNA 

Homo sapiens centromere protein H (CENPH), mRJN A _ 

Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide earner;, 
member 19 (SLC25A19), mKJNA — : — 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


"NM 020139 
NM_015975 


Homo sapiens oxidoreductase UCPA (LOC5689S), mKJNA . 

Homo sapiens TAF9-like RNA polymerase II, TATA box binding protein 
fTBPVassociated factor, 31 kD (TAF9L), mRNA 


NM_013271 
NM 000904 


Homo sapiens proprotein convertase subtihsin/kexin type 1 inhibitor (PCSK1N), 

mRNA -— — — r tt — 

Homo sapiens NAD(P)H dehydrogenase, aumone 2 (NQUl), rnKNA 

Homo sapiens NAD(P)H dehydrogenase, auinone 1 (Nl^Ol), rnRNA 


NM 000903 
NM 002959 
NM_057170 


Homo sapiens sortilin 1 (SORT1), mRNA _ 

Homo sapiens G protein-coupled receptor kinase-mteractor Z ^114 transcnpt 
variant 2, mRNA 


NM_057169 
NM 057161 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcnpt 

variant 1 , mRNA — — 

Homo sapiens testis intracellular mediator protein (PEAS), rnKNA — 

Homo sapiens collagen, type VI. alpha 3 (COL6A3), transcript variant o, mRNA 


XTM" HS7167 
rNivx v/J / iu/ 

NM 057166 
NM 057165 


Womo sapiens collagen, type VI, alpha 3 (COL6A3), transcript vanant 4, mkN A 
Homo sapiens collaeen, type VI, alpha 3 ( COL6A3), transcript variant 3, mRNA 
Homo sapiens collaeen, type VI, aloha 3 fCOL6A3), transcnpt vanant 2, mRNA 


NM 057164 
"MM 014776 


" Homo sapiens G protein-coupled receptor kinase-mteractor z (on I), transcnpt 
variant 3, mRNA : --_ ■ 


NM 004369 
NM_O01183 

NM 000675 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt vanant i, mkhU 
" Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 

subunit 1 (ATP6S 1), mRNA _ 

Homo sapiens adenosine A2a receptor CADORA2A), mKJN A 


NM 033027 
NM 002539 
"MM 05 8004 

1NJ.YJL \J -J OUUT^ 

NM 000992 
NM 000984 
NM 001289 
NM 018648 


Homo sapiens AXIN1 up-regulated (AXUD1), mRNA 

Homo sapiens ornithine decarboxylase 1 fODCl), mRNA 

Homo sapiens phosphatidylinositol 4-kinase, catalytic, aipna polypeptide 

(PIK4CA), transcript variant 2, mRNA 

~ Homo sapiens ribosomal protein L29 (RPL29), mRNA 

Homo sapiens ribosomal protein L23a (RPL23 A), mRNA 

Homo sapiens chloride intracellular channel 2 (CL1C2), mRNA — 

1 Homo salens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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T?>JPc^ fWOT A^ mRNA 

rvl^r^J \x\\Ji-i.r\.j iaulv_l \r\. 


INM KJZlyHf 


Tj Arnr w c?mipnQ cprirjp rflremfl<;p fST^T^ i mRNA 


JNJVl UlOD/y 


ir Arnr v cQTvienQ RT^r* nnticrpn ^ST")riA i rrVRNTA 


~KT\/f f\(\£LQAQ 

lSNi \)K)OOHy 


TTnmn cqnipTis nrotein disulfide isomerase nancreatic (PJDlPi, mRNA 


INIVi_UUZo!>U 


Tj ArnA c«anif»nc T>hr»QnnntiHvlinri^itnl 4-kinase catalvtic aloha DOlvDCDtidC i 
rPTCTdPA i transcrint variant 1 mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA j 


JNJVl yjvKjyo / 


TJ/\r»iA conipnc r"i V»r\cr\tn c\ 1 Tvr/vf"PiTi T *Jf\ (T^ PT . / hi m Tv |\T A 
nOniO odjJlCIlo I lLUJovJllldl ^Jl vj Lt-lii yiN-i j 7 iiJ_iNj.^^». 


JNJVL uuuyoo 


jniomo sapiens rj.LMjbuiiia.1 pujicni -l^^t v^xvx i_^^ nuu.^/\ 


JNM U3iyo4 


TJ Atr1rt canipne Vpr?*tir» nQQrif*i flfpd *r>ro1"PlTl 171 f\C API 7 1 1 TTlR-N^A 


JNJVl UUU4ZU 


tt „vrvir^ conipnc TTpII rilnnd ormin fTC T^T i ttiT?7\J A 


xtiv vf n ^ o q /i i 
JNM_lDZo41 


TJr»mn conipnc cprinp/tHrpnninp lcina<sp 92.0 fsnermioffenesis associated^ 

fSTK22C), mRNA 


XTA/T (wnt^Ai 
JNJVl Ul /04 / 


u nrrin canipn^ Ft«;T hnmnlocr 3 (V coli^ rFTSJ3^ mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


NM 0lo50a 


riomo sapiens eye im-ucpci iu.cn l Kiiiaoc-iiivc j ^v^jutsjuj^, uux-L^r-*. 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


NM__033131 


Homo sapiens wingless-type jvllvli v integration sue iamiiy, memuer 
(WNT3A), mRNA 


NM_030753 


Homo sapiens wingless-type ivllvijl v miegraLion sice id.mny, iiicinuci d v wi^ aj^, 
mKJNA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
W IN 1 1 d ;, mivtN/V 


JNM_UU4oZo 


Uaivia conipnc -tirir* rrl pcc t^imf* AAA/fHT \/ intptrrati nn ci fp "faniilv memner 1 1 

liOmo sapiens wingiesb-iypc xviivxi v micgiauuii oilc/ laum^, mv/inuw i j. 
(WNT1 V), mRNA 


XTA A AtTI 7^ 

JNM ID / 1 /o 


xiomo sapiens Dairxin ^doinjl/j, n living 


INM_0 12079 


xlomo sapiens uiacyigiyceroi vj-acyiiransierase numuiug i ^iiiuu&c^ \±s\j**x xj 9 

-ml? XT A 


JN1VI \J\JDHy\j 


W^mn conipnc QUO Hr\mnin-pnnf ^irilTl cr ^ A f S TT?/T)1 A^ mRNA 
XlOlTiO Sdpiens o XjLZ. UOIIlalll-L/VJllua.lllliig, jn. ^uiii/i/J-n;, iiia.vj. v 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 

w pXT A 


XTA/f H 1 A0 1 A 
JNJVl U i4yi4 


TJatyia cortiAnc PPntQl lritl fTQTYITMft V f PFN1 It / ) TTlixNA 

noino sapiciio L/Ciiiduiiii, gaiiiiiici ^v/ivi^ivj^, iiixvj.^^-1. 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIAS1), niRNA 


xnv>f r\r\nf\Q£L 
lNM_UUUUoO 


xlomo sapiens ceioiQ-npomscmosis, neuroiidi juvcniic ^duuch, ojjitnii^ti 
Vogt disease) (CLN3), mRNA 


NM 033341 


Homo sapiens bacuJoviral lAr repeat-conxaimng o ^diiv^o irirNj.N/v 


NM_054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetyigiucosaminyiiransierase, isoenzyme x> ^iviv_i/^.i*tjj^, uaiio^ixjji vanaiu ^, 

mPXT A 


JN XV1_U U U 44 y 


TJrvrv»i^ conionc rpmilofrkrir -for»rr\r "V ^in'flllPnPP's HT , A daSS TT eXr>reSS10n) 

nomo sapiens regulatory iacior yv, ^? ^m±iudiv-'C.& xi_i_/r^. ^iaoo ax i/Apiwooiwii; 

rRT?V^"\ TnT?XT A 
^rvPyVJ llXtxJ.N/\ 


NM_054025 


Homo sapiens beta- 1,3 -glucuronyltransferase 1 (glucuronosyltransferase P) 

rR^OATIi trancprint variant 9 mP f\T A 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 




Wrvmr* canipnc nt-r\Ti1in 9 rPTTNTO^ rrs»ncprir>t Variant T mRNA 

nuiiio sapiens proiuin yt. jrrNzj, iraiiowipi vanaui 1, 1111.^^^1. 


NM 003930 


Homo sapiens sre family associated phosphoprotein 2 (SCAP2), mRNA 


NMJH4018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_015971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 



331 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 





encoding mitochondrial protein, mRNA 


NM_018141 


Homo sapiens mitochondrial nbosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 14046 


Homo sapiens mitochondrial nbosomal protein SlbB (MRPb 1 bB), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


NM_033664 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH11), transcript 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherin 1 1, type 2, OB-cadhenn (osteoblast) (CDH11), transcript 
variant 1 , mRNA 


NM_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


NM_000495 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A!>), 
transcript variant 1, mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3 A (RPS3A), mRNA 


NM_0 12411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


NM_0 15967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM_033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (JNK5A1J, 
transcript variant 3, mRNA 


NM_033334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1, mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NKoAl), 
transcript variant 2, mRNA 


NM_001606 


Homo sapiens ATP-bmdmg cassette, sub-family A (ABC1), member 2 
(ABCA2), mRNA 


NM 002284 


Homo sapiens keratm, hair, basic, 6 (monilethrix) (KRTHB6), mRMA 


NM 002283 


Homo sapiens keratm, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


Homo sapiens keratm, hair, basic, 3 (KRTHB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


Homo sapiens keratm, hair, basic, 1 (KRTHB1), mRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), mRNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), mRNA 


NM 000980 


Homo sapiens nbosomal protein LI 8a (RPL18A), mRNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL18), mRNA 


NM 000977 


Homo sapiens ribosomal protein LI 3 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protein L13 (RPL13), transcnpt variant 2, mRNA 


jsm ouuy/o 


riomo sapiens riuusoniai proicm l-ix \s\ir i^/y Aiixvix ' r *- 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 



332 

BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



NM 033181 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mRNA 


NG 000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA. 1 @) on 
chromosome 17 


NM_033151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 


NM 006201 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 1, mRNA 


NM 033019 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 2, mRNA 


NG_000012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBI3), mRNA 


NM 001015 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM 003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 
mRNA 


NM 031958 


Homo s aniens keratin associated nrotein 3 1 (KRTAP3 IV mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM 004776 


Homo satviens T TTTP-Oal 'beta GleN Ac beta 1 4- fralactosvltransferase nolvnentide 
5 (B4GALT5), mRNA ! 


NM 030587 


Hnmo saniens T TT^P-CraVhetafrleNAe beta 1 4- pal aetosvl transferase nolvnentide ' 
2 (B4GALT2), transcript variant 1 , mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT?") transcrint variant 2 mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VTTTB (sterol 12-alpha-hydroxylase), 
nolvoentide 1 CCYPSBn mRNA 


NM 000785 


Homo sapiens cytochrome P450, subfamily XXVUB (25-hydroxyvitamin D-l- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


NM_031419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


NM_030660 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM_016532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA \ 


NMJH4759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 
NM 004826 
NM 004420 
NM 001012 

INIVI 

NM 001395 
NM_003887 

NM 001446 
NM 001259 


Homo sapiens protocadherin 8 (PCDH8"), transcnpt variant 1, mRNA 

Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 

Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 

Homo sapiens ribosomal protein S8 (RPS8"), mRNA . 

n nmn <:flnie.n<? PCTATRE protein kinase 2 (PCTK2), mRNA 

Homo sapiens dual specificity phosphatase 9 (DUSP9), mRNA 

Homo sapiens development and differentiation enhancing factor 2 (DDEF2), 

mRNA 

Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 

Homo sapiens cyclm-depenaent Kinase o yv-^i^js-uj, nu^N-re. . 


NM 001760 
NM 001759 
NM 001237 
NM_057158 


Homo sapiens cyclin D3 (CCND3), mRNA 

Homo sapiens cyclm D2 (CCND2), mKJNA _ 

Homo sapiens cyclin A2 (CCNA2), mRNA _ 

Homo sapiens dual specificity phosphatase 4 (Jjusr4> uanscnpt variant ^, 
mRNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 
mRNA 


JNJVl_UjZyoo 


Hnmo <?ar>iens cvclin-dependent kinase (CDC2-like) 10 (CDK10), transcnpt 

XivlX.MJ &C*IJlwlAO vY Villi Uvl/wii**viiv i.-v*.i.j.**w \ — — ✓ n ' 

variant 3, mRNA — 


NM_052987 

NM 057160 
NM 057091 


Homo sapiens cyclin-dependent kinase (CDC2-hke) 10 (CDK10) 5 transcnpt 

variant 2, mRNA _ 

Homo sapiens artemin (ARTN), transcript variant 3, mRNA 
tT A «, rt nrtiM'owp <ai-+*=»m-i-n ( A ~Q ' i y r\T\ -H-o-nQPtHTit variant 2 rnRlNA. 

Momo sapiens artemin ^/vixii^y, uaii&oiipt vouam ^, iluvhx». _ — 


NM 057090 
NM 003976 
NM 000050 
NM 054012 
NM 053286 


Homo sapiens artemin (ARTN), transcnpt vanant 4, mRNA 
Homo sapiens artemin (ARTN), transcnpt vanant 1, mRNA 

Homo sapiens argmmosuccmate synthetase xranscnpi v curiam 1,11^2: 

Homo sapiens argininosuccinate synthetase (ASS), transcnpt vanant 2, mRNA 

tt n i ' , o« Q( iifip f a fYP^*^ fr-o-n cp'Tint variant 2 TY1 iv_ln A. 

Homo sapiens aquaponn 6, kidney specitic (AUro), transcnpt variant nu^-n — 


NM 001652 
NM_053032 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcnpt vanant 1, mKJNA 
Homo sapiens myosin, light polypeptide kinase (Ml transcnpi variant o, 
mRNA 


NM_053031 


Homo sapiens myosin, light polypeptide kinase (JViYUS^, transcnpt variant /, 
mRNA _ 


NM_053030 


tt i: ~x**. « fl «^/io innacp (\\A V I kf ^ tranQmnt variant 5. 

Homo sapiens myosin, light polypeptide Kinase (ivi x J-.iv;, iransuupi vauam 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYIA), transcnpt vanani <*, 
mRNA 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (JViii^is.;, xranscnpi vauam jd, 
mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant j/v, 
mRNA 


NM_053026 


Homo sapiens myosin, light polypeptide kinase (Jvi i l-iv;, transcnpt vanam ^, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MY Lis.;, transcnpt vanani i, 
mRNA 


NM_0 16497 


Homo sapiens mitochondnal nbosomal protein 64 (MKro4;, nuciear gene 
encoding mitochondrial protein, mRNA 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 6, _ 



334 



BNSDOCID <WO 03074654A2_l_> 



WO 03/074654 



PCT/US03/05028 





mRNA 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM 053035 


Homo saniens mitochondrial nHnQomnl nrotein Sl^^ nVTRP^^^^ trancr-rint variant 

2, nuclear gene encoding mitochondrial protein, mRNA 


NMJ) 16071 


Homo saniens mitochondrial ribosomal nrotein fMRPS^^ rrancerint variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_031901 


Homo sapiens mitochondrial ribosomal nrotein S21 fMRPS21^ rran<;erint variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NMJ 18997 


Homo saniens mitochondrial ribosomal nrotein 5J21 fMRPS?!^ transrrint variant 
2, nuclear gene encoding mitochondrial nrotein rnRNA 


NM_033363 


Homo sapiens mitochondrial ribosomal nrotein S12 (MRPS12^ transcrint variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM_033362 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PSIP1), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo sapiens transmembrane nrotein HTMP10 (HTMPIO^ mRNA 


NM 030649 


Homo sapiens centaurin, beta 5 (CENTB5), mRNA 


NM_023936 


Homo sapiens mitochondrial ribosomal nrotein S34 nVTRPS^4^ nnrlear opnp 
encoding mitochondrial protein, mRNA 


NM_021107 


Homo sapiens mitochondrial ribosomal nrotein SI 2 rMRPSI 9^ rranQrrint variant 

1, nuclear eene encoding mitochondrial nrotein mRNA 


NM 014322 


Homo sapiens opsin 3 Tencenhalonsin nanonsini (OPN3^ mRNA 


NM 001260 


Homo sapiens cvclin-denendent kinase 8 fCDKJO mRNA 


NM_003674 


Homo sapiens cvclin-denendent kinase fCDC2-likei 10 fCDKlO^i tran<5rrint 

■»..■- \~j v+ £s a v l_j Willi uv|y vixuvll L- IVJllUOu ^ x^l_^ V^'^— lXl\As J A V ^\^J-/1V1U yj U. UllOvl IL/l 

variant 1 , mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


Homo sapiens cvclin-denendent kinase 2 transcrint variant ? mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1, mRNA 


NM_006522 


Homo sapiens winffless-tvne MMTV intecrration <;ite familv mpmhpr f\ rWKTT^ 
mRNA 


NM_005430 


Homo Sapiens winerless-tvne lVTA/PTA/ intecrratinTi Qite familv mpmhpr 1 AaTNTTI \ 

mRNA 


NM_003394 


Homo sapiens wineless-tvne MMTV inteoration site familv member 1 OR 
(WNT10B), mRNA 


NM_025216 


Homo sapiens wingless-tvpe MMTV integration site familv member 1 OA 
(WNT1 OA). mRNA 


NM_005370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo sapiens sarcosnan (TCras onco^ene-associated eene^ TSSPN^ m"RNA 


NM_003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NMJ305929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 | Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA 
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NM 053275 1 
NM 054034 1 

JN1VL UU^U^O J 

NM 004460 1 
NM_000783 1 

- 


— n 1 7 ■ i ~ /T>x>T pf\\ frpTVorrint vat iant 2 mRNA 

lomo sapiens nbosomal protein, large, (Ki-i.ru;, tranbunpi vcuidni ^, uu 

lomo sapiens fibronectin 1 (FN1), transcnpt vanant 2, mRNA _ 

^fnmo ^aniens fibronectin 1 (TNI), transcnpt vanant 1 , mRNA 

Homo sapiens fibroblast activation protein, alpna AP), mRNA 

Homo sapiens cytochrome P450, subfamily XXVIA, polypeptiae i ^ *P2oAl), 
transcript vanant 1 , mRNA . , /nvoo^An 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide i ^ iT26Al), 
transcript variant 2, mRNA — 


NM 032211 
NM_003395 


Homo sapiens lvsvl oxidase-like 4 (LOXL4), mRNA 

Homo sapiens wingless-type MMTV integration site tamily, memoer 


NM_0331U1 


Homo saoiens lectin, galactoside-binding, soluble, 12 (galectm 12) (LGALS12), 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 1 , mRNA nm>AAT> 


NM_007079 


Homo sapiens protein tyrosine phosphatase type lV A, member 3 <P 11 4AJ>, 

transcript variant 2, mRNA — — 

Homo sapiens tumor endothelial marker 8 (TEM8), transcnpt vanant i, mRNA 


NM 032208 

TsT\/T HI Af* A A 
1N1V1 \J 1 H-trr 1 * 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalm) 
(PDE4DIP), mRNA _— — 


NM_006551 

NM 012280 
NM 005209 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 

fLPHB), mRNA — . 

h™™ ^piens FtsJhomolog 1 (E. coli) (FTSJ1), mRJNA 

Homo sapiens crystallin. beta A2 (CRYBA2V transcnpt variant i, nuiHA 

i — : — r~~ : z 7 /r\r i T?D\ 1-1-1!? "XT A 


NM 007346 
NM 006552 
NM 015965 
NM_0 14275 


Homo sapiens opioid growth factor receptor (UUf K), hikina 

Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 

xx K t rr^ ; V~I /- , T>nv/ria /YTRTTV/MQ^ mRNA 

Homo sapiens cell death-regulatory protein <jKilvll9 (IrKJMiy), ituuna 

Homo sapiens mannosyl(alpha-l,3-)-glycoprotembeta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcnpt vanant i, 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) [y i 

transcript variant 1 , mRNA . — 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) ^cr az), 
transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcnpt vanam nuoiccu 
tzene encoding mitochondrial protein, mRNA . — . 


NM_033657 


Homo sapiens death associated protein 5 (UAPij, transcript vana.ii 1, iiuwuu 
eene encoding mitochondrial protein, mRNA _ — 


NM_001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage senne esterase 1) 
fCESl^ mRNA — — 


NM_004287 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcnpt 
variant A, mRNA — ; — 


NM_054022 
NM 002906 


" Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcnpt 

variant B, mRNA — 

Homo sapiens radixin (RDX), mRNA — 


NM 001004 

NM_0 18644 

NM 022145 
NM 013363 
NM 033119 


Homo sapiens ribosomal protein, large P2 (RFLiV), mRNA 

tj™-™ cfmipnc; rihosomal t>rotein, large, PI (RPLP1), mRNA 

Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltranslerase P) 

rB3GATl"), transcript variant 1. mRNA __ 

Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 

Homo sapiens procollagen C-endopeptidase enhancer I (p lOLCfcZ), mKMA 

Homo sapiens naked cuticle homolog 1 (Drosophila) (IMKJJl), mRNA 
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NM 0204^9 


T-Tfvmr* csni pn c r*nlr , iiiTii/r"a1tTir*riiil*iT"i_Hpripnr1p'nt "rvrotpin Vitiqcp T^~y /V A TV/f*Rr 1 fri 

1.XKJL 1 LKJ oaplvllo \-«aiV^l 11111/ L/ClllilULlLlllIX~VaGLJCAXVAt'Xll L-JilALt/ill IVAlldoC XvJ \^V^.TV1.VAXV 1 VJ y, 

mRNA 


NM 032158 

X ~ X VX V »J 1J u 


FTnmo sar>ien<? NOT 1R? nrntpin fi\TOT 1R2^ mRNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIGl), mRNA 


NM 018044 


Pnmn sanipns "MOT 1 R nrotpin fNOT 1 R 1 rnPNA 

XALFlllU oopiCllo INV^/JL/Axv plUlClll \xS\JJL^xJ\.J i IIIXVLN^A. 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51 175), mRNA 


NM 014?^Q 


xioriiu bapiens cuKaryonc traiisiauon lniLianon iaccor zo, suDunii ^ ^oeia, jyisuj 
fFTF?T39i mRNA 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 

llailavvlipi Vallalll oliun, IIlIviN/\ 


NM 00QSR7 

ANAVA w/JO / 


xjlohiu adpienb lectin, gaidciosiue-Dinuuig, boiuoie, y ^gaiecnn y ) \jL,\jjt\\.j^y j } 

tran^PTint vaTinTit 1 nn cr mRNA 
u aiio i|jt vciiiciiit lung, iiixvi 


NM 001187 


Homft co-pvipT-jc mplannma jurHcrpn /T-i A (^rPA mRNA 

XJLXJXIXVJ OUplC'liO 1J IJ.lV'IClllvylllCl ullLI^U/Il ^JJil-VJl-/ y ? IIUVL liT. 


NM 02716^ 


Homo sariien^ casna^p Tfcniilmpnt Hnmain familv mpmhpr 1 S ^PARD1 

11V/111U 0U|J1V110 VU3|^aOV X VVl Lll Ullwll L- UUlllUlil XCXlXXXXy^ XXL\sXXXU^X X *J I Vy/XlvL/ 1 J 1, 

mRNA 


NM 0147^3 


Wnrno ca-niprj c pnHn^nmp-nQQnpiafpH FYVF-Hnmain nrntfin /'T^TsTT^OPTNn mT^7\TA 

X- x.\-Ji.li\J ocxij iKsX lo v^llvJ-VJoVJlllv aooUl/lal^U A x v l_* VJ.WII la.il l |j±uidll \^1_>1. N -L/ v_/X AJL> y 5 111X\_IN^\ 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


NM 006440 

1NAVA vvU't'tv 


xiumo bdpicnb iniorcuoAin reuucidse oeid. mx\iN/\. 


NM OOSRn"^ 


rnjiiiu bapiciib ricur ucpiixiciiai ucn iTanoiorTiimg gene i ^injdx i miviN/\ 


NM 0091 1 Q 


t— I/™4Tn^ o qy*\i c rnoiAr nictn^ATYTno+il^ilit^/ rnmnlov /since 1 1 T^i^ oItnVio /TCJfT A 

xxuinu t>dpieno major msiocompatiDiiiiy complex, ciass n, xjkj aipna ^jtll/y- 

IW/l^j 1 i iXVJL > Z\. 


NM 021908 

XNXVA X _7 W O 


xxuinu aapiciio bupprcddiuii ui LUixiorigciiioiiy / i / j, transcnpi variani u, 
mRNA 


NM 018412 


AJLvlllO odpiCila oU.pjJICc»blL>H Ul LU111UI lgCIllVliy / 1 / J f UdllbL/IipL ValldllL a, IllXVlN jt\. 


NM 054020 


Homo <;anien<; riiitativp ion flnannel -nrotein PAT^PFR? /TAT^PFR?^ m"RNA 


NM 053281 


T-Tottio ^ar»if»nQ Haf*H^HiinH Vir^mrvl ncr 0 ^FirnQn-nlnila^ ^T^Ar^W7^ -mRNA 
xwjxxwj aapiviio uawiioiiuiiu iiwiiiuii^g, ^jLynj&u|Jiiiia^ ^L/r\.v^ii^. ^ ? liiXvi^ 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


NM 0^07Qfi 


Homo campnc >i\/r»rkfhi» final nmfpin XSIC In 7r\ ^ fiAV O S 9 7 ^^i^i^T : ^7'P ^ ^/ : ^zn<^^R99^ 
mRNA 

1 1 ll.V_L \ A 


NM 025117 


Homo «sanien<; Vivnothf»tira1 nrotein FT Tl 1 R71 *HRT T1 1 R71^ mRNA 

liuiliu oaLJiwilo lljr lJ\JlllC»Lloai JJl^JLClll x. J_»J 1 A O / 1 A_<J 1 I O / 1 J, IllAViN^V 


NM 014893 


Homo <5anien<5 KTAA00S1 nrntpin HCTA A00S1 i mRNA 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 
mRNA 


NM 053055 


Homo saniens C-terminal modulator nrotein ^r^TTVTPi mRNA 


NM 021212 


Homo saniens HCF-bindinff Iran <;crir>t ion factor 7Vianpfei T7Fi mRNA 

avihv oct|^x^xio livi UlliUillg LI Ctlxo^l lyj \,l\JLX XCl\s LU1 /^llullglvl ^Z_iX lllAvAizV. 


NM 007237 


Homo saniens SP1 40 nuclear hodv Tirotpiri ^9P1 40 1 mRNA 

*av/iiiv oapiwiio L>1 l"Tv llUvlbal UUUj L^l vJ lv 111 ^ OA l*tV lllXVlix*. 


NM 006368 


Homo saniens cATVTP re^non^ive plempnt ViinHina nrotein ^ flnmani fPRFR^ v 
mRNA 


NM 005759 


Homo saoiens abl-interactor 12 f£>H3-containmfr nroteini TATP-1 i mRNA 


NM 052966 


Homo saniens chromosome 1 onpn rpaHina tramp 94 1 or"P?4 1 mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NM 003017 


Homo sampnss snlicinfr factor arcrininp/Qpri"np-.Tir»li ^ /'^FR^'^^ mRNA 

iiv^uiu oajJlV/llo ojJIXl/XXXg XaLlUl, ai gllllllw oCl 11 1C"I IV^H «J ^Oi XvOJ /3 llXAViN^V 


NM 006289 


Homo saniens talin 1 fTT N1 i mRNA 


NM 000970 


Homo sanipns ribosomal ■nrofpin T f\ ^RPT f\\ mRNA 

xx\jxxi\J oupiwlo 1 1UUdU111£11 JJ1 Lv/111 A— 'VJ ^A\_IT X^tKfJ 9 111 r\. 1 N x\. 


NM 003973 


Homo sanipns ribosomal nrofpin T 1 4 fRPT 1 A\ mRNA 

xxviiiu oayiuiio X iUVJovlllal JJlVJLt^lAl X/lt ^ A vXT Aj A / 5 llJJCvANzv 


NM 001361 


Homo sanipns HilrvHroorotatp HpTrvHrotrPTiacp rT^iHOFiTT^ nnr , 1*=»5ir crF*r\f> t*nnr\Air\cr 
xxkjxxxkj oajJiv^uo vxiiiji' ui VJvJl vJLdlC UCIiyVAl UgCuaoC \XJ xi\J xJ xx ) .y IlliivlCar gCllC CIliyOLllIlg 

mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1 ), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 I 
NM 053067 I 


Tomo sapiens ubiquilin 2 (UBOLN2), mRNA — 

t™™ sapiens ubiauilin 1 (UBQLN1), transcnpt variant L, mRNA . 




NM 013438 1 
NM 032115 I 
KTM 051284 1 
i 

NM 053278 1 
NM 053276 1 
NM 032649 1 
NM 053012 


too sapiens ubiquilin 1 (UB0LN1), transcnpt variant 1 , mRNA 

lomo sapiens potassium channel, subfamily K^nember 16 (KC^16) mRNA, 

iomo sapiens WAP, FS, Ig, KU, and NTR-containmg protem ^wi-^;, 

3omo sapiens G nrotein-coupled receptor 102 (GPR102), mRNA 

Homo sapiens vitrin (VIT), mRNA . NA 

Homo sapiens glutamate carboxvoeptidase-hke protein 2 (CPGL2), mRNA 

Homo sapiens hypothetical protein CLOC1 14137), mKNA 


NM 003268 
NM 053005 
NM 052889 
NM 024740 
NM 015721 
NM 003730 


H ^ ^pi^ns toll-like receptor 5 (TLR5), mRNA 

Homo sapiens HCCA2 protein (ii<_CA2), mKJNA _ — 

Homo sapiens CARD only protein (COP), mRNA . 

Homo saniens disrupted in bipolar disorder l ^Ibbl mKNA 

F oap ie. s pem fnuclear oreanelle) associated protein 4 (U*jyiim>, mRNA 

Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA _ 

Homo sapiens Is superfamily receptor LNIR (LN1R), rnKJNA _ 




NM_022358 

NM 022576 
NM 018269 
NM 015915 


Homo sapiens potassium channel, subfamily K, member id \\ ASK-5) 

fKCNK15), mRNA 

Homo sapiens phosducin (PDC). transcript variant PhLOPl, mRNA _ 

Homo sapiens SIPL protein (SIPL), mRNA 

Homo sapiens spastic paraplegia 3 A .autosomal dominant) (SPG3A), mRNA 




NM 053036 
NM 053016 
NM 053057 
NM 052838 
NM_032034 

NM 031899 


Homo sapiens G protein-coupled, receptor vvjrix/^, "^-^ — 

Homo sapiens paralemmin 2 (PALM2), mRNA . _ J 

Homo sapiens hypothetical protein (LOCI 14138), mKJNA 

Homo sapiens septin 1 (SEPT1), mRNA _ 

Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 

member 1 1 (SLC4A1 1), mRNA 

Homo sapiens eolgi phosphoprotem 5 (UULfH5), mRNA 


NM 018448 
NM_0 16952 

NM 053050 
NM 053045 


Homo sapiens TBP-interactmg protem (TIP 120 A), mRNA 

Homo sapiens cell adhesion molecule-related/down-regulated oy oncogenes 

CCDON), mRNA \ 

Homo sapiens mitochondrial ribosomal protein L53 (MKfL^),mRNA 

Homo sapiens hypothetical protein MGC14327 (MGC1432 /), mKiNA 

. • ,-r -nr. .1 iWACDXTk tyVPXT A 


NM 017680 
NM 003914 
NM 032387 
NM_0 19093 


Homo sapiens asponn (.s^tus. ciat.& 1 ; ^ 1, 21 _ — 

Homo sapiens cyclin Al (CCNA1), mRNA _ 

- H-rr- T»«t«n kinase, lysine deficient 4 (PRKWNK4), mKNA _ 
" Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1AJ), 




NM_021027 


~ Homo sapiens UT>P glycosyltransferase 1 family, polypeptide A9 (UGT1 A9), 
niRNA ~~~~ 


NM_0 19076 


' Homo sapiens UDP glycosyltransferase 1 family, polypeptide AS (UUi ia«), 
mRNA _ , . ^ ■ 


NM_000463 

NM 016608 
NM 016607 


" Homo sapiens UDP glycosyltransferase 1 tamily, poiypepuuc m iuu x , 

mRNA ■ 

Homo sapiens ALEX1 protein (ALEX1), mKJNA _ 

Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 
NM 014782 
NM_001072 


" Homo sapiens SPTF-associated factor 65 gamma (STAF65 (gamma)), mRNA 

Homo sapiens armadillo repeat protein ALEX2 (AL.EX2), mRNA 

Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA — ■ 


NM 000405 


Homo sapiens GM2 ganelioside activator protein (GM2A), mRNA _ ! 
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NM 001975 


Homo sapiens enolase 2 3 (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1, (alpha) (ENOl), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 1 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


J.NJLVJ. \J\J^ J7 *J ^} 


Homo ^aniens cadherin 15 M-cadherin (mvotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


iNlVi._U D zo i y 


TTnmn QanienQ ra<;na<;p rerniifment domain nrotein 14 (CARD14V transcript 
variant 0 mT^N^A 


NM_024110 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 1 mRNA 1 


NM_032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD 1 1), 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


IN 1VJL \J*J U\J\J\J 


Homo saniens serine/threonine kinase 22B (sDerrniogenesis associated) 
(STK22B), mRNA 


TsTivf 

iNIYi \J 


Wnmo <;anien<: freauentlv rearransed in advanced T-cell lymphomas 2 (FRAT2), 
mRNA 


NM_006922 


Homo sapiens sodium channel, voltage-gated, type HI, alpha polypeptide 
(SCN^A^ mRNA 




Homo saniens heat shock 70kD nrotein 5 (glucose-regulated protein, 78kD) 
(HSPA5), mRNA 


NM 003777 


Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAH1 1), mRNA 


NM 013^82 


Homo sapiens ubi qui tin-like, containing PHD and RING finger domains, 1 
(UHRF1), rnRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA i 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA i 

r _ . \ 11 — — 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 

1N1VJL V 1 / \J 1 mS 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM 016000 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 
(MtCCA), mRNA 


NM 015989 


Homo sapiens cysteine sulfonic acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 


Homo sapiens insulin-like 6 (1NSL6), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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NM_052996 1 Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 Homo sapiens Usher syndrome 3A (USH3A), mRNA 


NM 007110 j Homo sapiens telomerase-associated protein 1 (TEP1), mRNA 


JNJVl 033656 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 2, mRNA 


NM 018963 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1, mRNA 


"KTX X ^1 10 1 O 

NM 01781b 


Homo sapiens WD repeat domain 8 (WDR8), mRNA 


"KTTV X AT) /TZT^ 

JnM 033662 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


■vt\ jr r\ 1 a f f~ r\ 

NM 018669 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1, mRNA 


NM 017883 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


NM_052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 2, mRNA 


NM_005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1, mRNA 


NM 005697 


Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA 


"V TTl A~ r\{\ A C> /~ f 

NM_004866 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1, mRNA 


NM_05zo22 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 2, mRNA 


NM 052811 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 2, mRNA 


NM 005798 


Homo sapiens ret finger protein 2 (RJFP2), transcript variant 1 , mRNA 


"KTTV X AOOn 

NM 052817 


Homo sapiens midline 2 (MID2), transcnpt variant 2, mRNA 


NM 012216 


Homo sapiens midline 2 (MTD2), transcnpt variant 1, mRNA 


NM 000/98 


Homo sapiens dopamine receptor D5 (DRD5), mRNA 


NM 000794 


Homo sapiens dopamine receptor Dl (DRD1), mRNA 


NM 000796 


Homo sapiens dopamine receptor D3 (DRD3), transcnpt vanant a, mRNA 


NM 033663 


TT- J * j_ T"V^ /r\T\ "f*v ^ \ • . ■ , T*"VT A 

Homo sapiens dopamine receptor D3 (DRD3), transcnpt vanant e, mRNA 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


NM 033659 


Homo sapiens dopamine receptor D3 (DRD3), transcnpt vanant c, mRNA 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


"X.TK x r\r\ a r\ i 

NM 004061 


Homo sapiens cadhenn 12, type 2 (N-cadhenn 2) (CDH12), mRNA 


NM_030622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 

_TT> "K T A 

mRNA 


NM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23.6), mRNA 1 


NM_052816 


Homo sapiens tripartite motif-containing 3 1 (TRIM31), transcript variant 2, 

T> TV T A 

mRNA 


NM_052812 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 2, 
mKlNA 


NM U52955 


Homo sapiens transglutaminase Z (TGM7), mRNA 


NM 052957 


Homo sapiens putative nuclear protein (NAAR1), mRNA 


-K TA AT ACIOC 1 

NM 052851 


Homo sapiens similar to RhoGAP (GT650), mRNA 


NM_03i229 


Homo sapiens tripartite motif-containing 15 (TRIM15), transcript variant 1, 
mRNA 


NM 018103 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM_052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (DL22RA2), mRNA 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule- 1 protein (VEST1), mRNA 


NM 052954 


Homo saniens cv^teine and tvro^inp-TifVh nrotein 1 fCTWRl 1 mRNA 

X1UH1U uUL/lwllu V ¥ JluJllv (U1U IY1 vOlllw X lull L/l Vlvlll 1 I V— ' X 1 J.V1 F, 111XVJL ill 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


"NTlVr (152934. 

1NXVX VJa»7J'T 


XXU111LI oapiCllC) oUllXlC OdlllCl ldlllliy Z,U, I11C111UC1 -7 ^OivVvZiUriy y ? IIUSJ.N xA. 


7SJTV/T 0^90^ 

IN XVX UJZ-7J J 


xlwlIlL) bdUlCilb ICbUii bpcOlllL/, Ij ^lOvJAiJj, IIxxSJLNjrV 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mRNA 

liXlVlN^V 


NM 052R91 

X N XVX V J^07X 


Wnmrt cam F»"n q rif*T"vrir1r*0'1"\/f*jaTi rfprtomitinn nrAfpin-T- nlTilici TYrf»r*nfcrvr 

XJ.VJ111U o£l|JXC^lXo pC-ptlUUgijr Odll ICOUgillllUll U1ULC111-X ~<IXLJX1C& lyX V/O IXX oUl 

(PGLYRPIalnha, mRNA 


NM 05288S 


Homo saniens KIAA05 63 -related gene (LOCI 14659 i mRNA 


NM 052887 


Homo ^anien^ Toll-mtprlp/iikiTi 1 "rpnpiitor C\ \ R • domain -non tainintr aHantpr 
nrotein (TIRAP i mRNA 


NM 052886 


Homo saniens mal T-cell differentiation nrotein 2 (MAT ,9 . rnRNA 


NM 052882 


Homo saniens zinc fineer imnrinted 3 (ZHvl3 1 mRNA 


NM 052880 


Homo saniens hvoothetical nrotein MGC 17330 fMGC17330i mRNA 


NM 052875 


Homo saniens hvnothetical nrotein MGC 1048 5 (MGC 1 0485 # mRNA 

lAViliU uWJ-rlVll>J ilj jy\JtllVLluUl pi Ulvlll IIIVJV/IV iv«/ ^ItlVJ V/ 1 U^U J J j 1 X 11VI li V 


NM 052874 


Homo saniens svntaxinlB2 CSTX1B2i mRNA 


NM 052863 


Homo saniens nutative cvtolcine Tiiffh in normal-1 rHTN-1 1 nYRNA 

-»-XVHiVr OUpivllJ UUlUUYw J t»-»IlJllv/ lllgll 111 11V1 lllitl 1 llllll X #j 11UV1 lx fti 


NM 052862 


Homo saniens hvoothetical nrotein MGC21854 fMGC21854i mRNA 


NM 052861 


Homo saniens hvnothetical nrotein MGC21675 fIVTGC21675f mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo saTiien<; hvnothetical nrotein 1VTGC909S5 rivfGC909SS^ mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


"NTM 052R42 

IN XVX \/J^.O*T^ 


"Homo QjvnienQ "RCT 9-lilr** 19 ^rtrnlinp rirhi fVKCJ 9T 19^ mPMA 


NM 052818 


Homo sapiens hypothetical gene CG0 1 8 (CG0 1 8), mRNA 


xNlvl_y Ji,J I*+ 


xiomo sapiens microtuDuie-associaiea protein 1 ugnt cnam d aipna 
(MAP1LC3A), mRNA 


TsTN/T 099R9Q 

AN xVX, \J4LjL OZ7 


xiuiiiu sapiens soiuie carrier iamuy i o ^soQium-QepenQeni uicarDOAyiate 

U. dliajJUl LCI J y IIICIIIUCI .3 ^iJXjV^I J/\J ^ IXXXvlN/A. 


NM 0188^S 

i. x ivx u 1 00 j j 


TJnmn Qnnien^ ol "PnptoTv TPpentot* "f5iTnil"v/ 1 Qiili'FnTnilv 1^ mpmhpr 1 /'OT^ITTI i 

x*wXJLX\J OupivllD UllaULUl Jf ItLCpiUl j XCLXililV X 9 OlXUXClllxLX y xVj UlCUll/tl 1 I V_/Xx. 1 JTV 1 1 5 

mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
comnonent 2) CSNTB2 f mRNA 

WV/lllUVlllwll L jL- J \^lJ\. ^1 X X-*^* /j llLlVlin. 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001 847 

X>iVX \J\J X 0*T / 


X XL/11 odpiCllo L/LIXlctgCXl, vjr|JC IV, dipild \j ^v/ULj^AU Ixallodipi VailallL jTV, xllxN-lN/x. 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM 033493 

X>XYX UJ JT-7 J 


xxijiiiu bctpiciib ucii ixivibiuii oyoic z,-iikc i ^x^xi oiwXSJi proLciiis^ [y^s lj ju L ) 9 
transcript variant 9, mRNA 


NM 0^492 


Womo Q^nienQ cell rHvi<;ion rvrle 9-liVe 1 rPTT^IT RTh nrnfpin^ rCT~ir~ 1 9T 1^ 

transcript variant 8, mRNA 


NM 0^1491 

X^IXVX V/J«J*T^ X 


TTomo QfmienQ rell division rvele 9-lilre 1 fPTT^T T?T7 nrotein^i rCFir^9T 1^ 
xtxuiuli bdpiciitv ocii uivisiuii uycic z.-iiivc i ^x iiojuxvii pruicxiisy \\^lj\^>al^ i. ), 

transcript variant 7, mRNA 


nm oh4qo 

XN XVX UJ J t T_7Vy 


xxuiiiu sapiens ceii division cycie z.-iiKe 1 ^x^ iiojuxvii proteins^ ^ljlzl l ) y 
transcript variant 6, mRNA 


1N1VX UJjM-oy 


nomo sapiens ceii envision cycie z-iiKe i ^Jri i oJ^KJi proteins^ \\,xJk^zl,l ) y 
transcript variant 5 , mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NM_001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 1, mRNA 


NM_005983 


Homo sapiens S-phase kmase-associated protem 2 (p45) (SKP2), transcnpt 
variant 1 5 mRNA 


NM_032637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 2, mRNA 


NM 021968 


tt • TTil 1 • . r- ' 1 y i /TT v1T"?T?\ TT» "XT A 

Homo sapiens H4 histone family, member E (H4FE), mRNA 


NM 002748 


Homo sapiens mitogen-activated protein kinase o (MArKo), mKJNA 


NM 003527 


TT TT/^T*» 1 , r» "l 1 \T /TT/*TJ|-i\T\ T>\T A 

Homo sapiens H2B histone family, member N (H2BFN), mRNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


NM 000998 


tt *1 "1 , ■ T O '"7 /T> T"»T 1 *H A \ ~T» -K X A 

Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


tt • • i f ~\ C- ' t Tr -t -g <-» /yr /txTrr 1 1 \ _T"» TvT A 

Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NM_021161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 
(KCNK10), mRNA 


NM 003944 


tt • i 1 • 1 • _.A— - i /pT7T T7"IVTT">T"» 1 \ ^T) \T A 

Homo sapiens selenium binding protein 1 (SELENBP1), mRNA 


NM 033649 


Homo sapiens fibroblast growth factor 18 (FGF1S), transcript variant 2, mRNA 


NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcnpt variant 1A, mKJNA 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcnpt variant IB, mKJNA 


NM 016279 


Homo sapiens cadhenn 9, type 2 (Tl-cadherm) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


NM__001786 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 1, mRNA 


NM 004361 


Homo sapiens cadhenn 7, type 2 (CDH7), transcnpt variant b, mRNA 


NM 033646 


Homo sapiens cadhenn 7, type 2 (CDH7), transcnpt variant a, mRNA 


NM 017734 


TT * 1111" /T» A T H 4TT~V"V T"* "V T A 

Homo sapiens palmdelphm (PALMD), mRNA 


NM 052832 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


NM 01S718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


T T • -I • 1~» « S S-* |Vv A X J * j O T*l "VTA 

Homo sapiens cyclm B3 (CCNB3), transcript vanant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


NM 019617 


Homo sapiens CA11 (LOC56287), mRNA 


NM_018398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


NM 01S319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


NM_0 14404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 
(CACNG5), mRNA 


TvTA VT A1 /J/IAC 

NM_0144Uj 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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fCACNGS") mRNA 


NM 004347 


Hnmn ^anien^ cfl^na^p S annntocic-rplatpH pvcstpinp nrotpacp ff^A^lP^^ ml? XT A 


NM 003862 

1 IJlTX UUI< 


Hnmn 9ar>ien<; firvrolilfi^t orowtVi "forinr 1 R fPfrT* 1 £^ tranQorint x/»ricm+ 1 mP IMA 

iiuiiiv ooj;iwio liuxuuidoL glUWUl laLlUl lO \X VJI XO^, UailblsilJJl Veil 1 all I 1, IIIJXJLNxjl 


NM 020770 


Homo sapiens cingulin (KJAA1319), mRNA 


NM 030778 

X ^11 VI wJw / / o 


Homo <;anien<; hvnothptipal nrntpin PRO! 331 fP"R01331^ nVRTsJA 

XXUliHJ odjjiv/iio Ily JJUlixdlOa.1 piOlClll X X\.v_/ iJJi ^x AvlJJl IlxX\J.N.rY 


"MM 004077 


xxomo £>d.picnb miioononuriai noosoroai protein JL/+-' ^lvjuKJrJL^fy^, irixviN/\ 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031Q61 


xiuiiiu bdpiciib Keratin associates protein y.z ^xsjvx/vt z/.zj, rnx\JN/\ 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 

Varidnt JD, IlixviN/A. 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), rriRNA 


IN ivl__U J j D 3 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 

VQrmtif 1 % -ml? "MA 
Vallcllll LJ y IILC\JLN/tl 


1N1V1 UJJj'tO 


xiomo sapiens potassium cnannei, suDiamiiy iv, memoer / (jM^JNlv /) 9 transcript 

Vd-llctllL JO , IlxXvJLN xA 


NM 033347 


xxuiiiu bapiciib puid.bbiu.iii unannci, bUDiamny iv, memoer / ^jn.v_,xNis» / j, transcript 
vaTiant A mRNTA 

V CXX XdXX I -£V, lillVl 1XL 


NM 033191 


Homn ^ar>ipn<i Vpratin a^<;opiatpH r»rntf»in Q A HST APQ 4.^ m T? TvT A 

JL xuiiiu oupiuiio xvv^x cXLXXX uOdv/vlalV/U pxVJlvXll J7 ^JN^£»JL7 Z7 it) , 1 1 1 Ix 1 » /*\ 


NM 033061 


TTomn ^ariipn^ Vpratin aQQoriatpH r»rrkfpin A 7 CIC APd mPMA 

J-XV-FXIIU OCX j^/X Vs_-XXo XV^X CI I XIX aOOVJUldLC/U |JX UIC111 *T. / ^ IV AA 1 *■+ , / J } 1 1 t IX IN f\_ 


NM 033188 


TTriTTin wnipn^i Vpratiti aQ^npiafpH "nrofpin A. S (\C AT^A mPMA 

XXU1HV Ou|Jlt'110 XV^X CX L 1X1 CXoovl^XCX LV^VJL pi \J LC ill *T.J ^ XX AA l *-r , J ^ IHl\| \ /-\ 


NM 033067 


Homn ^anipn«; Vpratin ?»«;^r*piatpH -nrr^tpin A 9 rtT AP4 0\ mPMA 

xiuiiiu oapivxio XV a txx i aooUwiaitu ^Ji \J tvllx *t.^ ^IvxIX H.Zi'j lliXviN xv 


NM 033059 


TTomn ^anipnQ Vpratin flQ<sr»pifitPfi "nrr^fpin A\A. fff APxl 121^ ml? 1ST A 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


nomo sapiens riDosomai protein jljo v ivri^j>oj, transcript variant l, rriKJNA. 




xiomo adpiens nuosomai protein ljo \i\ri-.jo) 9 transcript variant z, rruxJNA s 


NM 007909 

1 > XVI V/vf / £*\J Zs 


nomo actpiciib nuoboniai protein Lj j r l o 3 ^, rrLKiNxV 


NM 00099f> 

1 ^IIVI VJ \J V/ J7 J7 W 


rioriio bd.picnb riuosomai piotem Ljja v r\Jrl_>jO/vj, lTliviN/V 


NM 033637 

X >XVJl UJJUJ / 


nuiiio bapiciib ueid-iraubuuciii repeat containing ^jjIjvi^j, transcript variant I, 
mRNA 


NM 033345 


TTnmo ^anipns TPOiilntoT r>f* (^T_-r»rr\tf=»in cicm'allinrr R /"TJf^QSJ^ -rrtT?"MA 
liuiuu bajpic^ilo iCgulaLUl Ul vJ-piOlClIl blgllclllirig o y^lvvJooJ, IXlTvlN/V 


NM 033543 


Homo <?ar>ie"n«s hvnnthptiral nrntpin P901 OA 1 fTl 901 OA 1^ mPlMA 


NM 033186 

XIX TX Vs J 1U \J 


Hnmn ^finipn^ l^prfltin nQQr^piatprl nrr\tpin A 1 1 CXC AP4 1 mT?"M A 

X1U1UU oCLLJlv/llO xv WX CXUlXX CXOoLIOlCxLCLl piOLClll t.l J ^JN-.f^jt 1 J ^, 111 IX 1 N /\ 


NM 033050 


xxv^iinj bci^iwiib vj pioLciii-^/ou.picu. receptor y 1 ^vjrxv,/ 1 /, rnrviNx^v 


NM 032728 


Homo sar>ien<; rivnntr>piirfll -nrntpin \ACrC*\ 9Q9 1 ^lVrr^r^l 9Q9 1 ^ ml? XT A 1 


NM 032910 


Homo ^anien*; hvnothpHral nrotpin T t JiCrC % '\ A1 1f\ CMCrC*] A1 mPXTA 

xx\Ji.ll\J ocxj^/xx^xxo xx_y jjw tXl^llOdl ^/ILILClll 1V1\JV/1*tI JU ^lvlVJ v 1 H 1 J U J, H 1 f\ lNx*\ 


NM 032857 


Homo ^aniens mitocTionHrial HHoQnmfll nmtpin T HV/TPPT ml?XTA 


NM 032640 


Homo saniens hvnothetiral nrotpin MTtPI 0^9^ fM(~Tpi0^9rfV\ TnPXTA 


NM 032560 


Homo sapiens MSTP033 nrotein rMSTP033'i mRNA 


NM 032524 


Homo saDiens keratin associated nrotpin 4 4 ffCT£TAP4 4.^ mP "MA 


NM 032351 


Homo S aniens mitochondrial rihosomal nrotpin T 4S HV/TPPT A^ ml? 1ST A 

xxv/iiiv/ oupiwiio xxxx Lwviiwiiui Xcxx i lUVJoUxlxtli yJi. kj LC11 1 Ut J ^1V1 rv i 1 ) } IIlXvJLNiA. 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sanipns liridinp-pv+iHinp lri-n^cp 1 /TTPTTI^ mP\TA 
AAviiivJ oaiyi^iio ui iviiiic-t/y iivllllC JviilabC 1 ^ LJ v_^rv. 1 J y 111XSJ.N /\ 


NM 031289 

X ^1 1VX \J X \J J 


TTnmo Qanipn s nvnotVipripnl TYrrvtpin AAClf^'X 1 Af\ (^AC^C^'X 1 A&\ r^PMA 

-tJ-^'A-i*^' 00.1^1^110 ixjf pvJlllCLlvd.1 piOlCill lVlvJ^ J) 1*+U v ivxvJV_/J I^tOJ, nLKJN/V 


NM 031269 


liuiuu ^djjx^ixb 1 x\w 1 JOU piOLCin \x X\\J 1 j OO ) 9 IIlxvIN/Y 


NM 030975 


xxv^iiiv^ oaiyiwiia rvwiaiiii abbOUldLCU protein ^XVXvX /\Jry .j/J, rTtlVxN/V 


NM 030817 


TTnmo sanipn*? n\mntVjf»tir»«al Tvrrktj»-i« TWT4 r 7r%A'\AT4f\'\'\ Q /TMVT7'7T>/t'3/l'CO'2 1 Q\ 
riuiiiu oapicna iiyponiCLit'al pxoicill IJIsJr /^Jj i -rJHr\J3 10 t^i Jiv r/,r^f ,i^f rtjj> 10), 

mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NM_022469 


tt ~ - _ v«rt-k/\+Viafi'n*s1 i-»r-rt+o<-ri T7T T71 1 cimilar to rvrAtpm related to 33 AC 

JHLomo sapiens hypothetical protein ri^j^i i7j Miniiai iu piuicm igmitu w xv^v^ 
ana cer Denis (r u z i i so j, mrsdN/\ . 


NM 022344 


rlonio sapiens protein Kinase lNjmu-rvi ^i>i jivh_/ iiixvi^^ 


NM 002924 


rlonio sapiens regulator 01 vj-protein Mgiiaimig / vx^^- 10 ' )•> m-ivj-^-r* 


NM_020402 


rlonio sapiens cnoiinergic receptor, niL/oiiim/, mpim puiypopm^ iw ^lAiu^viwy, 

mKJNA 


JNM 015420 


tjaida canine m<rP7PS 640046^ nrotein fDKFZF564O0463\ mRNA 


INM 016355 


U/vrv^ conipnc Vinr»n?S6 ATAtPlTT OC5 1 202^ mRNA 


NM 0203 /0 


Ua^a conipnc Tvrrktpiri-rAimlpA 1 rerentor 84 ( CtPR 84^ TTlRNA 

xiomo sapiens vjt protciii ouupicu ic^cpLv 1 ! o*t ^vut;, • lj - ax ^-^ *. 


NM 01901b 


TJrtrviA contanc V>\rr»rktVll»ti r^l T\r AfplTI ^T<T T90261^ TTlRNA 

iioino sapiens nypoLiiciiL/d-i piLiLcm x^j4*\s^>\j ± jy nu^ixv. 


■V.TJV A A1 70T) 

NM 01 /o/2 


Ur.-mn ronipnc Vi \rrv rkfh ti r ^1 nrntpin FT T20S46 rFLJ20546^ ttlRNA 
iioino sapiens nypoLiicu^oi pujicm x j— «j ^f-t\j \x ajj^u^-tu^, iaaa> ^ v 


"H.TK VT A1 OTTO 

NM 018373 


u nmA Mr ,: p1 , 0 "U*mntnf=>tir»ci1 r\rr\\p>\r\ T7T T1 1971 fTHLT1 1271^ mRNA 
xiomo sapiens nypoinciiL'd.i pioicin -r h^/i ^j. a x^* / !/> ^j. 


NM 018277 


jtiomo sapiens nypoLnciicai proLcm rijj iu7jz. v.- 1 a \j ^ ~> j, xxj4.xj.^^-». 


NM 018242 


u«mA nnnipno Vi\7Tvrtfhpti pnl nrntpin FT T10847 fFTJFl 0847^ mRNA 
nomo sapiens nypoincLiL'ai piuiciii itjuj ivon / x^o iuut / ^ 9 imvi^iT. 


NM 016055 


TT rt «-,A co«ifttic -rvnif ^»r«Vir»-nrlr-ici1 riV»ACrtmnl "nfotein T 48 riVTRPT >48^ TTlRNfA 

rromo sapiens jniiocnonuricii nuuauniai pivjL&ui ijto v- LV - I - LNJ - ■ L/TU /5 uuvi,i *- 


NM 016466 


Homo sapiens nypotneiicai proicm v- L,v ^' v ^ J iZ «^ A /? nixvi^-rv 


"KTTV X AI A AAA 

NM 014099 


JnLOmO sapiens Jr rvw I /oo piuucni ^jtxvv_/i /uo^, iiixvi^^w 


NM 014964 


tt ATM a C n n ; PT , c ttt A A 1 O^S r»rAtpiA fPCT A A 1 06^^ mRNA 
jcioino sapiens jsaj\x\i\j\)j pioLcni ^jvitltv i ^, 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


NM 014174 


rlomo sapiens xioxv_/i*tH' protein ^ni3rv w /i*+*+>, huuna 


NM 014156 


rlonio sapiens xjjsjt z^x Do^v-vu^to j proLcin ^l/ivtzji ju^wutuj;, xaixvi^^ 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


NM 015681 


Homo sapiens B9 protein (±5^), itlkjna 


NM_0 12301 


Homo sapiens atropiiin-l interacting protein i, activin receptor micicit/uiig 
protein I (ivlAAU ivjd J, niKiN/v 


NM 006856 


Homo sapiens activating transcription iactor / iiu\j.n^v 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C, rnKJN A 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, aipna o, jvjki^ ^t/oiiiicAui ju; ^ujao;, Liu^i^r^ 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NM_003184 


Homo sapiens TATA box binding protein ^lr&rj-associatea iactor, ru.\/\ 

1 TT T> 1 CA1rT\ /np A T70TD \ -m'D'MA 

polymerase 11, B, 150kL) (lArzrSj, mKJNA 


NM_003079 


Homo sapiens bWl/bMr relatea, matrix associatea, aenn aepenucuL rcguicnui ui 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 


NM_002815 


Homo sapiens proteasome (prosome, macropain) zoo suounu, non-Air<u>c, 1 1 
(PSMDll),mRNA 


NM 002577 


Homo sapiens p2i (UlJlsJNlAj-activatea Kinase z ^jr/vis^j, mx\j.N«rt. 


NM 003867 


Homo sapiens iioroDiast growtn iactor 1 1 (rur 1 mrsj>j/\ 


NM_003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
rnRNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 

T> "XT A 

mRNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_J)33500 


Homo sapiens hexokmase 1 (HK1), transcript vanant d, nuciear gene encoamg 
mitochondrial protein, mRNA 


IN1VX UJJ^O 


WfvmA cnnipAQ hpvnVinfl«?p 1 HTKl^ transcrint variant 4, nuclear eene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM 0^640 


TTomo ^anipn^ SPAN Hnmam-pn'ntflinin c 7 fSPANT}'^ tran^crint variant 6 

J. XVJ1 1LKJ oClUiWiu UV^ikl> VXvJIlldlll L/VJiXLoXlXIll ft — ' ^Uvyixiii/Xi UCUloul 1UI Vol iullt Uj 

mRNA 


NM 033636 


Pfnmn ^anipn<s S1PA7\T Hnmain-f nntainino 9 fS»P ATM I }"?^ tran^nrint variant 5 

mRNA 


NM 033635 


Homo ?ar>ipn<! SPAN domnin-nontflinincr 0 /^SPANT)?^ tranQf/rint variant 4 

mRNA 


NM 033634 


TTomo 9anipn<s SPAN domain-oontainincr 0 ^SPAlSl 1 fran^cvrint variant 3 

xxyjixiKj ocipiL/iiij u^/iili uvjiiicixii ouiiLaiiniift *- ^u\^/ii'ii-'i< y, ucuiovi ipt vai lain, ^j, 

mRNA 


NM 033633 


Homo ^aniens SPAN domain-ciontaimncr 2 fSPANT)2^ tran^crint variant 

AAUHlv OOL/lvllu UVi li 1 UwillUlll VvfllLUllllllg 1 U ViU 1X/A< ^ UUllOvl 1|/L V (U lull I y 

mRNA 


NM 022050 


Homo saniens SCAN domain-containing 2 (SCAND2^ transcrint variant 1 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 0TM09 


Homo saniens PTEN induced nutative kinase 1 fPINKl^ mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


TTomo 9anif*n9 Ac-HIcp trans:nn«;ahlp plpmpnf TAT TT^ mT^NA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


1 > JLYJL UUZ, 1 1 — ' 


7-fr*mr\ cam f»ti c n py l<h" n n cp ^ f\x/T"iif"£* r*f»11 i ^HTK"^ i ni ir*l ^cit o^a-n^ F»nf*nfli"no" 

X XUlllW odXJldlo HC/^VVJlSJ.llclot/ _> yWllllC L/Vvll y \^X XJ7V_> y j lllXOJ.C'ClX gCllw CslIl/UUlllg 

mitochondrial nrotftin mRNA 

1111 ll/vll vllUl 1U1 pi vlvlllj 11L1V1 "tlx 


NM 000188 


TTomo ^anien*? hexolcina^e 1 (TTTCl^ tran^orint variant 1 nnnlpar ppnp pnnodinc 

iiuii i\_/ cjclvj i t/iio iiwAvAJiiaov x f ijuvi j 3 uaiiowiiut vai lain i 3 nuv/iv/cn &wii^-< vJiivWULiit 

mitocbondrial nrotein mRNA 

ill! I>V WllVllul 1U.1 1 9 11UV1 11 1. 


NM 004728 


Homo saoiens DEAD/H CAsn-Glu-Ala-Asn/His^ box nolvnentide 21 rDDX21^ 
mRNA 


NM 022148 


Homo sapiens cytokine receptor-like factor 2 (CRL.F2), mRNA 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NM 016428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 018475 


Homo sapiens TPA regulated locus (TPARL), mRNA 


NM 020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25), mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3) 5 mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


TTomo sflnipn^ rhrnmn^omp S nnpn rfadincr framf* f\ ( PSorfWl mPNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 11 open reading frame 21 (CI lord), mRNA 


NM (V^SOR 


TTomo QJiniPtic cylnr*r\lnri n cp (\\f*^v c\\t~\r\ qcp A. Tina'hiT*i'f*\/ Ancpt Hiahf^t^c t^f t"Vif* vniino 
x ivjiiivj odj^n^iio uovjruiiia.ac ^iic>A.iJiviiicioC *t, iliciLLii l Ly uiidci uiaucico \Jx Lite yvjixxxg 

2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 033507 


XXUIIIU oaJJiCIJ.o UL/UKJIlaoC ^IlCAOiSJXlabC H, Illd-lUlliy OIloCL UlaDCICo Ol LI1C yOUilg 

xi 1 CtPTC i tranQfrmt x/Jiriiint m "ir*1 f^ar ctf*y) f*nr*nr\incr ■m\ir\r*\\f\r\Ar\vi] nrnfpir 
J \VJ\^l\.yj LXdlloC'l 1LJL V till all t Z-j liuv^lwal gv^Jit; WlluUUlllg llilLiJl^lllJllVXllai piULCill, 

mRNA 


NM 000162 


Homo ^anien^ O"liinolrina^p rhp"X"ol<"ina<;p A matiiritv nn?pt HiariptPQ of* thf* voirncr 

2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI),mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBXQ4), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant U mRNA 


NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP 10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NM_018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
4, mRNA 


NM_033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
2, mRNA 


NM_001083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
1, mRNA 


NM 000189 


Homo sapiens hexokmase 2 (HK2), mRNA 


NM 033185 


Homo sapiens keratm associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratm associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM 033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2, mRNA 


NM 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 1, mRNA 


NM 033506 


Homo sapiens F-box only protein 24 (FBXQ24), transcript vanant 1 , mKJNA 


NM 012172 


Homo sapiens F-box onlv protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003S13 


Homo sapiens a dismtegnn and metalloprotemase domam 21 (ADAM21), 
mRNA 


NM_003814 


Homo sapiens a disintegrin and metalloprotemase domain 20 (ADAM20), 
mRNA 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


NM 002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM 014005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 1, mRNA 


NM_031882 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 2, mRNA 


NM_018898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 1, mRNA 


NM_031S83 


Homo sapiens protocadnerin alpna suDiamiiy v-, ^ ^rujjnAuz;, transcript 
variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant l, mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1 iriRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NTVf 039407 

IN AYX \J~J Z.*"T V/ / 


l-Tomo Qarvipn^ TvrotoparllipriTi cramma Qiihfarnilv f"" 1 5 /^(^TYTT('"ti'"^S i fran Qr"H"nt 

XJLUXUVJ oupiL-llo JJ1 ULUUaUllCl ill g CA 11 XI lid OiXUXClXlill jr J ^X vX/llVJV^ J K IX CXllOOX 1 LIL 

variant 2, mRNA 


NM 018929 

X nx»x \j a \j y a* y 


Hnmn saniens nrotor.adhprin cramma ^nbfamilv C* 5 fPi^TYHC'Tf^S^ trari^p/ri'nt 

variant 1 5 mRNA 


NM 037406 


Homo saniens orotocadherin eanima subfarnilv C 4 rPCDHGC4 1 transcrint 

ixi/iiiv/ ju|/iv»w pi u wuui ivi m guiixiiiu utii/iuiiiii y v_>* 2 r ii \yxyxx\j jj uaiiowiiui 

variant 2, mRNA 


NM 018928 


Hntnn samens nrotocadhprin pamma ^iiihfamilv f" 1 4 fPC^DHOC^Vl 1 tranQP/rint 

A A VJ11 IvJ OCXiyxwllO IJ1 V.J LvvCILIIIVI All K^CAAAlAl ICX OUUlCHlUlj j *T ^A \«/X/XX\J \^r~TJ} Ul Cll io^l 1 LJ L 

variant 1, mRNA 


NM 032101 

X^IXVX UJij 1 V i 


Hnmn saniens nrotocadherin cramma subfamilv H 7 fPf^DHCrT^ i tranQprmt 

A AVJlliU OtX^y Iwllkj LJl vU/W(IUUvl 111 gCLllAAllCt OlAUACAlllllY U } / 11 V^JL/I A VJ X.J / 1 j UClllOwllL/l 

variant 2, mRNA 


NM 018997 

XNXVX \J 1 O / 


Homo ^anipns typo top a HTi ptiti era mm a subfamilv 7 fPi^l^TJ('"TR7 i tranQPririt 

AAVJ111LJ iXxLyAWXlo LJ1 \J LVyv/iXUliv-X 111 11 11 lid 4JlAL/XC*llXll_Y 1_> 3 / IX V_^X_^XXVJX-> / Ij UL olloul 1LJL 

variant 1, mRNA 


NM 032099 

a^i av x \j *j ^7 ^ 


Hnmn saniens nrotocarTherin cramma subfamilv H 5 n^^i^Wf-rRS i trariQpri-nt 

AXVJA11W O Cl|V I ^1 lo ija VJLUwCHJll^l AAA gcllJXlilCA O LIU ACX1 111 1 jr AJj «J \^X V^XyllvJU J lj LI CUldvl XLJL 

variant 2, iriRNA 


NM 01 8925 


Homo ^anipns nrotopan'iiP'ri'n cramma QiiVifamilv R 5 ^Pi^I^TT^'tRS 1 franc: print 

11U1UU OdL/lWllO ^J1\J l\J\*>Cl\Axx\sX 111 fc^ClllXX iltx OLALJXtxlillljr XJ 5 »J ^X V_/X-/XXVJXJJ LI ClXloLvl X LI L 

variant 1, mRNA 


NM 0^2100 

J- ^ XtX \j X V/Vy 


Homo <?anipns nrotopadhprin crammta Qiibfamilv T-l 6 ^Pr^TjPTrrR6 1 tran crrint 

A AVJA11K-/ Otliy 1 V^llo piULU^aUllt-l 111 gCLlllXlKA OUU 1CX1111 l^y X->j \J ^1 \^X/1X>JX)U ^ j LXdXXOwXXLJL 

variant 2 5 mRNA 


NM 018926 

xnxvx vio/iiU 


TTomo QaTiipnQ TYrofopaHViprin tramma Qnlrfainilv "R 6 n^f^T*VHi'~TR^ i francpri'Dt 

XXUXXXU odLyiC-Xlo LXL V/1>L/WCIU11V^1XX1 gCxlXXlllCl oLAUXCllllllj' X-> 5 \J yx ^XyXXVJX) \J 1, tl dll&V-'l 1 U L 

variant 1, mRNA 


NM 032097 

x^ixvx vjz-uy / 


XXUX11VJ S>£xjJlt.llo LJX ULCIL/CxUXXC'X 111 ^aiXXXXld olXUXallllljr X_> ? _J \l V»/i/XXVJDJ J, LI dllbUl 1 jJL 

variant 2 5 mRNA 


NM 01S924 

X N 1VX V 1 0-7^*T 


T-Tomo caoi pti q "nrotopa/HipHn cramma QiiKfami'lv ^ / r T*('~" , r~jXJ/"~l n R *\ \ francrritit 

XXV/XXHJ OLAjJltllO |JX UlUUaUiltl XXX ^ClllXllla OtXL/XClllllljf ±-> 9 J ^r\_rX/AX\jD J I, Li dlloV^l 1|JL 

variant 1, mRNA 


NM 032096 


TTomo ^anipn^ Tiro topa fib prin tramma ^uTi Tamil v R 2 fPf^i^TTf~TrR2^ ir'anQprint 

A iUlllVJ OcALyil'113 \J Lv^\_/ClVwlllV_ 1111 gCAllllllCl ijLlL/ACZllllljr X~> y ^1 VX/llVJlJL ^ IX dllov^l 1L/X 

variant 2, mRNA 


NM 01S923 


Homo ^amen^ rirotocafTberin aamma <5nbfami1v H 1 rPODTTfirR? i tran^rrrnt : 

11UI11U OClLJl^llO L/l V/LV^WCXVIAAV'A AA1 ^Clll All ICi- O LAL/AC11A1A1 V A/j ^ IX V'X/llVJX/^> L LI CAlloV'l iUl 

variant 1, mRNA 


NM 032095 


Homo Qatiipn^ Tirotoparlbprin cramma Qiihfatnilv R 1 ^Pr^T^jTTrT R 1 ^ t-r a~n QPrirxt 

XXVJllAV^ OClLJlV^llo jjl UlUvaUllVl XXX g<xXllXllCA oLiLrXClllXXX y XJj X ^X VyX/XX\JI3 1 J ? LI CllXowl IL/t 

variant 2, mRNA 


NM 018922 

A > A* A V X U7^^r 


Homo ^aniPriQ nrotopaHTiPtHn cramma QiiVifamilv "R 1 fP(~* l~i TTf^rT^ 1 i trsn-\ cprint — 

X 1U111U OCXLAlt/llo LyX UlVVwCiUll&l XXX t^tilllX llcl oUUXCxllllX y XJ ? X ^1 \_/X^Xl\JX) 1 ^, LI OllOwI IL/t t 

variant 1, mRNA 


NM 032089 


Homo ^aTvipn^ ■nrotoparlbprin cramma ^lirifamilv A Q ^P(^ , T~jTTr*TAO i triinQprint 

11U1UU OCXLyiv/XXo ^Jl UlUUclUll^l 111 gcxllXlllcl olXUXClAXllljr ^7 1 X V^X/XX\JaV7 l ? LX dlloOl 1LIL 

variant 2, mRNA 


NM 018921 


Homo ^;ar»ipn<s orotoparlbprin cramma Qiibfamilv A 9 /Pr^FjTTO A 0 1 tranQpfmt 
iiuiiiu oaiyi^xio yJi \JLVj^dvj.nwi 111 gcmiiiici oLXLrxciiixxxjr -ix 3 j7 y^i \_-x_vxxv_J^\.j7 ^ 3 Li ciiioi/l 1L/L 

variant 1, mRNA 


NM_032088 


Homo saoiens orotocadherin eamma subfamilv A 8 TPCDHGA8 1 transcrint 
variant 1 5 mRNA 


NM_0 14004 


Homo satoiens nrotocadberin eanirna subfamilv A 8 fPCTDHOAS i transcrint 
variant 2, mRNA 


NM 032853 


Homo saniens hvnothetical nrotein FLJ14868 fF014868i mRNA 

llu k3CXiy lV<AAO lljr pUlllk'LlVUl piULvlll X J~*%J 1*TUUU ^X X^*l l"OUO 1 1 XXVX A 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM 03 9 0S7 


Homo ^aTiipriQ -nrotopaHTiprin cramma QiiVifamtlv A 7 rPf^T'iTTfx A 7^ H-ancr»-riT»t 

X AVJlllVJ OdXyit/XXo J-^l UlUL/aUHUl All ^Clllll llCX O LI L/ X <X1 ILLly /\ 3 / I X VyXyXlVJrV / l } LLuIXoLvxlL/L 

variant 2 ? mRNA 


NM_0 18920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1, mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NM_018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1, mRNA 
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NM_032054 


Homo sapiens protocadherin gamma subfamily A, b (l*(JDJiCjA:>), transcnpt 
variant 2, mRNA 


NM_018918 


Homo sapiens protocadherin gamma subfamily A, 5 (FCJUMCiA^j, transcnpt 
variant 1, mRNA 


NM_032053 


_ _ • 11 i_ /v .'1., A A /Tj/" 1 1 NTT/ 1 A A \ ff niir/>rmt 

Homo sapiens protocadherin gamma subfamily A, 4 (PCDHCjA4J, transcnpt 
variant 2, mRNA 


NM_018917 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHCjA4), transcnpt 
variant 1, mRNA 


NM_032011 


Homo sapiens protocadherin gamma subfamily A, 3 (FUDHUA3), transcnpt 
variant 2, mRNA 


NM_032009 


Homo sapiens protocadhenn gamma subfamily A, 2 (PCDHCjA2) ? transcnpt 
variant 2, mRNA 


NM_018915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHCjAZ), transcnpt 
variant 1, mRNA 


NM_031993 


Homo sapiens protocadhenn gamma subfamily A, 1 (PCDHUA1), transcnpt 
variant 2, mRNA 


NM_032092 


Homo sapiens protocadherin gamma subfamily A, 11 (FCJDHCjAI 1), transcnpt 
variant 3, mRNA 


NM_018912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHCjAI), transcnpt 
variant 1, mRNA 


NM_032091 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 


NM_018914 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHCJAI l), transcnpt 
variant 1, mRNA 


NM_032090 


Homo sapiens protocadherin gamma subfamily A, 10 (PCJJHUA1U), transcnpt 
variant 2, mRNA 


NM_018913 


Homo sapiens protocadhenn gamma subiamily A, 1U (r^uri^j/viu;, transcnpt 
variant 1, mRNA 


NM 019120 


Homo sapiens protocadherin beta o (Jt'CiJJti±so;, mKJN/v 


NM 018940 


Homo sapiens protocadhenn beta / (rCJJJtits rrusJN a 


NM 018939 


Homo sapiens protocadhenn beta o (JrUJJJtiJDOj, mKJN/\ 


NM 015669 


Homo sapiens protocadhenn beta j (rUJJrttSjj, itikjna 


NM 018938 


Homo sapiens protocadhenn beta 4 (rCL>J±t54), itikjna 


NM 018937 


Homo sapiens protocadhenn beta 3 (rCL>rLD3j 5 mKJNA 


NM 018936 


Homo sapiens protocadhenn beta 1 (rUJLm±>z;, mtsiN/v 


NM 013340 


Homo sapiens protocadhenn beta 1 (FtDUD i mKJN a 


NM 020957 


Homo sapiens protocadhenn beta lo {r^iJri& io), mKiN/\ 


NM 018935 


Homo sapiens protocadhenn beta id (JrUJUtlrsiDj, mKiN/v 


NM 018934 


Homo sapiens protocadhenn beta 14 ^jpcuj^ldi^, mtuN/\ 


NM 018933 


Homo sapiens protocadherin beta 13 (rUJDtUBi^;, mKiNA 


NM 018932 


Homo sapiens protocadhenn beta 12 (ri^jjjtioizj, mKiN/v 


NM 018931 


Homo sapiens protocadhenn beta 1 1 (rLDhb 11), mKJN A 


NM 018930 


Homo sapiens protocadherin beta 1U (rUl^xitsiuj, misJNA 


NM 031857 


Homo sapiens protocadhenn alpha y (rUUiiAy;, transcript vanant i, ttiivin/y 


NM 031856 


Homo sapiens protocadhenn alpha 8 (rCDflAo), transcript vanant z, mtuN/v 


NM 018911 


Homo sapiens protocadhenn alpna o (rLUnAoj, uanscnpt vanant 1, mj\i\/\ 


iNlVl \JD 10J/« 


Homo saniens nrotocadherin alnha 7 (PCDHA7), transcript variant 2, mRNA 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript vanant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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NM 031497 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 2, mRNA 


NM 018906 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 1 , mRNA 


NM 0^1496 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 3, mRNA 


NM 031495 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA 


NM 018905 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1, mRNA 


NM 031411 

1 tl'l V »y X » X A. 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 3, mRNA 


NM 031410 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 2, mRNA 


NM 018900 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 1, mRNA 


NM 031865 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 2, mRNA 


NM 018904 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 1, mRNA 


NM 031849 

X^iXtJL V/«y J. \J T *r 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 


NM 031864 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 2, mRNA 


NM 031848 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


NM 018903 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 1, mRNA 


NM 031861 

X ^ XTX \J X wVJ X 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM 031860 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 3, mRNA 


NM 031859 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


NM 015429 

x xtx \j x «iy ^ ~s 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM_031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
CSLC25A18') rnRNA 


NM 031442 


Homo sapiens brain cell membrane protein 1 (BCMP1), mRNA 




TJomo <;anien«; Ha<;ir Vi el ix -loon-helix domain containins class B. 3 (TBHLHB3V 
mRNA 


NM 023035 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1 A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NM 025239 


Homo sapiens programmed death ligand 2 (PDL2), mRNA 


NM 024859 


Homo sapiens hypothetical protein FLJ21687 (FLJ21687), mRNA 


NM 000575 


Homo sapiens interleukin 1, alpha (ILIA), mRNA 


NM 005348 


Homo sapiens heat shock 90kD protein 1, alpha (HSPCA), mRNA 


"NM 006900 


Homo sapiens interferon, alpha 13 (IFNA13), mRNA 


NM 023067 


Homo sapiens forkhead transcription factor FOXL2 (BPES), mRNA 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM 022119 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


NM 018665 


Homo sapiens DEAD-box protein (HAGE), mRNA 


NM 004614 


Homo sapiens thymidine kinase 2, mitochondrial (TK2), mRNA 




Homo <;»rnen«; solute carrier familv 17 fsodium-deDendent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 


NM 020309 


Homo sapiens solute carrier family 1 7 (sodium-dependent inorganic phosphate 
cotransporter), member 7 (SLC17A7), mRNA 


NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (Clorf6), mRNA 


NM 017444 


Homo sapiens chromatin accessibility complex 1 (CHRAC1), mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1A, 2 (Helios) (ZNFN1 A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 1 
NM 003235 1 
NM 001963 ] 
NM 007158 ] 
NM 007000 
NM 006947 
NM 006892 
NM 006760 
NM 006691 
NM_006572 

NM 006494 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 

Homo sapiens thyroglobulin (TG), mRNA . ^ 

Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 

Homo sapiens NRAS-related eene (D1S155E), mRNA 

Homo sapiens uroplakin 1A (UPK1A), mRNA 

Homo sapiens signal recognition particle 72kD (SRP72), mRNA — 

Homo sapiens DNA (cytosine-5-Vmethvltransferase 3 beta (JJMM13B)_, mRNA 

Homo sapiens uroplakin 2 (UPK2), mRNA 

Homo sapiens extracellular link domam-contamme 1 (XLKD1), mRNA 

Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 

(GNA13), mRNA _ 

Homo sapiens Ets2 repressor iactor ihkt nus-iM^ 


NM 006352 
NM 006082 
NM_005084 

NM 004999 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 

Homo sapiens tubulin, alpha, ubiquitous fK-ALPHA-1), mRNA _ 

Homo sapiens phospholipase A2, group VII (platelet-activanng iactor 

acetylhydrolase, plasma) (PLA2G7), mRNA 

Homo sapiens myosin VI (MY 06), mRNA . 


NM 004937 
NM_004212 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA , 

Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter;, 
member 2 (SLC28A2), mRNA — 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, caicmeunn- 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, caicmeunn- 
dependent 4 fNFATC4), mRNA rrTTTTT 




Wnmo saniens aldehyde dehydrogenase 3 family, member B2 (ALUht3i3Zj, 
mRNA : 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphonbosyl 
transferase and orotidme-S'-decarboxylase) (UMFis), mKJNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protem (TYROBP), 
mRNA 


NM 000367 
■MTv/f nni950 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 

Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA — — 


NMJ)02880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAr 1), 
mRNA : 


NM__003978 


Homo sapiens proline-serine-threonme phosphatase interacting protein 1 
(PSTPEP1), mRNA 


NM 003627 
NM_002557 


Homo sapiens prostate cancer overexpressed gene 1 (FUV1), mRNA 

Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVOPi), 

mRNA - 


NM_002541 
NM 000406 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (hpoamide) 

(OGDH), mRNA 

Homo sapiens gonadotropin-releasmg hormone receptor (UNKHR), mRNA 


NM 001979 
NM 001761 
NM_001190 

NM 000485 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 

Homo sapiens cvclin F (CCNF), mRNA . 

Homo sapiens branched chain ammotransterase 2, mitochondnal (fcsOA12j, 

mRNA 

Homo sapiens adenine phosphonbosyltransferase (APRT), mRNA 


NM 033514 
NM 033495 
NM_022436 


Homo sapiens pinch-2 (LOC96626), mRNA 

Homo sapiens KIAA1309 protein (KIAA1309), mRNA 

Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterohn 
1) (ABCG5), mRNA 
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NM 016333 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


NM 012412 


Homo sapiens hi stone H2A.F/Z variant (H2AV), mRNA 


NM 001897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4), mRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC57115), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo sapiens nucleosome assembly protein 1-like 1 (NAP 1 LI), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF) 3 mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 


Homo sapiens Toll-interacting protein (TOLLEP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NM_0 17443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 


NM 007359 


Homo sapiens MLN5 1 protein (MLN5 1), mRNA 


NM_030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


NM 020365 


Homo sarriens eukarvotic translation initiation factor 2B subunit 3 feamma 
58kD) (EIF2B3), mRNA 


NM 013432 

X^XVJJL. U JL J ~ -J <L* 


Homo saniens nuclear factor of kanna li&ht oolvnentide £*ene enhancer in B-cells * 
inhibitor-like 2 (NFKJBIL2), mRNA 


NM 003740 


Homo saniens notassium channel subfamilv K member 5 fTASK-2^ rK.CNK5\ 
mRNA 


NM 033311 


Homo saniens notassium inwardlv-rectifvinff channel subfamilv K member 4 
(KCNK4), transcript variant 3, mRNA 


NM 033310 


Homo saniens notassium inwardlv-rectifvinj? channel subfamilv K member 4 
(KCNK4), transcript variant 2, mRNA 


NM 016611 

X^XVA \J X \J\J X X 


Homo saniens notassium inwardlv-rectifviner channel subfamilv K member 4 

xxv/iJLivy ociuiviio uvkduoiuiii 111 vvaiu.1 y i vvui y nig viiuiuivij uuuiuiim y jlvj jiiivitiuvi r 

(KCNK4), transcript variant 1, mRNA 


NM 033360 


Homo saniens v-Ki-ras2 ICirsten rat sarcoma 2 viral onco&ene homoloiz 
(KRAS2), transcript variant a, mRNA 


NM 004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM 022442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


NM_021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1 , mRNA 


NM_003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI histone family, member 5 (Jtilro), mKJNA 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


NM 003510 


Homo sapiens H2A histone family, member D (tilAru), mKJNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


NM_033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CAbFs;, transcript 
variant E, mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CAbro), transcript 
variant D, mRNA — 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteme protease (CASPo), transcript 
variant B, mRNA 


NM_00122S 


Homo sapiens caspase 8, apoptosis-related cysteine protease (,CAbK&), transcript 
variant A, mRNA 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASF7), transcript 
variant beta, mRNA 


NM_033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CAbr/), transcript 
variant gamma, mRNA 


NM_033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (XJASf /), transcript 
variant delta, mRNA 


NM_001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CAfcr / transcript 
variant alpha, mRNA 


NM 001005 


Homo sapiens nbosomal protein S3 (Krbi), mKJNA 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM 013368 


Homo sapiens RPA-bmdmg trans-activator (RB 11), mKJNA 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LACj3), mRNA 


NM 005546 


Homo sapiens EL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


Homo sapiens inhibin, beta C (INHBC), mRNA 


NM_033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DuCKoL), 
mRNA 


NM 001917 


Homo sapiens D-armno-acid oxidase (DAO), mKJNA 


NM_001629 


Homo sapiens arachidonate 5-hpoxygenase-activating protein (ALUAdatj, 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-2-, receptor, surtace (AUKtsz), itikjn a 


NM 000683 


Homo sapiens adrenergic, alpna-zC-, receptor (AUKAZtj, mtuN/v 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mKJNA 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM 033277 


• 1 * . • sf A f~VT\ np\ T» "VTA 

Homo sapiens lacntm (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


NM_004823 


Homo sapiens potassium channel, subfamily K, member b (1 (^KCJNKo;, 
mRNA 


NM_002246 


Homo sapiens potassium channel, subfamily K, member 3 (1 AbR-ij (KCJNi^;, 
mRNA 


NM_032405 


Homo sapiens transmembrane protease, senne 3 (TMPRSS3), transcript variant 
D, mRNA 


NM_032404 


tt„«, a r* n -r-il a-** r* fron cm pmVkr'? n p rxmt&'zcf* cprinp 3 /'I k t\APRSS3 ) tranSCTl'Dt Variant 

iiomo sapiens transmemuranc proiease, scnnc d ^nvixxvoLj-^^, 1x01x0^x1^1 vaiicuu 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM_0 16234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


xNiVx_UUOOO D 


"HVvmr* canipnc cVvMrt cfotiir^ Virvmf^rVhriY /'^TTO'X' i tranQPT*int variant SlTTO"5vV) 
XlOrnt) bdjJlCXlb bllVJll bLalLUC IIUIIICUL/OA ^OIlVyYV^j LI allovl iyJ X vox lain OXIVyyvu, 

mRNA 


IN IV1_UU U 1 D 1 


Wr»mn coni p>n q cVirvrt ctciti irp» Vinrrn^rVhrw f STTfYX"" l tran Q Print variant STTfVX~a 
XxOIIlVX bctpiCXXo bXXVji L bldxLxIC IlUlilCLJUlJA ^OXlv/A-^j UalioOllLIL V (XL lain Jliwy\a 3 

mRNA 

1 1 XXVX ^ -TX. 


MM 006476 

INIVI VUUH / VJ 


TTomo <sanipn<> ATP c:vnfha<5P TT-h tran < snorrinQ r mitochondrial F0 comr>lex 
subunit g (ATP5L), mRNA 


mm oo6^s6 

lNlvx_UVJ VJ D J O 


Wnmn Qanipn*: ATP ^vnfhaQP TT-h tran^nortino - mitochondrial F0 COrtmlex 

XXwlIIW oupibllc A X X ojr 11 LI loots j XX ' IX CllloLJ wl VXXlt^ ? XXXX luUl l\Jl ivjx XCXX X V/ ^/Uiiiyi^Aj 

subunit d f ATP5TT* mRNA 

OL-IL/Ulil L VX \^-£V X X ^ X Xy j lllXvX^ta*. 


MM 09468^ 

XNXVx U^'rOOJ 


Homo ^aniens hvnothetical nrotein FT T22729 (FT J22729 i mRNA 

XXVJ1HVJ o<XJJXvXio Hjr |JVdrlXXC»HV/al |JlVJLwlll X _1 (J Z*^-> 1 ±— \X. J — /J t-t-t-t 1 *— J j 1 1XLNX. li 1 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


xN1Vx__U.j J'f D O 


llUIIlU bcipiCxlb IIUJoiHC LripilUbprid.La.oC ^IlLi.L/lCUbHJ.C LlipilUbpilaLC pjfl upiUJopildlilow J 

(TTPA^ mRNA 


MM 019144 


Unmn <;aTiiPTi<; R AT^6i*^ mpmhpr P nnrnapnp familv (R AR6d^ mRNA 

XXLJ111U oapl&llQ IVruJUvy) ill^l HUC1 IVTVO VJllV-/ VJ^W/llV^ XdXXXll _y ^XvTuLJ \J J ^ XXXXN-L^X^. 


MM 011996 

XN1VX \JJ L Z*Z7\J 


Homo <?anien<? RAR^IR memher R Af^ oncogene familv (RABSSB'l mRNA 

XXVX1XVJ OClJ^lwXXO XVTIXJ^ JXJ) XXX^XllUwX lVTlU Ullwwgvllv XClXIXlIJf ^XvTUJ ■mJ mJ M-J j j 'lU-u> *- 


MM 099S70 

xNxVX, J / v 


TTomo ^arnpn^i (^-tvnp (ralpium dpopnHpnf nafhonvHrate-Tecopnition domain i 

X XwXIXV-f uClUIt/lliD LVLIV I wAlvlUlli vXt'LXt'llVXt/XXLj \s(Xv \JKJV iV VX1 CL LV^ I wVUglll UU11 V^v/lliuill y 

lectin, superfamily member 12 (CLECSF12), mRNA 


MM 099R9S 

1NXVX. vZ.Z,OZ/J 


T-Tomo <?aTiipn<s norciininp i~N^061"\ mRNA 

x xui iivj ocxpxv^xxo pux wupxiib ^1VX VJ VJ X » 5 XXXXVX^XX. 


NM. 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


MM 016199 
iNlYl U J. CKj2-.£ 


l-Trfc-mn canipnc 1? ARld mpmlipr P AQ onpocypnp familv (R A"R1 4 i tnRNA 

XXv'lllVJ bctpiCllb XV-fA l J I't, lllClilUCl IVixO UIlLyUgClIC XCllllllJf ^IVrVXJ 1 "/j XlXXVX^ix^. 


NM_006331 


Homo sapiens C2f protein (C2F), mRNA 


xNivi__uu /UOO 


nonio sapiens protein Kinase v c/\ivix -aepenacnij caLaiyticj lnniuiior gaiiiiiia 
(PKIG), mRNA 


MM 000719 


jtiomo sapiciib pxoicm KinabCj ur\ivij:^-u.epcriucriL, L-did-iyLic, gctiiiiiia ^x x\jv-rv.v_^vj ^z, 
mRNA 


MM OO^O^^ 


T-Tr\mr^ caniAnc r p^pr\tni*-!jccr\f , i q tF'H -r>Tr\i"Ri"n r\f f"liP cvnanQP 4^1tTj (R APS"NTi 
XXUlIlvJ ba.piCllo ICL/CJJIUl abbUUJa-LCU. piL/LClll SJx LUC &yxia.pbC, *TJISJ-/ \ivixX ox^iy, 

tran^prrnt variant 1 mRNA 

lx axiow/X Xkxi vaxxaxxL x ? xixxvx^xv. 


MM 01964S 


T-Tomo <?anien^ rpppntor-a^Qoriatpd nrotpin of the ivnan^p 4^1cTx CR APSNi 
transcrint variant 2 mRNA 


MM 01110S 

1 >XVX UJJJUJ 


TTomo «;anien^ cborea acantbocvtosis ( CHAQ transcritxt variant A mRNA 


MTM 015186 


TTomo ^aniens cborea acantbocvtosis TCHACi tTanscrmt variant B mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VIPR1), mRNA 


"NM 030967 


T-Tnmo ^ar*ipn<: Vpratin a^oriatpd nrotpin 1 1 fTCRTAPI 1 i mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


MM 011 RRS 


T-TriTnr\ c^mfnc dfHf^t-Ri^HI CAmHrnmp 9 fRRS9 i mRT^TA 
XXVXlllvJ bdpicxio DaiucrxJicui oj'Xivxx uixit ^xxxjo^l* j j ixxxvx > rx 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


MM 0070R1 


WTrvm/"* conipnc niiHi y ( ni ir*1 «=»/xci r\ i"riTincr\Ti a tf» IitiIti^H tyioi f*t\r ^^i-tvTtP nrirktif 6 
XXUIIlVJ bapiCllb IlUUxA ^IlUUlCUblLlC U.ipiHJbpila.LC llllxvCU. lllv»lCLjr ./V < /~iypC 11WJ11X \J 

CNUDT6) mRNA 

\X ^ \J \-J X VJ J y X 1 XX VX > A. 


MM 01 11 1 7 
xnxvx. uijji / 


T-fnmo ^anipnQ liincr tvnp-T npll mpn iHranP-a^^opiatpd O"lvponrotpin ^T1 A -2 i 
xxwxiivj ocxpiwixo i ix lx £2 LjfLyv x ^cix xiiv^xxxu/x aii\* cijo\j\s lci\.\^\j. g|x y uvl/i twxxi y x x n y ? 

transcript variant 1, mRNA 


MM 006474 

rNlVX \J\J\J'-r I *T 


TTomo Qanipnc lnnc tvr\p-T ppII mpmlxranp-a , s<?opiatpH crlvponrotpin ^T1 A-9*! 

XXV7X11VX OdUlCllc ILXXig L^y L/t/ X l^Cll XlXv— lllL'l aUL/ aooUvlal^cVX O ^VJL/X VJ Lwlll ^i in. ^*y> 

transcript variant 2, mRNA 


MM 006975 

XNXVx UuUA / .J 


TTomo Qar»ipn<; cnlipincr faptnr aTcrininp/^PTinp-ripTi 6 f£l"RRS6i mRNA 

XXVJ111VJ btXpXCilb bpll^lllg, laVslVJl, dl 13IXIXIXW OV^X XXX^/"*1 l^/Xl VJ ^Ul XVOVJy 5 1 X XX VX N -TX. 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-1), mRNA 


MM 001 QS4 


XXvJlxlVJ octpiCllo vxxbwUxvllIl viUIliaXlx ICL/CiJlVJi laxiiity, XXXCIXXUCX X ^J_JX-/XV L J 7 LX dxlolsl IkJL 

variant 2, mRNA 


NM 013994 


Homo saniens discoidin domain receptor familv. member 1 flDDRl^ transcrit>t 

A^vlllV UUL/XWXXO VilOvVlvXlli VXV/iHUiiA X W» V £^ J. «j iXlVlXluVX X \ X/X/1V1 #j LiUXXUVl X^/* 

variant 3, mRNA 


NM_013993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1, mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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1 

NM_003048 1 

NM 001971 
NM 033412 


TlRNA — — r 

Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoiorm z 

fSLC9A2), mRNA — 

Homo sapiens elastase 1, pancreatic (ELA1), mRNA _ 

Homo sapiens hypothetical protein similar to CG7943 (MGC14836), mRNA ... 


NM 033420 
NM 033408 

JN1VL_U 1 Hj> y D 

NM 003918 
NM 001502 
NM 006362 
NM 033155 


Homo sapiens hypothetical protein MGC4022 (R321 84 3\ mRNA 
Homo sapiens hypothetical protein MBC3205 (MBC3205), mRNA 
Homo saniens dual adaptor of phosphotyrosine and 3-phosphoinositides 

(DAPP1), mRNA 

Homo sapiens glycogenin 2 (GYG2), mRNA 

Homo sapiens glycoprotein 2 (2ymogen granule membrane) (GP2), mRNA 

Homo sapiens nuclear RNA export factor 1 (NXF1), mRNA 

Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant D, rrud^A 


NM 033154 
NM 033153 
NM 033152 
NM 032946 
NM 022052 
NM_021808 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcnpt vanant 4, mRNA 
Homo sapiens nuclear RNA export factor 5 (NXF5), transcnpt vanant 3, mRNA 
Homo sapiens nuclear RNA export factor 5 (NXF5), transcnpt vanant 2, mRNA 
Homo sapiens nuclear RNA export factor 5 (NXF5), transcnpt vanant 1, mRNA 
Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 
Homo sapiens UDP-N-acetyl-alpha-D-galactosamine.poiypeptiae in 
acetylgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


NM 017840 
NM_0 17417 

NM 004261 


Homo sapiens mitochondrial ribosomal protein L16 (MRPL16), mRNA 

Homo sapiens UDP-N-acetyl-alpha-JJ-gaiactosamme.poiypeptiae in- 

acetvlealactosaminyltransferase 8 (GalNAc-T8) (GALNTS), mRNA 

Homo sapiens 15 kDa selenoprotein (SEP15), mKJNA — 


NM 021998 
NM_004570 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 
Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NM_002646 


Homo sapiens phosphomositide-3 -kinase, class 2, beta polypepnae (rus^^B), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM_033135 


Homo sapiens spmal cord-derived growth factor-B OCJJ^-tfj, transcnpi 
variant 2, mRNA _ : 


NA/f 025208 


Homo sapiens spinal cord-derived growth factor-B (SCUU1-B), transcnpt 
variant 1 , mRNA — 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type H (serme/threomne 
kinase) (BMPR2), transcript variant 2, mRNA 


NM_001204 


Homo sapiens bone morphogenetic protein receptor, type H (serme/threomne 
kinase) (BMPR2), transcript variant 1, mRNA 


NM 003933 
NM_005467 


Homo sapiens BAH -associated protein 3 (BAIAP3), mRNA 

Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (1MAALA1>2), 

mRNA. 


jNJVl__UUj y*¥\ 


TTnmn saniens antieen identified by monoclonal antibody MRU UX-2 (MVX2), 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNK1), 
mRNA 


TvTA/T nn^0A7 
JNJYl_UU JZH- 1 


Homo sapiens fibroblast growth factor 3 (munne mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 
NM_000647 

NM 032047 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 

Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcnpt variant A, 

mRNA 

Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


NM 014256 


TTomo saniens TTDP-01eNAc*hetaCra1 heta-1 3-N-aepWlcrliinnsarninvltTansferase 
3 (B3GNT3), mRNA [ 


NM 015904 


Homo saniens translation initiation factor IF2 (rF2^ mRNA 


NM_005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM 013445 


HoTnn saniens P"1iitamatp Hpparhfwvlasp 1 fhrain 67kTVi rGADH transnrirvt 

variant GAD25, mRNA 


NM 033173 


Mnmn sanipnQ T II lP-f"ra1*1"»f»tsifTlf»i^rAp bpfa 1 3-o - al^ptoQ\/1traric'fIpracp ■n/Y1'\m# : »r»'HHp 

AXVJlXXvJ odpiOllo UXyx ■\Jol.UClavJlUlN/\U UCLu X } J galav lAJoy 111 dllolCI abC, p\JljrpcpLllXC 

5 (B3GALT5), transcript variant 5, mRNA 


NM 033172 

X^iXYX \/J J X / 


HYvmn ^anipns TTT"jP— (""ral'bptaf'-ilp'NrAr' bpta 1 3-<ya1aptr*c\/1t'ranc"fpracp •nr>1vr>prvriHp 

11U111U otxjjltllo UX/X Uol . UC/La.VJlL/lN^TLV-' UCLa X , J—gdldC'lUoy 111 dixolCl aSCj puijrpcpi.llXC' 

5 (B3GALT5), transcript variant 4, mRNA 


NM 033171 

X ^ X VX \/ J J X / X 


TTnmn sanipns T IDP- (""-i-al •Hptafrlp'WAp bpta 1 3— cra1ar > tr»cv1+rnTic'fIpracf a •nnlvnfM'vriHp 

11U111U Otipitalo \Jm-sJL VJai JJv/ta-VjlU'lx^xV^ UCla 1 3 J -gdidV^ HJojr 1 LI dllolCI doG, p^Jljf pcpi-llXG 

5 (B3GALT5), transcript variant 3, mRNA 


NM 033170 

x x x yx v J J l / yj 


iiuiiiu ocipitiio UX-/JL vjol. Uulavj lUlx^VW ucia X , J galaw Luoy 1U <U1MCI doCj UUly pcpiilxC 

5 (B3GALT5), transcript variant 2, mRNA i 


NM 033169 

XNXYX V/ J J 1U7 


T-Trvnir* Cflnipnc T 1 1 VP— f-ia 1 * V»<»ta r»T\T A r» V\<»ta 1 "\—crc*\c\ ftncAfltrQn cfpro c<=» "r\rf*\1i/T"»rf»rvrirl£» 
XXL/illVJ odpiClld Ui7i vjal. UC Id^J 1L-1 > ^riLV~- UCLd 1 , J-g,dIdL/lU£>y 1 LI dllblCl aoC, pUiypcpLlUC 

3 (B3GALT3), transcript variant 4, mRNA 


NM 033168 

1>1YX UJJ i VJO 


xxvjiiivj odpiciib uju'x -vJdi.DcictvjriciN^vC' ucia i , j-gd.id.oiosyiLTd.nsicrabc, poiypcpLiuc 
3 (B3GALT3), transcript variant 3, mRNA 


NM 033167 

X^XYX UJJ X VJ / 


xxuiiio bdpiciib ult -vjai. ucidvjit/iN/A.L' ucLd i , j-gdiatAUbyi u anbicraot, puiypepiiuc 
3 (B3GALT3), transcript variant 2, mRNA 


NM 0037R1 

X>CXYX UUJ /OX 


xTHJiiiu odL/iciJiis y~j xjx ~\jai . ucidvj it/iN r\.\^ ucid i , j~gdidL/iubyiirdnoxCidoCj poiypcpLiuc 
3 (B3GALT3), transcript variant 1, mRNA 


NM 003782 

XXXYX V/\JJ / O 


JLXyJLlLSJ odpiClia \JX-Jx VJ dl . UC LdVJ IUIN-TVu UCLd 1 ,J "gdlaL/ LUo_y 1 LI dlloxCl di>C 5 piJiypCpilviC 

4 (B3GALT4), mRNA 


NM 0037R3 

X>XVX V/v/J / OJ 


XJUJIIMJ iapiciio UX-/JT— VjJdl. UCldVjJlL'XN-rVO UCLa I , j-gdldCLUoj'lLIdlloI.CldbC, pUiypcpLlUC 

2 (B3GALT2), mRNA 


NM 004631 

XXXVX V/UtUJ X 


XXV^lAHJ oapiClio 1UW UCllolLy 111JUI|JHJLCX11 lCUCpiUI "ICIaLCU UliJlCilx o 5 alJ%JllL}\JUi ULCi.Il 

e receptor (LRP8) 3 transcript variant 1, mRNA 


NM 033300 

X>XYX UJJ Jul/ 


xauuihj bdpiciii> ivj w vxciioiiy iipupi u Lciii ict/cpLur-icidiCLi proLcin o, dpoiipopiOLCin 
e rpcpntfir C\ l^PR^ tran^rrint variflnt 9 mT? XF A 

1 Uvup IU1 ^XjXVX yj}^ UallOL/ll|Jl V cl L 1 d 1 1 L ^ 9 11XX\J.NJTL 


NM 017522 


Homo satiien^ low Hen^iitv lirjOTYrotPin rpppntor-TplafpH r^rntpin R annlinnnrritpin 
e recentor fLRP8^ transcrint variant 3 mRNA 


NM 033323 


Homo saniens sodium bicarbonate tran^Tjorter 4 rNRC^4^ transcrint variant b 

AAVlilV tJU^/lVllO kJvuX will L/V/liiitv U Hill] L/v^X Ivl <^ lllX^Vy"/} U(U10vllL/l VCU1U11L L/j 

mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


NM_001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo saniens caveolin 2 ( OAV2^ mRNA 

lAVlllU UCipiV^ilO VU V Willi X. T X-i J j llU.NJ.lil. 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NM 033291 

V/JJ>£#-7X 


Wattio cnmPTic tyiiHItti^ 1 ^r^ir^itrz/RT^T^ c\mHrAmp\ C\/i \ 1 1 1 ^ •h"o-ncr»T*ir\f' iroriont 9 

xxuiinj adpiciib liiivxiiiic i \\~j\j\.\.zj xjxjjj ayiitxroiiic^ ^ivill/i urdiioUxipt vdiiani ^c, 
mRNA 


NM 033290 

X X X VX \J J J /.7V/ 


xxuiiiLi odpiciib 1I11U.11I1C i ^vjpi i^/DOD oynctron ic^ ^ivijjv l ) 9 LTanbL-npi vdiidni j, 
mRNA 


NM 033274 


T-Tr\TVir* cnnipn c a H l c i n tf* on n nnH mRtcil 1 r\7~\~rr\tt=*iYia /-^r^TYioir 1 * 1 Q mplfrin V*^»to^ 
XivJlIHJ odpiCllb d UloilltC/gl 111 dllCl IXICLdllUpi ULClIldoC UUITIdin 1-7 ^IIICIUIII UCLd^ 

(ADAM 19), transcript variant 2, mRNA 


NM 023038 


TTfvmr* Qnm'pnc c\ H i cmtpcrm anH mpt^ 1 1 m^TTAt^i-r) q cp rlnnmin 1 Q ^mplfrin V»f»+o^ 
xxuniu odpiCllo d Ulollltw^X 111 dllVJ. lilt/ Ldlxu? pi U LCIII do C (JAJIIldlll 17 llllClULlIl UCLd/ 

(ADAM 19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NM_019112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 



355 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT7US03/05028 



1 

NM_006206 1 


TDGFRB), mRNA 

Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
fPDGFRA), mRNA 


NM_033016 

NM 000678 
NM 000679 
NM 002675 
NM 033250 
NM 033249 
NM 033247 


Homo sapiens platelet-derived growth factor beta polypeptide (.simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 
Homo sapiens adrenergic, abha-lD-, receptor (ADRA1D), mRNA 
Homo sapiens adrenergic, alpha-IB-, receptor (ADRA1B), mRNA 

Homo sapiens promyelocyte leukemia (PML), transcript variant 6, mRNA _ 

Homo sapiens promyelocyte leukemia (PML), transcript variant 1 1, mRNA 
Homo sapiens promyelocyte leukemia (PML), transcript variant 10, mKJNA 
Homo sapiens promyelocyte leukemia (PML), transcript variant 8, mRNA 


NM 033246 
NM 033245 
NM 033244 
NM 033242 
NM 033240 
NM 033239 
NM 033238 
NM_033304 


Homo sapiens promyelocyte leukemia (PML), transcript variant 7, mRNA 
Homo sapiens promyelocyte leukemia (PML), transcript variant 12, mRNA 
Homo sapiens promyelocyte leukemia (PML), transcript variant 5, mRNA 

- _ ri-'n la.ilromia /"PA/IT ^ trati cprifit VP T1 3 Tit 3 mRNA 

Homo sapiens promyelocytic leuKemia (tivllj, transonpi vd-nmit uu >^ 

Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 
Homo sapiens promyelocytic leukemia (PML), transcript variant y, huvlna 
Homo sapiens promyelocytic leukemia (PML), transcript variant 1 , mRNA 
Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 4, 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 2, 
mRNA ■ 


NM_033302 
NM 033279 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 3, 

mRNA rm — 

Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mKNA 


NM 033278 
NM 000737 
NM_033295 


Homo sapiens ring finger protein 22 (RNF22), transcript variant oeia, mi^NA 

Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 
Homo sapiens caspase 1, apoptosis-related cysteme protease (mterleuKm i 5 oexa, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


NM_033294 


Homo sapiens caspase 1, apoptosis-related cysteme protease (interieuKin i 5 oexa, 
convertase) (CASP1), transcript variant delta, mRNA . 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteme protease (mterleukin 1, beta, 
convertase) (CASP 1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (mterleukin 1, beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM_001223 
NM 006771 


Homo sapiens caspase 1, apoptosis-related cysteine protease (mterleukin 1, beta, 
convertase) (CASP1), transcript variant beta, mRNA 
Homo sapiens keratin, hair, acidic, 8 (KRTHAS), mRNA 


NM 002280 
NM_000526 

NM 033301 
NM 000973 


Homo sapiens keratin, hair, acidic, 5 (KRTHAS), mRNA 

Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowhng-Meara, 

Koebner) (KRT14), mRNA 

Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 
Homo sapiens ribosomal protein L8 (RPL8), transcript variant 1, mRNA 


NM 000661 
NM 007104 
NM 033255 

XTK It AO 1 1 Q/^ 

NM_U21 iyo 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 

Homo sapiens ribosomal protein LI 0a (RPL10A), mRNA 
Homo sapiens epithelial stromal interaction 1 (breast) (EPSTI1), mRNA 
Homo saniens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 
NM_030955 

NM 030765 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 

Homo sapiens a disintegrin-like and metalloprotease (reprolysm type) with 

thrombospondin type 1 motif, 1 2 (ADAMTS 1 2), mRNA 

Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosarmnyltransferase 
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4 (B3GNT4), mRNA , 


NM 014670 


YT 1 —I _ 1 _ * * l * T~) A T) y| /— /"¥"> r ~7 A TA yl C\ T*E XT A 

Homo sapiens basic leucine-zipper protein BZAP45 (BZAF4:>), mKJNA 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


NM_006057 


Homo sapiens UDP-Gal:betaGlcNAc betal,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript vanant 1, mRNA 


NM_000648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM_000381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 
mRNA 


NM_002645 


Homo sapiens phosphomositide-3-kmase, class 2, alpha polypeptide (PEL3C2A), 
mRNA 


NMJ)0260S 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


TT 1 1 X*— A. j ^ " /A T?TY\ _T"> Tv T A 

Homo sapiens alpha-fetoprotein (AFP), mRNA 


NMJ)00680 


Homo sapiens adrenergic, alpha- 1 A-, receptor (ADRA1A), transcript vanant 1, 

T|\T A 

mRNA 


NM 023929 


Homo sapiens zinc linger protein RJNZF (R1NZF ), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM 018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM_033226 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12), mRNA 


NM_032105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM_032104 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP 1R1 2B), transcript variant 4, mRNA 


NM_032103 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 

/t\T> t> 1 T"4 "1 T~k X a j ■ » *> TT* "VTA 

(PPP1R12B), transcript vanant 3, mRNA 


NM_002481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcnpt vanant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated l (MTAl), mRNA 


NM 006005 


Homo sapiens Wolfram syndrome l (wolframin) (WFSl), mRNA 


NM_0 15722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


TT ' j A 1 1 J-TW "VTA J.1 J. f~\ TT A 1 1 0\ ^_^.*D TvT A 

Homo sapiens tryptophanyl-tRNA synthetase ( W ARb), mRNA 


NM_0 14228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM 005823 


T T * .... i 1 _ 1 * A"i~1 T "K. T\ J " j. ! A ^ j_ 1 T^ \ T A 

Homo sapiens mesothehn (MSLN), transcnpt variant 1, mKJNA 


NM 013404 


Homo sapiens mesothehn (MSLN), transcnpt vanant 2, mRNA 


NM 012341 


Homo sapiens G protein-bmdmg protein CRFG (CRxCj), mRNA 


NM_002480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPP1R12A), mRNA 


NM 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


NM 018979 


Homo sapiens protein kinase, lysine deficient 1 (Pl^WNRl), mRNA 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
niemoer j ^oju^zo/^jJ, miviN/v 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1 A, 4 (Eos) (ZNFN1 A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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— : . , . , *JJ_ /OT>T>\ m D\TA 


NM 033199 ] 
NM_032243 ] 


Homo sapiens stresscopin-reiatea pepuuc t, 

Homo sapiens thioredoxin domain-contammg z ^spermatozoa, (1XNDC2), 
mRNA 


NM 031433 
NM_022466 


Homo sapiens membrane-type frizzled-related protein (Ml-Kl'), « 

Homo sapiens zinc finger protein, subfamily 1 A, 5 (Pegasus) (fHUA&US;, j 
mRNA 


NM_004320 
NM 021047 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, last twitcn i 

f ATP2A1), mRNA — 

Homo sapiens zinc finger protein 253 CZNF253), mRNA 


NM 020152 
NM 017447 
NM 016154 


tj~™^ o^«;^c r-nrnmnQniriR 91 onen readme frame 7 (C21orf7), mRNA 

Homo sapiens chromosome 21 open readme frame 91 (CZioriyij, mRNA 

Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 

tt„™^ „„:.„. Tnwrp c\at> lrinn^p fIJMP-CMPK), mRNA 


NM 016308 
NM 016066 
NM_016255 


Homo sapiens glutaredoxin 2 (GLRX2), mRNA _| 

Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 
mRNA 


NM_014781 
NM 014468 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 . 

(KIAA0203), mRNA . 1 

Homo sapiens VENT-like homeobox 2 (VENTX2), mRNA 


NM 013383 
NM 012481 
NM 012230 


Homo sapiens transcription factor-like 4 (TCFL4), mRNA 

Rrnno sapiens zinc finger protein, subfamily 1A, 3 (Aiolos) (ZNFN1A3), mRNA 1 
Homo sapiens POM (POM121 rat homolog) and ZP3 fusion (V UM^nj, mkNAJ 


\t» /r r\ i o i C\C\ 

NM 012199 
NM 005849 
NM 005414 


TT nTnA ^-.Tvi^-nc <*nVflrvotic transl^tinn initiation factor 2C, 1 (fcJJ^Cl), mRNA 

Homo sapiens immunoglobulin superfamily, member 6 (IGS1-6), mRNA 

Homo sapiens SKI-like (SOL), mRNA 


NM 004245 
NM 020831 
NM_015S70 


Homo sapiens transglutaminase 5 (TGM5), mRNA 

Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 

tt 0 n^A^Ane iv>t-rvwini<2 T-T Dl leader reeion/integrase-derived I; 

Homo sapiens endogenous Tetrovnu& n 1^1 i^au^i i^6 imu 

ORF1 ORF2, and putative envelope protein (HSU88895), mRNA 


NM_033330 


TT nr> Q i7Pn(tpr rpppntnr rv^teine-rich tvne 1 protein M160 precursor 

Homo sapiens scavenger rec>epiui w^aiein^ yp^ a jr* v * 

nVT160^ mRNA 


NM 033326 
NM_017829 


Homo sapiens Sox-6 (HSSOX6), mRNA 

Homo sapiens cat eye syndrome chromosome region, candidate 5 ^bCR5), 
mRNA — — 


NM_033256 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit i«a j 
(PPP1R14A), mRNA . _- 


NM 033213 


Homo sapiens hypothetical protein MGC12466 (MGC12466), mKJN A _J 


NM_033070 

NM 032752 
NM 032686 
NM 032371 
NM 032366 
NM 032353 


xx ~~ ~ ,o. n.mrit'Amp oVirTiTYincrtTrif* TPpion candidate 5 ( C_^.C/Y^X\.J ), 1 
Homo sapiens cat eye syndrome cmuiiius>«jiiic icgiun, ^ oiAVAAvi ^ tw /' 

mRNA 

Homo sapiens hypothetical protein MGC15548 (MGC15548), mRNA — 
Homo sapiens hypothetical protein MGC13008 (MGC130O8), mRNA 

Homo sapiens hypothetical protein MGC15416 (MGC15416), mRNA j 

Homo sapiens hypothetical protein MGC13 1 14 (MGC131 14), mRNA 

Homo sapiens hypothetical protein MGC10540 (MGC10540). mRNA _ 1 


NM 032304 
NM 032259 
NM 032240 
NM 032153 
NM 015064 
NM_031294 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 

Homo sapiens hypothetical protein DKFZp434F054 (DKFZp434F054), mRNA _J 

Homo sapiens hypothetical protein FLJ23519 (FLJ235 19), mRNA 1 

Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 1 

Homo sapiens ELKS protein (ELKS), mRNA J 

Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA A 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SP 1 BN4 ), mRNA 1 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FLJ1 1800 (FLJ1 1 800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA ! 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FLJ12606 (FLJ12606), mRNA 


NM 024052 


Homo saniens hvnothetical nrotein MGC3048 CMGC304S^ mRNA 


NM 024042 


Homo saniens hvnothetical nrotein MGC2601 flvfGC2601^ mRNA 

J-JLVlllw OtiUlVllO 11 V Uv lllv 11X/U1 r twill JIVIVJ V/^UU 1 yiVX VJ V>*Arf W 1 Ij 11J1VX 1XL 


NM 020535 


Hnmn saniens Villpr nell immivnooiohiilin-Hlce reepntor two domains lone 

X J- \J L 1 IXJ OCipiVllo 1V111W1 Vvll lllXllivXllUglWU 1X1 HI J. IXvV-' IVvvL/lVJlj I. VV \J UvlllulllO^ Ivllg 

cvtoolasmic tail 5 flCIR2DL5 » mRNA 


NM 021939 


Homo sapiens hypothetical protein FLJ22041 similar to FK506 binding proteins 
(FLJ22041), mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl Co A reductase 2, peroxisomal (DECR2), mRNA 


NM 018722 


Homo sapiens BWRT protein (HSA404617), mRNA 


NM 020394 


Homo sapiens zinc finger protein SBZF3 (LOC57116), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


NM 018629 


Homo saniens hvnothetical nrotein PR02533 rPR02533^ mRNA 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo saniens hvnothetical nrotein FLJ10298 fFLJ10298"> mRNA 


NM 018019 

X *ATA V/ X Uv X S 


Homo saniens hvnothetical nrotein FLJ1 0193 (TLJ1 01 93") mRNA 

XXVI llw UUUlVilu «/ Lllv LlVtVl JL/1 Ivlll X X_/«/ X Vf X ^ y^X -I *%M X V-r X — ' mJ J y 1 XXX >1 X 


NM 017609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721) 5 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPX1), mRNA . : 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p (LOC51204), mRNA 


NM 016002 


Homo sapiens CGI-49 protein (LOC51097), mRNA 


NM 014913 


Homo saniens KIAA0863 nrotein (XIAA0863) mRNA 

XX.VxXXXV-r UVVk/lVllkJ IVLi XX XWl.JVyw' pi vvvUl 1 -L>JU XX kv Wr / ^ li-ULVl ~X X 


NM 014700 


Homo sapiens KIAA0665 gene product (KJAA0665), mRNA 


NM 014680 


Homo saniens KIAA0100 eene nroduct (ICIAAOlOO'y mRNA 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM 006623 


Homo sapiens phosphogly cerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo saniens eamma-tubulin comnlex nrotein 2 ( GCP21 mRNA 

XXx^XXXX-r uu-jJiviiw ftUllllim tUL/Ullil WllipiVA Ul V V-Vlll ^— ' * V»J ^•■✓X. X A JUL VI IX X 


NM 016441 


Homo sapiens cysteine-rich motor neuron 1 (CRIM1), mRNA 


NM 014787 

X xYA V/ 1 I / KJ / 


Homo ^;anien<s T^TiPiT f TTQn40A hnmnlna Qiihfamilv mpmhpr 6 fTYMATf^fi^ 

mRNA 


NM 004? H 

X N J.VJL \J\J^T ^ X _J 


Homo sanipnQ ^olntf* p^rripr fntnilv ^QoHinm— POiTnlpfl thipIpoqiHp trn n Qnortpr^ 

member 1 (SLC28A1), mRNA 


NM 003141 


Homo saniens Siocren ^vnrlromp anticrpn Al f521cD rihonnnlponrotpiTi 

ilVlllV OU|^l^llO J O O YllVll V^lllw ulltl^Wll XX 1 ■fa^xVJLX y 1 1 UU1 VJ Iwlll 

autoantigen SS-A/Ro) fSSAH mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 1 ? mRNA 


NM 033(P3 


Homo saniens nlatelet-derived erowth factor alnha nolvnentide fPDGFA^ 
transcript variant 2, mRNA 


NM 005675 

JL N 1VJL \J\J<*s\J / ~J 


Homo saniens DiCrPorcrp Qvnrlmmp rritioal region crpnp ^F)rT(~*T?^ mP TsTA 


NMJ 16083 


Homo sapiens carmabinoid receptor 1 (brain) (CNR1), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTTV), mRNA 
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NM 003695 ] 
NM 006787 
NM 016205 
NM Ol/yli 
NM 017701 
NM 015366 
NM 012269 
NM 006207 
NM 004986 

X ii.ii v vy r w v 


Homo sapiens lymphocyte antigen 6 complex, locus D (E48), mRNA _ 

Homo sapiens melanoma antigen, family D, 2 (MAGED2), mRNA 

Homo sapiens platelet derived growth factor C (PDGFC), mRNA 

TTr.Tnr. nnim- TTmQO n^.nciatinp relative rfCActf (HARC). mRNA 
Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 
Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 

Homo sapiens hyaluronoglucosamimdase 4 (HYAL4), mRNA 

Homo sapiens platelet-derived growth factor receptor-like (PDGFKL), mKJN A 
Homo sapiens kinectin 1 (kinesin receptor) (KTN1), mRNA 


NM_001840 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant i, 
mRNA 


NM 014417 
NM_033223 


Homo sapiens r>ci-z Dtnuing coiiipoiiciit j yu±j\^~> j, uuvi ^ x x — 

Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 3 
(GABRG3), mRNA 


NM 005762 
NM_0 15906 


Homo sapiens tripartite motif-contammg 28 (TRIM28), mRNA 

Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant alpha, 

mRNA 


NM_033020 

NM 032421 
NM 031416 
NM 014412 
NM 016212 


■ _ . , • , ■ , iq m? TA/T'^'^ tran^nnnt variant beta. 

Homo sapiens tripartite motit-contaimng 55 ^ijsjjvlj^;, irdnbwipL vanaui 

mRNA 

Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 2, mKNA 
Homo sapiens chromosome 18 open readmg frame 2 (C18orf2), mRNA 

Homo sapiens Siah-interacting protein (SIP), mRNA 

Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 
NM 015369 
NM 033284 
NM 031951 
NM 020414 

X li"-l. V#*-^W ■ * 

NM 007268 


Homo sapiens testis specific ankyrin-like protein 1 (LOC512S1), mRNA 

Homo sapiens TP53TG3 protein ( 1 Fii 1 ), mKiNA 

Homo sapiens transducin beta-like 1 protem (TBL1Y), mRNA 
Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 24 (DDA24), 

mRNA 

Homo sapiens Ig superfamily protein (Z39IG), mRNA _ 


NM 006707 
NM_002491 


Homo sapiens butyrophilin-hke 3 (B 1 ssi^i ), mKJN a __ 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, i (i2kD, 
B12) (NDUFB3), mRNA 


NM 001386 
NM_000090 


Homo sapiens dihydropyrimidinase-lilce z (L»r i t>J-.z ), mmM/v 

Homo sapiens collagen, type HI, alpha 1 (Ehlers-Danlos syndrome type IV, 

autosomal dominant) (COL3A1), mRNA 


NM_033150 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 2, 
mRNA — 


NM_001844 

NM 025245 
NM 004342 
NM 033157 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 1, 

mRNA 

Homo sapiens pre-B-cell leukemia transcription factor 4 (PBX4), mRNA 
Homo sapiens caldesmon 1 (CALD1), transcript variant 3, mRNA 

tt ~ rtoi/iaciTiftn 1 (C* AT P)1 ^ irflrmcrrint variant 2, mRNA 

Homo sapiens caioesmon i ^v^rvjuj-^i j, u<xh^ll\j\. vancim ^? * . 


NM 033140 

NM 033138 
NM 032635 
NM 030912 


Homo sapiens caldesmon 1 (CALD1), transcript variant 5, mRNA 
Homo sarins caldesmon 1 fCALD 1), transcript variant 4, mRNA 
Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 
Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 
Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM 019849 


Homo sapiens solute carrier family 7, (cationic ammo acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 




Unmn canipnc 7\r\c. fin crpr nr otpin 2*37 fZNF237i mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


TsJN/T H^I^R 
1N1VI_Ujj Ijo 


tT/\rr^r* conipnc V\"wa1i it* /~\r>r\ rr1'iir'r\cci mi rta QP ? ( HA^AT ? i trfmSPnnt Variant ? 
nOHUJ odpiCilo IiyclILuOIlOglUUUoa.IlllIliUa&t' ^iiirLLj^-yj uaiiov/iipi vaiiaui 

mRNA 




nomo o dpi Clio nydxUrOIlOglUoOocUiniilixtioG i ^uiniji^j uanauipi vaiiaiii ^.j 

mRNA 


TvTN/f 007^ 1 9 
iNJVL_UU / JlZ 


Unmrt CQ-nipnc Vix/ali i rr\n r\ rrl 11 rTAC^mini Ha QP 1 " /HPTY^ AT 1^ trfinSPrint variant 1 

nomo sapiens nydiuronogiuL-oodxixiiiiuaoc. i i /\ju i uaxiowiipi vaiiain i, 
mRNA 


MA/f fifi£l 1 Q 

jnivi__uuoi iy 


TIrvmr\ canipnc fiT-vrrVk! a ct rrrrwirfVi fantnr & f androOPn-inHllPPfft fFGFfO tranSCrint 
JtlOmO bd.pienb HDlODlabl glOWlIl IdL-lOl O ^aiiUiUgcii xii\xu\^*j/ ^x vjx o^, li auoi/i ±^jl 

variant B, mRNA 


IN 1VJL__U j J lOD 


Wrvm/\ conipnc -fiVvr/Vhlcict rrrrv\irfVi ■fckntnT R fanHrocrpn-iniiiiPPn 1 ^ rFOT^Js^ transcrint 
nomo od.picn.o llDiOUla.ol giOWtll ld.L'LUI O ^dliuiugwii— muu^tuy ^x vji oy, uanouipi 

variant A, mRNA 


JNIVx_U D j 1 Oh 


TT A mn ckhm atic "fiTvrrkM io+ rrrv\ti/+Vi -fr»r»"fv*vr 8 / ^nHmO'Pri— ITlfll lPPfl^ /TFfrP'R^ trpnSPrmt 

iiomo sapiens iiurouiasx growui ldcior o ^diiuxtjgcii -uiuu^cu^ \i ui o^, 1x0.110^1 ipu 
van ant n, mjsj.N/-v 


i>iVx__U J -3 1 0.3 


u Amrt conipnc -fiKrrVhlcict crrr\wfn -fnrtnr R ^anrlroapn-inrliiceii^ rFfirFS^ traTiRcri"nt 

VdlldllL X , HJULViNxA. 


mm no?noQ 


Unmn Qnnipnc fiHrnV»1a<;t arnwtli fartnr 7 flceratinocvte PTOWth factor^ rFGF7^ 

mRNA 


NM 021 907 

±>J1VX VJX. X^W / 


Homo <;ar>ipn<5 dv«?lTohrpvin beta rDTNB^ transcrint variant 1 mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


NM 01^147 


Unmn cani pnQ H\/Qtrnbrp\/in bpta ^DTT^R^ tran ^ print variant 2 mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


TsJA/T 000777 
lNlvx__UUU / / / 


riomo sapiens cyxocnrome r^ju, suDiamny iu-ty ^iiipiicuipiiic uAJua^, 
polypeptide 5 (CYP3A5), mRNA 


IN IV1__U U U / D4 


nomo sapiens cyiocnrome ihju, ou.Di.airiiiy ijlpv. ^jiiciiouaiuiiai-iiiuu^iuic^, 

r»n1-\n-4i=>r»t-irlp 1 ^PVPO A 7^ trc*n cprint \/a riant 1 ml^TvJA 
pOiypcpiiCIC / ^uirin./ J, LIclIloUll^JL VallctllL lj 11JJCVJ.NJTIL 


INlVI_U jUj o!7 


Wnmrt cani^nc ni/tnonrnmp T^4.^A ci i Vvfnmi lv TTA /''nViPTiobaTbltal-lTlHllPllilp^ 

nomo odpicrio uyLOOXiroiiic jtm-jv/, ouuictixuiy ulpv ^jjiic-ii^juaiuiuii iiiuuvviuicyj 
nolvnpntiHp 7 fPYP? A7i transcrint variant 2 mRNA 

LJ^JljrjJCJJ UUVv / V^V^ XX / vl dilovl l|Jl VCLlldllL X- ; IXi-LVJ. 


NM 00076? 


Homo sanipns rvtnrhrnme P450 subfamilv TTA (vih en obarbital -indue iblei 
nolvnentide 6 fCYP?A6 f mRNA 


NM 018957 


Homo sapiens SH3-domain binding protein 1 (SH3BP1), mRNA 


NM 033258 


Homo saniens G-nrotein pamma 8 subunit fGNGSi mRNA 


NM 0^1260 


Homo saniens winched helix/forlcbead transcrintion factor (HFH1 1. mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEX1), mRNA 


NM 07?1S4 


TTnmn canipnc nn-rpoiilafpH h\f T^CCr-C^WFfs H CiC*fiA'\ 1 f\\ mRTsFA 


NM 00^77^ 


T-Tomo ennipne lrv/aliironocrliiPOQn mini Hasp ? fT-TV AT ?"i Iransprint variant 1 

XXvJllHJ odUlCllo Iljr dlU.1 \JlHJglUl^^Jo<llllllllU.<*ow ^11 1 rVUL y } 11 Clllovi ipi voi laiii jl , 

mRNA 


NM 032794 


Homo saniens NG22 nrotein (NG22i mRNA 


NM 030768 


Homo sapiens integrin-linlced kinase-associated serine/threonine phosphatase 2C 
(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15) 3 mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 
NM 003768 
NM 002010 
NM_033215 


Homo sapiens sarcolipin (SLN), mRNA 

Homo sapiens phosphoprotein enriched in astrocytes o irnAiJ), itikjna 
Homo sapiens fibroblast growth factor 9 (giia-activating lactorj {rKjryj, huvin^ 
Homo sapiens protein phosphatase 1, regulatory ^inhibitor) suoumt jr 
(PPP1R3F), mRNA 


NM_032741 


Homo sapiens 1 -acylglycerol-3 -phosphate O-acyltransierase 1 ^lysopnospnauuio 
acid acyltransferase, alpha) (AGP ATI), mKJNA 


NM 022152 


Homo sapiens PP 1 20 1 protein (PP 1 20 1 ), mKNA 


NM 033225 


^~x-r t-r-» iri i~* iT: i _ j^^,^ • 0 i /OCA/TP^ 1 ^\ ty-iT? TsJ A 

Homo sapiens CUB and Sushi multiple domains 1 (L,mvijjij, mKJNA 


NM_014505 


Homo sapiens potassium large conductance calcium-acnvaxea cnannei, 
subfamily M, beta member 4 (KUJNMm;, mKJNA 


NM 032559 


Homo sapiens kmesm protein (LOC54543), itikjn a 


NM 015394 


Homo sapiens zinc finger protem 10 (KUA 1 ) KZ.ssr iuj, iiirina 


NM 003388 


Homo sapiens cytoplasmic linker 2 (CYUNZ), transcript variant i, iiii^in^ 


NM 032736 


Homo sapiens torsm family 1, member B (torsm &) (iukidj, mruNA 


NM 032689 


Homo sapiens hypothetical protem MUdJU / 1 (jviuv^i / i;, miviN-tt. 


NM 032227 


Homo sapiens hypothetical protem FLJ226 /y L.JZZO /y), mKiN/\ 


NM 014506 


Homo sapiens torsm family 1, member J3 (^torsin 13 J mcu.N^ 


NM 030900 


Homo sapiens cell cycle progression 2 protem (trKz), m*UN/\ 


NM 030758 


Homo sapiens oxysterol binding protein a [U2>&rz), mi^iN/\ 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 018225 


Homo sapiens homolog of C. elegans smu-1 (bMU-l) 5 mKJNA 


NM 016285 


Homo sapiens Kruppel-hke factor 12 (KLF12), mKJNA 


NM 007249 


Homo sapiens Kruppel-hke factor 12 (KLF12), mKJNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NM_006411 


Homo sapiens 1 -acylglycerol-3 -phosphate O-acyltransterase 1 (^lysopnospnanaic 
acid acyltransferase, alpha) (AGP ATI), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 


Homo sapiens peptidase D (PEPD), mRNA 


NM_001467 


Homo sapiens glucose-6-phosphatase, transport (glucose-o-pnospnaxej proiem i 
(G6PT1), mRNA 


NM 033198 


Homo sapiens phosphatidylmositol glycan, class b (rlob), mKJNA 


NM_002920 


Homo sapiens regulatory factor X, 4 (influences HLA class 11 expression; 
(RFX4), mRNA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (CjKjV), mKJNA 


NM 033089 


Homo sapiens hypothetical protem FLJ221 15 (FLJ221 15), mRNA 


NM 016015 


Homo sapiens leucine carboxyl methyltransferase (LCMl), mKJNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NM_033093 


Homo sapiens tnpartite motif-containmg 5 (1KJJV15), transcript variant delta, 
mRNA 


NM_033092 


Homo sapiens tripartite motif-containing 5 (TRJM5 ), transcript variant gamma, 
mRNA 


NM_033091 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TKJJYL4), transcript variant alpha, 

miSJ/N^Y . — — : — — 


NM_033034 


Homo sapiens tripartite motif-containmg 5 (TRIM5), transcript variant alpha, 
mRNA 


NM_015318 


Homo sapiens Rho-specific guanine nucleotide exchange tactor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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\ J— '\-J*l\^\J)i lllAvlN.fi. 


xnvr o^9R64 


Unmn cnnipnq rwnnthetiral nrntein FT J14936 (FLJ14936^ mRNA 

AAVJillvJ ou^JlCllo Lly \J\J Lilt' LL\sCLl LJ1 Kj Lvslll A JL- »J at.^w'v y^A Lurn/juyj iiu\x^ii 


iNivx \)j£\jjy 


PTnmri cartipnc WhncnnrnnriQitnl 4 _t» Vi n QnH a tp aHflT>tOT Tjrotein-2 fFAPP2^ TTlRNA 

A AvJIilU odpiCxlo pilUopilUUlvJOlllJi *t piivPopiidiv* auapLui pivivui ^a ^va a ■'-vs **aa«- ^ *■ ! 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 

fARPPII^ mRNA 


1SJTV4 0^99R4 


TTnmrk cnnipnQ hxmntnpfiral -nrntpin FT T14Q16 fFT T14916^ mRNA ! 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 


"MM 09T797 


xjluiiio Sapiens laity acia uct>d.iurd.ac j yjr /vuoj j ? iiirvi^ri. 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2 s SUR4/Elo3, 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


aNaVI__UZ 1 1 /O 


TJr\mA oQnianc i oltaf cnonilip rr1n/"»/"\0/*_^ -r\T-i/-\CT-\V» af"Q Oi=» r»£lt5»l\7+1 C* C11 rM mi t— TP 1 51 fpH 

jtioino sapiens lsiei-spccinc giucusc-o-pnubpiididoc udidiyiiL' ou.uuiiit-it»iatcu 

pi U LC ill ^iVJJXX IIUViN/\. 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 

/xjT rr\T mPXTA 
^IN UJJ 1 *t ITUxIN/V 


XTN/f 01 QOQ1 


xiomo sapiens piecKSirin nomoiogy uoniam-conuiming, id.iiuiy r\ 

^pil<J5ipn01IlU5>lllU.C DlilUIlAg bpct/lllt^ J ITldllUCI -> \r J^J^JNJLXrV_J J f IIIAXINXTl 


TsJM 01 R9Q^ 


XJ nrnn cQniPtic "h\mnt"hRHral nrntein FT T10007 fFT T1 00Q7^ mRNA 


MM 01 SQQ4 


T-Tnmo canipnc A TPqcp T-f-l- tr An qt^ot+iti or lv^n^fYmal ^vamiolflT "nToton "niinrn^ 
11 LJ 1 1 1 U odpic-llo /\liaoC, Alt ti diiopui ling lyoLfoUAiiai \^ v ciouvjicii jpiv^tvii jpiAiiij^/^, 

member M f ATP6M1 mRNA 

lllV^lllL/V^l AVA ^A.11 \JAVAy, 1 A AAXJ. a ZV 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


"MM 01SRQQ 


Wnmn cuniPtic ■mitntiv<=> olvonl iniH tT*nn QfpT "nrotpin (J OPS10S4^ mRT^JA 

A JLVJlllW oupiCllo piALdLlVC J^lJ" wUlipivA UCliloAW/1 piV/Lt/111 ^AvV/V^^ 1 u J*T y } 1 1 iA VA N JT\. 


NM 016109 


Rnmn Qntiifnc IfMiPine r'arTir^wl mptVivlfr'flnQfpra^p fJ C^^\A r T >> \ mRNA 

AAvllllVj OdpiCllo IWlAL/lllt^ \sCLl U\J^k.y 1 llit'Lllji' 1 LI CAllOAwl Uijv \_A_/V^AVA A J j AIIJLvA^IAjl 


>JM 01H4S 


AA\J1I1L> bcLpiCIlo vJT piDLClll-L/OLipiCU ICCCpLAJl ^VJZ.rV ^, niAVL>/\ 


>JM 01999R 


l^I/^TYirt eonipnc Tallin 1 -il/"*^ ~t~mr» c ^fiTTt"! rxr\ fQr*tAi* /PTT R i mP T\f A 
aaUIIIO S>d.piCIiS pillIl-llJvC 11 dllbOl ipilUll IdX/lUl \^A AJL^Xa y ? 111XSJ.>I^V 




Wnmn c^nipnc ATTP o-\/tt^Tio cp T-T-+- fira n cn rvr+i t» cr mi tr^r*V»r^TiH'T~i pi F1 fomnl py 
nuinu odpiciio /iir oyiiuidbCj n ~ u. diiopui nng, liiiLu^iiuiiiiiidi a a uumpicA, 

en«si1on quhunit f'ATPSF^ mRNA 

Cpolll^rll OUUUIIJI ^H.11 J1j y 5 1 1 AA VJ. >i Xi. 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1, mRNA 


xtm 0^964^ 


Urtmn Qa-nieriQ intprfprrvn rpcnilfitnrv fflptor S TTRFS^ fran <?nriDt variant 9. TTlRNA 

A AVJ11HJ oupitllo llllVxl ACrA UA1 1 w^lAlCltUA y lal/LUl l^AAVA ~* J j IA uAlolsl A^_/ L V ui laill UllVi > Z V 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, rnRNA 


TsJM OH 141 

aNaVI U«j-> L*TJ 


T-Trvmr* cqhiptic -f*J V\T"nT^l a cl" rnv»\xrt'Vi fc\ntf\r ^ / In' 1^117 t~rc* ricpri r\t \rCkT~\ pnt 9 mR*NfA 
aaOIIIU odpiCllo llL/lLJUldoL glUWUl IdUlUl J ^X^vja^J^, LI diloL/l ipt vdliaiil x., liiAViNrA. 


MM 09061R 


XJ/-v-rn/~\ oqui f^n c "FtV>Tr*V*1 c+ ottwv+Vi "f?*<^+r\T* 9^ ^'T7f^T79'^ , \ mRWA 

XHJlllO odpiCllo llUlUUlaoL glUWUl AdlslAJl \L VJA )^ 11AAVA> XV 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, 

mT?TvT A 

iniviN/\ 


"mm 011117 

aNaVa__Uj«j 1j/ 


aaUITIU bdpiCIlb llDlUDldol grUWLfl ldOlUl I v^aClUlL/y ^FvJX^I )^ IXdllawlipL VdildllL 

mRlsJA 


NM 019109 


T-Tr»mr» canipnc ^nlir*in<r "Fisotrvr cj - rcri'nin^/c/=»'rn'n f^-ti 0V1 4fi1rTi /^SRP4nl mR"NTA 

AAVjlllVJ OdpiCllo Opilv/ill^ AdL/LVJlj dl glllillw OWl lllC^l IV^llj •~rUi\_L/ \^OAVA V-»^ 5 A11JLVA>(^V 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1) 3 transcript variant 2, j 
mRNA 

1 1 AAVA >j zV 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


"NTM 03^ 1^0 

l^lAVA UJJ Uu 


Unmn cflnipnc Qialip ?ipiH TiinHino* Tcr_l i V*«=» l^ftin 1 0 T^TO-T Ff**! (Y\ mRTJA 

11 \J1 1 1U oapiCllo OlallW CIV1U LAlllVAlllg Ag~lllVC 1CL till 1 \J ^OIVJ l_fAJ/V~/ A V/y ? AlAlVA^xx 


NM 09066S 


TJ/>mn C5»r\ii=»nc ViHnfA/— Q"r>^ a ^»^"f^^ , nri^mV*rQ-n<> Y\mtmr\ ^"NTV-I 7^ mRMA 

rnjinu odpiciio jviLiiicy~opc\-/iiiL' iiiciiiui diic prt»iciii ^iNyv i / j t iiixvin r\ 


NM 0111 RO 


AAUiiiu odpiciio uiid^njiy icucpiui, idiiiiiy ji, buuidiiiiiy x> ? nicniud ^ ^v-/ivj lsj^j 7 
mRNA 

1 1 AAVA N li. 


NM 033179 


Unmn <sanipn<; nlfhctorv recpntor familv SI QiiVifiamilv fnemher 4 TORS1R4^ 

A avjiiivj odLyiwiio v_/i aclo lvji y iwu^pi\ji } Adiiii ly */lj oLiL/AdiiAi ly A_> 5 niviiiu^i " ^wivJ i aj~ y 5 

mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type 11 (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM_032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 024551 


Homo sapiens hypothetical protein FLJ21432 (FLJ21432), mRNA 


NM 021830 


Homo sapiens chromosome 10 open reading frame 2 (C10orf2), mRNA 


NM 017972 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NM_020398 


Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domams 1 
(eppin) (SPINLW1), mRNA 


NM 020637 


Homo sapiens fibroblast growth factor 22 (FGF22), mRNA 


NM 019113 


Homo sapiens fibroblast growth factor 21 (FGF21), mRNA 


NM 017926 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM_015966 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


NM 015919 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


NM_007096 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant bram- 
specific, mRNA 


NM_002007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transforming protein 
1, Kaposi sarcoma oncogene) (FGF4), mRNA 


NM_001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
nonbrain, mRNA 


NM 022143 


Homo sapiens NAG14 protein (NAG14), mRNA 


NM 005292 


Homo sapiens G protein-coupled receptor 18 (GPR18), mRNA 


NM 001371 


Homo sapiens dynein, axonemal, heavy polypeptide 8 (DNAH8), mRNA 


NM_0 12276 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 4 (ILT7), mRNA 


NM 012092 


Homo sapiens inducible T-cell co-stimulator (ICOS), mRNA 


NM 032447 


Homo sapiens fibrillin3 (KIAA1776), mRNA 


NM 024017 


Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


NM 032379 


Homo sapiens svnaptotasmin-like 2 (SYTL2), transcript variant b, mRNA 


NM 024690 


Homo sapiens mucin 16 (MUC16), mRNA 


NM_018558 


Homo sapiens gamma-aminobutyric acid (GAB A) receptor, theta (GABRQ), 
mRNA 


NM_0 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 
(TNFRSF21), mRNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


NM_006545 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


NM_005398 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3C 
(PPP1R3C), mRNA 


NM_006645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 
mRNA 


NM 032800 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


NM 013402 


Homo sapiens fatty acid desaturase 1 (FADS1), mRNA 


NM 031428 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 
(Ins(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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TsTA/f A1 <QQ/1 

JNJYl U13:7o4 


u^mn canipnc lvhimritin P-fprrmnal hvdrolase TTCH^7 f[JOH37i niRNA 

xxOlllO odpiCIlo L1U1L| lii till Lt/l lllllldl iiy vii uiaov wv^xx_j / \ k v-/v^xx.-' / y, imxiiii 


NM 0161.09 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


NM 016156 


Homo sapiens myotUDUiarin related protein z ^ivixxvjjxzy, miviNrx 


NM_UUooo/ 


Jclomo sapiens progesterone receptor memorane compuncin i v^i vjiviviv^ i j, 
mRNA 


InJVI UUoJlZ 


JnLomo sapiens nuciear receptor co-rcpressor z ^in v^wrvz ^, iiiivLN.rv 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
niiviN/\ 


"KTA/T AAA/1/11 
JNJVl UUU441 


Urvtv>A ooit-iA**kc e^1iif<» porripr "fom-ilx/ 7 f\ mpinKpr f.^T (~^7 f\ A 4 l TTiR A 

fioino sapiens soiute carrier ldimiy ^u, luciuuci *+ ^oLi^uAtj) i j- ixvj. x n 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (AJRHGEF4), 

frovir Af1T>l T ron 7 -*rv\ P \T A 

transcript variant z, mtviN/v 


NM_015320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1 , mRNA 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


NM_005435 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 
mKJNA 


NM_0047z3 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2), 

ITuvJNA 


IN JV1__Uv/4 / U 0 


TJ/-»-i-y-k/-\ conipnc T?Vir\ mionirtp m irO^r^tiHf* P'Y fVioncrF* ~Fz*r*tr\r (C\ h* K* i 1 1 AR rT(r h*. H 1 i 

xioino sapiens rvno gudiiirie nucicutitic cAc-iiaiigc lauiui yvjx^x j i ^-^^-^-i x v_j x_/i. xj y 
mRNA 


JNJYL UUIUJI 


riomo sapiens riuosomai protein ozo ^jxro^oj, itiivln^-x 


iNJVl UU1UJU 


xromo sapiens noosoniai piotein oz/ ^nictaiiop<iiibtiiiiuijj.i xj \m\jl / iiix\x>i.rY 


xTA/f aaia7q 


xromo sapiens noosomai protein ozo ^xvr ozoj, iitxvin^v 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFC1), mRNA 


XTKvf AAC/CQC 

NM_0U56oD 


rlomo sapiens LjIJtzi repeat uoniain-coniaining 1 i^vj irzuvJU' ij, u<ui£>cript 
variant z, miviN/\ 


"MTV/f AA^ 1 T7 


riomo sapiens iiDrouiast growtn iactor iy \r\jr xy), mss^st^ 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
memorane sector associated protein ivio--/ ^/\x ioivxo-^j 3 nixxiNi-v 


JNJVl UUlo4o 


riomo sapiens coiiagen, type vi, aipnd i ^wlu/\i j, hhvin^-v 


XTN/f AA/1Q17 

JNJVl UU4y3Z 


jtiomo sapiens caunenn o, rype z, js^-caanenn ^ictd.i iviuiicy j ^v-juriuy, niivi>^v 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
auto antigen^, memoer 10 ^ojla^zo/\ioj, nuciear gene cnuuuuig imiucnuiiuii<ii 
protein, mRNA 


JNJVl UJZy43 


nomo sapiens synaptotagmin-iiKc z x ijuzj, trd.xibL.ript vctiiaiit a, nixviNrv 


JNJVl uuoyiz 


riomo sapiens smootnenn ^oiviiiN rniviN/\ 


XTA/f AAA/1 1 1 
!NiVl_UUU4 1 1 


riomo sapiens noiocarooxyiase syntnetase ^Diotiii-Lpiupiioiiyi~v^uciizyiiic 
carooxyiaoc ^Air -nyciiuiyoiiigyj iigd.be/ ^rxx^v_^o j 7 liixsj-xr^. 


"MTV/I A^A777 


U Arnn nQrvipn q cr\1ntf» rc\-rr\f*r familx/ 7 ( far\\\it\if*c\ O'llICn^P trfln^nATtPr i TTlPTiYher 10 
XJ-OIIIO bd.piCllo oL/lULC Callier ld.IIlliy Z ^la.L/lllLa.Leu. giuwwow Li <aiiopvji Lt-i y, iii^iiiu^i i 

(SLC2A10), mRNA 


XTN/f A77SQ7 


p[A mn canipnQ "P AIM Kinrlirj rr nrntpin 1 7 ATsTRP 1 7 1 TiYRTsJA 
xlOITlO odpiCllo xVrVIN t/lllU-ing prOlClIl I / ^xVrx±Nx->ir i / j, iiuviNrv 




riomo sapiens acnvity-aepenQent neuroprotectui ^^vx^ini 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


JNJVL Uzz04o 


Jtiomo sapiens KaniKrem 14 ^rvi_js.i4j, mtviN/\ 


"NTTVT AOAA/11 

JNM_U2UU4l 


Jtiomo sapiens soiuie earner iamuy z ^iaciiiiatea giucose transponer^, memoer y 
(SLC2A9), mRNA 


NM 019S51 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mKNA 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM 006568 


Homo sapiens cell growth regulatory with ring linger domain (COK19), mKNA 


X TX jT f\f\ A O A "I 

NM 004841 


Homo sapiens RAS protein activator like 2 (RASAJL2), mRNA 


XTTV Jf C\f\ A 1 1 C 

NM 004115 


Homo sapiens fibroblast growth lactor 14 (rOr 14), mKJNA 


NM 003244 


Homo sapiens TGFB-induced factor (TALJb family nomeobox) (lOlr), mKNA 


NM_007285 


Homo sapiens GAB A(A) receptor-associated protein-like 2 (GABARAPL2), 

_^T> \T A 

mRNA 


NM 006047 


Homo sapiens KJN A binding motif protein 12 (Ri3M12), mKJNA 


NM 0325oo 


Homo sapiens ring linger protein 2o (KJNr2o), mKJNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-Cj (BCLCj), mKJNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y 3 G protein-coupled, 12 (P2RY12), 

TT» TV T A 

mRNA 


-v TTV A1 f /Til 1 

NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


NM 018144 


TT • „ „ O ~ ~ *f 1 „1 1^ ~ £" O /T?T T1 AC 10\ ^T) XT A 

Homo sapiens Secol alpha form 2 (FLJ10578), mRNA 


NM 032015 


Homo sapiens ring tmger protein 26 (RNr2o), mKJNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 

/TT A TVTTV Jf A A\ __T1XT A 

(LAPTM4A), mRNA 


TV TTI >T /\"^»/^ A 1 C 

NM 020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


•v TTV A /~\ ^ /""V O C O 

NM 020358 


Homo sapiens ring finger protein 18 (RNF18), mRNA 


NM 005882 


TT " "1 ii "LI j i j i /rv >r a f-> A \ T> TV T A 

Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NM_0 16523 


TT * 1 "11 11 1 j_ • i-i . -1 r> T? 1 i /T/-T T» T7 1 \ 

Homo sapiens killer cell lectm-hke receptor subfamily F, member 1 (KLRF1), 

tj\T A 

mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM 006862 


TT * 2 J J T/TT J * ■ , /' 1 '1 "\T> T/~TT\ TTi XT A 

Homo sapiens tudor and KH domam-contammg protein (TDRKH), mRNA 


-v. TTV A f\f\ ^"T7/*\ 

NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


NM 006449 


Homo sapiens Cac42 effector protein 3 (CliP3), mRNA 


"v TTV A" AAOCCO 

NM_00255o 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 
mKJNA 


TV TTV /f O 

JNJVL UUo/12 


Homo sapiens rAol Kinase (rAoiKj, transcript variant 1, mKJNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


TV TTV X f\^Cf\C\^ 

NM 025096 


TT „ ._ * — . T" » A OT' 1 - / | » A OT'T/' \ j • ^ a . . * _ _ a 'T TT) TV T A 

Homo sapiens FAS1 kinase (FAS IK), transcript variant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


-k TTV It f\f\'~> T7 f\ 

NM 003770 


TT * 1 j • 1 'J'T rT7~ T» T>T T A TN TWT A 

Homo sapiens keratm, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM_00406S 


Homo sapiens adaptor-related protein complex 2, mu 1 subumt (AP2M1), 
mRNA 


TvTTv iX AAZTOA1 

NM_006803 


TT * J J 1 x _ * l o I * a_ /" A TTiO A /f^t\ 

Homo sapiens adaptor-related protein complex 3, mu 2 subumt (AP3M2), 
mRNA 


NM_00549o 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 
mKJNA 


tvttvvt mono 1 
NM 0329ol 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


NM 0J29oU 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


TVvTTV JT A^OATA 

NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


NM 03297o 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA 


iNlVi UjZ7 / D 


riomo sapiens aystroorevin, aipna ^jlujnaj, trans crip l variant aipna, misjN/\ 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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XTA A AO A A 1 

JNM_UZ441o 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 2, mRNA 


JNJVI_U-53U14 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1, niRNA 


XTA/f fk1/lfkC*7 

JNJVL_U14U0 / 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA 


iNlvl UIOIDZ 


xiomo sapiens retmoic acia receptor, oeta ^i\^\x\jt> ), transcopx variant z, nu\iNr\ 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


iN±vi_ujzy / / 


xiomo sapiens caspase iu, apoptosis-reiaxea cysteine protease (LAoriuj, 
transcript variant D, mRNA 


XTA/T 01007 A 
1N1V1__U jZV /D 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant C, mRNA 


XT\/f AIOQ'7/1 


Homo sapiens caspase 10, apoptosis-related cysteine protease (C ASP 10), 
transcript variant B, mRNA I 


INJYI__UU1ZJU 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript valiant /v, miviN/v 


inivi ujzyyz 


xiomo sapiens caspase o, apoptosis-reiaxea cysteine protease ^/vor oj, transcnpx 
variant beta, mRNA 


±NlVl_UU 1 zzo 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 

VdXldTlL dipxid., IIllVlN/^ 


XTM" 0^1^ 

INIYI UjjIJj 


xiomo sapiens z ,j» -cyclic nucleotide j pnospnouiesterase ^v^injt j, inxviN/\ 


iN-LVl \JDDk/.Z> 


xiomo sapiens organic cation transporter ukd i ^i_/xvx5 1 ) ) TnjKXN/\ 


xja/t non^ziQ 


Homo sapiens ankyrin repeat domain 2 (stretch responsive muscle) (ANKRD2), 


xta/t noos^n 


rxuiuv) od.picii6 ryanoLiinc rcocptor 1 ^bKeicidi / ^xv i xvi j 9 iiixvim/a. 


XN1V1 U1U7JU 


nuinu bd.picrib byntdAin 10 ^oi aioj 5 iiixvin/tl 


xta/t 014R08 


nuniu odpiCIlo JSJurVrVw / yj gCIlC pjHJU.UL/l ^X\J-rVr\.V/ I y lllS\A\r\. 


"NFA/T 

XNlVi V/I/J'tj-O 


XXUIIIU bapicnb Vav i OllGUgCllC ^ V/A.V 1 ^, IllXvlN/V 


NM 005747 


Homo sapiens elastase 3 A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), xnRNA 


xta/t nnn^o 

1\I1V1 UjjUD7 


xiomo sapiens jwj\j-y\) protein \i\U\j-y\j ), mjKJ.N/\ ; 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


XTA A 

JNJVl_U3zyo4 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmental^ down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


XTA/T A'aOGCI 

INJVl^UoZyoi 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 

Tllr\J.>/\ 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
ceil expressea, aeveiopmentaiiy ctown-reguiatea Z) ^CAoJrZj, transcript variant 1, 
mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
i JNrxCororsj, transcript variant 1, mJbCJNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
^ir^x^Kororsj, transcript variant Moot, mKJNA 


NM 001724 

1 > i-VJ. \J\J 1 ,£.^~T 


±x\Jin\J oa.^Ji\^iic> ^doLJcloC Z., dUUULUolo It/iatcu o ICJllC UiUlCaoC tllCLUcll UlCL/UIoUI 

cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_0 15647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF11), transcript variant 2, mRNA 


NM_O03701 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF 1 1), transcript variant 1 , mRNA 


NM_005409 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
(SCYBll),mRNA 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


MM_032996 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


NM_004346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


NM_032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


NM_033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


NM_033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


NM_033006 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant D, mRNA 


NMJB3005 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant C, mRNA 


NM_033004 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant A, mRNA 


NM_014922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant B, mRNA 


NM 000088 


Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA 


NM 019105 


Homo sapiens tenascin XB (TNXB), transcript variant XB, mRNA 


NM 033036 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


NM_033029 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 
mRNA 


NM 033028 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM 021807 


Homo sapiens secretory protein SEC8 (SEC8), mRNA 


NM 020137 


Homo sapiens GRIP-associated protein 1 (GRASP 1), mRNA 


NM_015133 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 
(MAPK8IP3), mRNA 


NM 014006 


Homo sapiens PI-3-kinase-related kinase SMG-1 fSMGl), mRNA 


NM 021914 


Homo sapiens cofilin 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens hypothetical protein CAB56184 (CAB56184), mRNA 


NM 032923 


Homo sapiens hypothetical protein MGC 16025 (MGC 16025), mRNA 


"MTA/f n^9Q1'7 ! 
INIVI U-?Z!7l / ; 


Homo sapiens nypotnetical protein MGC2848 (MGC2848), mRNA 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ14926 (FLJ 14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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1N1V1 UjZOOo 




NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


XTA/T m0177 

JNJVL KjdZd 1 1 


xiomo sapiens nypoineiicai proiem ivxo^hoh:* jivioi^hjh^j iuxvin/y 


INlVl UjZjZO 


xiomo sapiens nypoineiicai protein ivivj\^*+uiq ^ivio^ < +o 1 oj, iiuxin-tv 


1N1V1 UjZJUO 


xiomo sapiens nypoineiicai proiem ivio\w/ i\jy / ** ^iviov^iu;? /hj, inrviN/A. i 


KTTV/f 0199R1 
1N1V1 UjZZoI 


U nnin conipnc hwnrifhpfipol nrnfpin P>lv P7Y»S47T0'36 f TYPf P7r»S47T0'^f : n mPlMA 

xiomo sapiens nypoineiicai proiem xjt\jt ju^jdh / j wo o ^x-mvx' z^pdh / jujd j, iiiivln/a. 


xnv/r oi ^^^n 

IN 1V1_U 1 D OD U 


xiomo sapiens microiuDUie-inieracnng proiein nidi dSbouiaLca wiiu i xw-vf j ^iviix- 

1 D) y lTlrNJ.N^\. ! 


KTKA 0^1487 

1N1V1 UJ l*+0 / 


xTUiiiu odpiciio nypoiiiciiOcn pruiciii ivivja^*tvjv/*t ^ivj.vjv_ / *-f uvj*-t j y 1 1 u. vi > a 


IN 1V1 Uj 1 *f / U 


nuniu bapiens j unuuoxiai auncoioii muicv/uic j \jf\±\xj j 9 iiirvi>i^\. 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


XTA/f 1 9 1 
JNJyl UOlZU 


xiomo sapiens nypoineiicai proiem iviov^.jzh^i-, ^ivio^.jz^+h^, itixsj.n/\ 


JN1V1 \Jj IZUo 


xiomo sapiens nypoineiicai proiem xjjsjrz^pjoojzu*+o ^l^jsjrz-.x^joojzwM-oj, itlesj.n/\ 


XTN/f 0^0094 


xiomo sapiens nypoineiicai proiem r xvijl'-in x j \sti\. i lj-±\ i dj, iiixvin/-v 


XTA/f CimSZIA 
1N1V1 \JD\)oZ.H 


xiomo sapiens nypoineiicai proiem x*jlj i^tj>jo lhjdoj 9 itixnin/v 


1N1V1_OOUO,3 1 


xiomo sapiens soime earner iamiiy yiwi lu ldi uAouiL'<ixiJOAyi<iic uaiiici j, 

mpmkpr 71 / r QTP9^A91^ tyiT?MA 
II1CXI1DC1 ^ 1 ^ O i^v^Z, J /TlZ- X ^, IIIIVLN^V 


xnvr 094^71 

1N1V1 UZ4J / 1 


Wnmri C5*T^i»nc Vi\mr\t"h^tir?il nrofpin FT T99040 rFT T99Q40^ mRNA 


mm 09^01 ^ 

1N1V1 UZ30 1 


XlOUlO odpiCIlo JSJ-rV-rvUH 1 / gCIlc prOilUOl ^JVXrvrvv^tl / J, IlllviN-rV 


MA/f 09410^ 

1N1V1 UZ'flU.j 


xiomo sapiens nypoincut/di pruicm ivivj wzu i j ^ivivjv_>z,v>i-i^, iiuvin-tv 


xnv/f o^o^7R 


xiomo sapiens nypoineiicai proiem ivivjv-/ 4 tuyj yivis^^sHxjyj), iijxvin/\ 


"KTIV/T O 1 40 1 ^ 
1N1V1 J 


xiomo sapiens ivi i jlh proiem ^ivi i rnxviN^v 


XTA/f 09<iOQ4 
IN JYl UZ D U !7^f 


xiomo sapiens nypoineiicai proiem ri^Jzzio £ t ^x^i^jzz-ioh-^, mxviNrv. 


xnv/f 09^o7R 


xiomo sapiens nypoineiicai proiem xljzzj / o v^r i_^j zzj /oj, iijxvln/-v 


xnv/T 09^0^1 

1N1V1 l/^JUO 1 


xiomo oapicnb nypomcuoai proiein LiJ^jh-zu yjc x^>j ^d'-tz^kj iiixvin^-v 


TVJA/f 094Q£7 

1N1V1 OZHjzO / 


TTattia conipnc Viimrvf'^p+i r»o1 nrnfpin PT T 1 1 ^^7 ^ PT Tl 1 n*^7^ TnT? TsJ A 

xiomo sapiens nypoLneiiL/di proiciii rLJ i ioj / ^jt i^j i iv>j / j 9 hij\jln/a» 


TMTV/f 094RQR 


UAmrt conipnc n\/n/\tnpfir»ol nrnfpin PT T997^7 /'PT T997^7^ mT?TvJA 

xiomo sapiens nypomeuoai proiem x^i^j^z, / j / ^rijjzz / j / j 9 uucuNrv 


MlV/f 094R77 

1N1VJ. U-iHO / / 


U nrnn com'pnc Vi\mr\tViF»tir?il nrnfpin PT Tl ^9^^ TPT Tl ^96^^ mPlMA 
xiomo oapicns xiypuLiicLiL'ai piuicm rjuj i j^uj ^jt j_» j ij^uj ^ ? ij.iinjln/tl 


INlvl / ZO 


PTrtmr. conipnc 1-\^mnt"h^ti^^l nrntpin PT T">? S97 rPT T99 S97^ mPlSTA 

xiomo sapiens nypoincuuai proiem jrx^j^z-j^/ \r i j 9 iiixv-l> 


1N1VX UZH / Ij/ 


"HVvmrt conipnc n^mAfnpfirol nrnfpin PT T99474 fHPT T99474^ mPXTA 

xiomo sapiens nypomeiit/di pruicm pjuj-i.z. < +/*+ \ir x^j / h iiix\j.n/tl 


xjA/f 094n00 


T-T rvrrn^ conipnc n\mntViPti nnA nrofpin PT T90S0R HRT T90R0R^ mPTSJA 

xiomo sapiens nypoineiicai proLein rijjzuo^o ^rijjzuo70^j iiuvin/tl 


>JA/f 094S0R 

1N1V1 UZ4JUO 


U rtmA conipnc n\mnt"hptirol TYr<^tpin ^d\C±C^\ 07Q^ ^]VTOP1 070^^ mP>JA 
xiomo sapiens nypoineiicai proiem ivxvjv^io / yvj ^ivivjv^iu /y\jj 3 iiuvLNjrv 


nfavt 094^41 

IN 1V1 UZHj'tl 


PTrwmrk com'pnc n\mrkt npfi po1 n,rr\fpin \AC~1C^A(\ ^ A ^V/^^^^~ t 40^4^ mPTSlA 

xiomo sapiens nypoineiicai pioicm ivxvjv^ i +oj i + ^ivivjv^huj'tj, iiitvin^-v 


MM 094064 

1N1VA U^HUOH 


xiomo sapiens nypoiiiciicai pioieni ivivjv_^j joj ^ivivj^j-juj / s iiixsj.n/a. 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


"NTIvT 09107R 

1N1V1 UZJU / O 


PTrtmn conipnc n\/nr\tViptir , ol nrrtfpin PT Tl ^ SS9 rpT T1^R^9^ mPlvJA 

xiomo sapiens nypoineiicai pioicm itx-j ijojz ^xjlj ijojz^, iiixvin^v 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


MTvf 0995549 

IN iVl vZZO H-Z, 


lJ rtWA conipnc "him^fl-kpfi pol nrrvf-pin PT T99QA»Q /T7T T99QAQ^ mPTSJA 

xiomo sapiens nypoineiicai proiem rL^jj.zyoy yrx^jz.z/yoy)^ mxvLN/\ 


TsTlvr 0997^7 
INlvl UZZ / j / 


"HTrti-nrx conipnc 1-iim/vl-l-iP+ipol n-r/-\fpin PT Tl 7A^^ /P T Tl 'JO^^^ mPTsJA 

xiomo sapiens n^'poineucai protein ri^j ljkjdd v^ri-fj i jUjj j, rnxviN/\ 


NM_022459 


Homo sapiens hypothetical protein FLJ13046 similar to exportin 4; KIAA1721 
pr v^rx^j i^u^fo), rnxviN/\ 


AJA/t 099477 
1N1V1_vZZ*0 / 


xiomo sapiens Air-Dinomg cassene, suD-iamiiy kj ^vvxiiixi^, memoer o ^sieroim 

^/\X5^-Oro J ? nlXNJN/\ 


XTM" 09911^ 
IN 1V1 UZZ Ijj 


xiomo sapiens popeye proiem z {r\jrz,) 9 mxviN/\ 


"MA/f 099066 
1N1V1 UZZUUD 


xiomo sapiens iikeiy onnoiog 01 mouse uDiquinn-conjugaiing enzynie xiz-z^ujv 
V.i-'Z-z jvjivj, rnxviN/\ 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846i rnRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10) 5 mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 


Homo sapiens hypothetical protein DKFZp5470146 (DKFZp5470146), mKJNA 


NM 019064 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


NM 019012 


Homo sapiens phosphoinositol 3-phosphate-bmdmg protem-2 (PEPP2), mKJNA 


NM 018635 


Homo sapiens hypothetical protein PRO2900 (PRO2900), mRNA 


NM_018687 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC5590b), 
mRNA 


NM_0 18441 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
alcohol dehydrogenase (HSA250303), mRNA 


NM 018645 


Homo sapiens hypothetical protein HES6 (HES6), mRNA 


NM 017967 


Homo sapiens hypothetical protein FLJ20850 (FLJ20850), mKJNA 


NM 017914 


Homo sapiens hypothetical protein FLJ20640 (FLJ20640), mRNA 


NM 017905 


Homo sapiens hypothetical protein FLJ20623 (FLJ20623), mRNA 


NM 017722 


Homo sapiens hypothetical protein FLJ20244 (FLJ20244), mRNA 


NM 017668 


Homo sapiens LIS 1 -interacting protein NUDE1, rat homolog (NUDLl), mKJNA 


NM 017616 


yy • t . i . • i , t-it TOAAAil /T7T T1AAA /I \ — «~T> TVT A 

Homo sapiens hypothetical protein FLJ20004 (FLJ20004), mRNA 


NM 018185 


Homo sapiens hypothetical protein FLJ 10704 (FLJ 10704), mKJNA 


NM 018074 


Homo sapiens hypothetical protein FLJ 10374 (FLJ 103 /4) 5 mKJNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


NM 018049 


Homo sapiens hypothetical protem FLJ10297 (FLJ10297); mRNA 


NM 018028 


Homo sapiens hypothetical protein FLJ1021 1 (FLJ1021 1), mRNA 


NM 018000 


Homo sapiens hypothetical protem FLJ10116 (FLJ10116), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NMJH6434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b 5 decoy 
(TNFRSF6B), transcript variant 2, mRNA 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


NMJH6264 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 
(GIOT-2), mRNA 


NMJH6149 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mRNA 


NMJ)15897 


Homo sapiens protem mhibitor of activated STAT protem PIASy (PIASY), 
mRNA 


NM 016581 


Homo sapiens ECSIT (LOC51295), mRNA 


NM 016479 


Homo sapiens hypothetical protein (LOC51246), mRNA 


NM 016474 


Homo sapiens hypothetical protein (LOC51244), mRNA 


NM 016094 


Homo sapiens HSPC042 protein (LOC51 122) 5 mRNA 


NM 015942 


Homo sapiens CGI-12 protein (LOC51001), mKJNA 


NM 016475 


Homo sapiens hypothetical protein (HSPC213), mKJMA 


NM 016457 


Homo sapiens protein kinase D2 (PKD2), mRNA 


NM 016111 


Homo sapiens KIAA0683 gene product (KIAA0683), mRNA 


NM 014049 


Homo sapiens NPD002 protein (NPD002), mRNA 


NM 014963 


TT * Trt A A 1~\ C\ S~ 1 * /T/'T A A /~V<""\ O \ ... -T> "KT A 

Homo sapiens KIAA0963 protein (KIAA0963), mRNA 


NM 015571 


tt " ht tti rr\ 1 • r* j. /OTTCT»1\ -pv TwT A 

Homo sapiens SUMO- 1 -specific protease (SUSPl), mRNA 


NM 014789 


t t — ' ~%y T a a r\ s~ i~\ o j_ _ j. /X/ r T A A /*\ /CT 0\ _ T) TvT A 

Homo sapiens KIAA0628 gene product (KIAA0628), mKJNA 


NM 014714 


tt ' ta T a A f\ f\r\ j _x T A A Af AA\ — »T>TVT A 

Homo sapiens KIAA0590 gene product (KJLAA0590), mKJNA 


NM 014758 


TT " _ X^T A A r\r*t C A J „4_ /T/T A A /^O C /I \ __^T> TvT A 

Homo sapiens KIAA0254 gene product (K1AA0254), mKJNA 


NM 014065 


TT * _ TTTArt 1 r • /TT»TW/"\ 1 \ T*» XT A 

Homo sapiens HT001 protem (HT001), mRJNA 


"VTA A C\ 1 A 1 HC\ 




NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


T-Tomo can ipti A1STD-1 nrntpin ( A7STO- 1 ^ mftXTA 

x ±.\jni\j oayt iwilo ^Jl wLt/lll >» x_^ x J y IxiXVxNxV. 


NM 006701 


TTomn Rflmpn<s <?imi1?ir to S nnmhp Himl + f T^TAyf 1 A mT?TsJA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


xxvjiiiyj oa^>i&iio iv/io l &iait'U Uli ^ixl illwoUlliC Z-jL yS\J\JT£J* ) 9 Til 1 N r\ 


NM 006087 


Homo «;anien9 tubulin hpfa 5 fTTrR"R^ mRNA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM 005S15 


-Lx.uj.11u bauicns jvi tippci-typc z,iiil> linger ^^z,jnz. j ^z^iv l j, mjKJNA 


X 1YJL \J\J JOl / 


norno sapiens cargo selection protein ^mannose 0 pnospnate receptor binding 
protein) (TEP47), mRNA 


NM 00^R01 


norao sapiens puiative translation initiation iactor ^Ull), rnKJNA 




xiomo sapiens r^tjjr / (processing 01 precursor, 0. cerevisiae) nomolog (IvrJrzO), 


NM 005776 


Homo sapiens cornichon-like (CNIL), mRNA 


NM 004970 


nuriiu sapiens msunn-iiKe growtn iactor Dinamg protein, acia labile subunit 
CTGFAT m"Ri\TA 


NM 004945 


x xuinu oauicxib vj.yn<mini ^j^inivx^ ^, itjxv1N/\ 


NM 004^83 


xauinu bapicnb ss^t\sjjLj. i memuer j\n.a oncogene iamiiy \r><J\±j3LJ nixvJN/V 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


NM 004 S77 


nomo sapiens giia maturation ractor, gamma ^o^JVlr'UrJ, rnKJNA 


NM 004907 


Homo sapiens immediate early protein (ETRlOl), mRNA 


7\TM 00A.0AA 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
iuiiiiyiirdnsierdse/MVi_r cycionyaroiase \J\l Li~>), nlKJNA 


NM 004315 

X^XVX UV/T J JL »y 


xiuiiiu sapiens rN-doyispningosme amiaonyGroiase ^acio ceramiaasej (AoA_ti), 
mRNA 


NM_004S46 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


NM 001110 

X^IXVX V/VJ 1 1U 


nuiiiu sapiens opz transcription iactor (orzj, mKJNA 


NM 003113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


nm oonsdi 


nomo sapiens spnmgomyeiin pnospnoaiesterase 1 , acid lysosomal (acid 
sphingomyelinase) (SMPD 1 ) , mRN A 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
onronidtm, suoiamny a, member ^4 ^oxVLA-KUA4J, rnKJNA 


NM 007X07 

XXXYx \J\Jj^(J\J / 


nomo sapiens proieasome ^prosome, macropainj 2oo subunit, non-AlFase, 1 
(PSMD1), mRNA 


NM 002704 


Homo sapiens pro-platelet basic protein (includes platelet basic protein, beta- 
thrombo globulin, connective tissue-activating peptide m, neutrophil -activating 
nentide-2^ fPPBP'l mR IsTA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1 A2), mRNA 


NM 001687 


nuniu £>apieii£> ^-vxjt syntnase, xi^ transporting, mitocnonanai r 1 1 complex, delta 

ouuuuu ^nii ~jxj)^ iixxVlN^V 


NM 0^0168 


axv^iiiw oapi^ixo x\V->l_yiVxN t/A.y-dUtlVatCLl Kinase O ^JT-r\lvO^, TTi in.IN /\ 


NM 032657 


Homo saniens hvoothetiral nrntein A/TrTp'inAd? ^]V/Tr^r^1 ^zlzl'7^ tv\T?XTA 


NM_032571 


aawaiiv sapiwio x^vjx nivc iiiuuuiC"*t/ontainmg mucm-iiKe receptor dlVl k i ^Jiivixv^j, 
mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAKl -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1 /oncoprotein 18 (STMN1), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774) mRNA 
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NM 024637 


Homo sapiens beta-galactose-3-O-sulfotransferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo sapiens hypothetical protein FLJ13409 (FLJ13409), mRNA 


NMJ)20796 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 


Homo sapiens methionine adenosyltransferase II, beta (MAT2B), mRNA 


NM 012231 I 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


NM 015866 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM_014771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
pro (KIAA0661), mRNA 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM__0 13447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 2 (EMR2), mRNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


NM 006031 


Homo sapiens pericentral 2 (kendrin) (PCNT2), mRNA 


NMJ)22040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1, mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NM__032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


NM_014146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 


NMJ)31992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA 


NM_006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant a, mRNA 


NMJ)32959 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant b, mRNA 


NM_032958 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13 .3kD) 
(POLR2J), transcript variant c, mRNA 


NM_002694 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant gamma, mRNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


NM 000931 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NM_033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 1, mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 2, mRNA 


NM_022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 1, mRNA 


NM_03240S. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NMJ)23005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1, mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM OP138 


Homo s aniens anontosis anta&onizint? transcriDtion factor (DED) iriRNA 


NM 016343 


Homo saniens centromere nrotein F f350/400kD mitosin) (CENPF). mRNA 

Xivii IV/ ULiL/ J VI U Willi Vll ivl W* LV-L V-/ LV11 IX V ^ \y / iV \J ^ 1 X XX LvOlll J \ ^✓JU-ZA IX X / *i 1A1XV1 ^ X X 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 




Homo ^flniprm 7inn fincrpr nrntpin 27R ^71^^278^ tran^crint variant 3 mRNA 

X XVJIXYVJ ouplvllo Zjlliw XXXXjZ^si yJX\JW*XXX 1 \J \^£-jXVX 1 KJ Jy UtUlGvll^l Vuiiaill ^ 5 lliXVLiik 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


TsJTVf 0190*50 

INlYi UjZ-UJU 


TTattia ci»nipnc 'zinr* "fiTicrf»r Tvrr*tp»iTi 2755 f7"NTP l 278^ tr^n cr'Tir^t vari dflt 2 tyiR "NT A 
XXVJIIIU DdpiCllo Zilllls HUgCl LJlUlCill / O y/Ltl\X 1 Oj f 11 Cltlocl 1JJL YCLLlCLLxl jL, ? XXXJLVi.^xV 


NM .014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 


ktn/t n^^nn^ 

INJVl 


rionio sapiens general uranscnpnon iacior 11, 1 ^uirzij, iraiiburipi vdnani 
mRNA 


XTTV/f no 1 ^ 1 R 


xiomo sapiens general iranscnpnon iacior ijl, i \ \j l r uanscripi variant *t, 
mRNA 


1N1VL UjjUUI 


xiomo sapiens general iranscripnon iacior u, 1 rz,ij, iranscnpi vaoani j, 
mRNA 

XllxvJLN r\ 


IN XV1__V JJUvU 


nuniu octpicixo gcxxGidi 11 aiioci iptiuu lauiui i ^uiriij, uaiio^iipt variaiii 
mRNA 

1 1 XXVX N 




TTr\"m/^ canipnc oe*n i*tsi 1 1"T*i^n cpTir^ti ■pQftr^T TT i ^ (^t' 1 * K2 Ti tT5mcr*rn*\t xraTH^Tit 1 
XAvJlilAJ oapicilo gciiciai Li aiioL/i iptiuii xai^iwi x ^vjiriiy, iLaiiDOi ipi vaiiaiiL i 5 

mRNA 


NM 002904 


TTomo <5anipnc; RD RN A -bin diner nrotein fRDRP^ mRNA 


NM 0CP7SS 


Wnmn wnipnQ mi tr\crf*n-a pfivn tpH r>rr»tpin Irina^p VinaQp 1 ^A4^A*P2TC 1^ T"nR"NTA 

X X^flllU oa|JlWlXo HXXlA^gCiXX— avll Val&U JJlUtt^lXI ISJllaow XVXllaoW X .^XYJ_Tx_L ZX\ 1 IXXJLvXNjtA. 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 

J. XVX vuUJ^ / 


Wnmn c^nipn c nf^ntidA/l t^tt*1\/1 iQAmpncp T-T ( r*\/r*1 An Villi t*» T-T^ rRRTT-T^ mRTsTA 

X X\J ILIXJ Sa^JlCllo t/ JJ LXU._y 1 LJ1 \Jiy I loUillCl aSC XX ^V-/ jrV^HJJJlllXHX XX f yX X. 11X> ; 1 1 XXVX > 


NM 001631 

I>xVX \J\J X \J~J X 


Rnmo ^arjipn<; allcalinp nlin^nhfltfl^p i'ntpcj'rinal ( AT PF\ mRNA 


NM 091 1 SI 


X lUlllU CXXL/It-Ilo \mtCLX XXX\.XXX^f V_/ \J\^ ICLl LKJ J 1 LI <XlloXO! UOt y v^- 1WJ JL J 7 1 1 1JLXJ. N / V 


NM 005090 

± > XVX \J\J \J _S\J 


TTnmo ^anipn<i ■nVio^'nnnlma^p A2 crrmin TV1R ff*vtr»<;<YHp i TPT A2rr41^^ mRNA 

xjixjxixvj aupiLiio lyxxv/ojJxx^./xxi^aoC' r\^, 9 ^ikju-lj x. v xj \^ j ivjiiwiiv/ j \x X//ix,vj*rjj^j ixxxvx^^i. 


NM 000124 


TTnmo q^tiiptiq PYpi^iriri Tpnair PTOQQ-POTTTnlpmp'ntiTi cr "rnHpnt rpriaiT HpflpiPTiPV 

XXv/XXl^ OCtLyXt'Ilo LAvlolUli 1 vpall vl voo l/V/Xl XLJ X&llXwXXLXlX££ lUUvlil Xv>LJaiX Vllv Y 9 

complementation group 6 (ERCC6), mRlSFA 


NM 020157 


TTnmn co-ni p-n c r»tr»ra*nlin ( OTOP^ mRNA 

XXwlllvJ ocX|J 1 t/lXO \jWjXCLVjX\XX \\J X\JS\.j^ 1 1 LLvX > A 


TSTM 01S313 


Hnmn lanipn? nnlvhrnmn 1 rPRl^ mRTsTA 

X 1UL11U OCllJXv'lXO VJ\jXy \JX\JIXX\J X \X XJ X Jy 1 i XX VX xV 


NM 01R165 

XNXVJ. UlOl \J*J 


T-Tftmn cnT^ipric T^fVl'v/l'Yrotno 1 ^RT-ll^ ml?MA 

XJ.U1XXU oa|Jlwllo ^SKJly UI U1XXVJ X ^XTXJX ^ 5 XXXXVXN/i. 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NM 0121 3Q 

X^iXVJ. UlLl J7 


1 lvJl 1 1U cjajJldlo UCaxllCoo lUOUo dboUtlalCU UlXiailVC gLXailXIiC XlLiOlC/ULlUC C/A.wllail^C X 

(DELGEF i itiRNA 


NM 007061 


TTnmn ^aniens Qpnim non^titiipnt "nrntpin nVTSPSS^ mRNA 


NM 005379 


TTnmn ^aijipri^ mvoQin TA nVTVOI A^ mRNA 

XAV^iiivy oaL/iwiio iix^ywoxxx Xu\. ^xvx x v_/ x fx. j ; 1 1 XL vX > jrv 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 

pnncrPTiital aHrpnal Ti\mpm1flQip^ r>n1vr»pr>tiHp 2 ^f^VP21 A 2^ mRNA 
wV^xigv^iii Lai avxx^ixax ii_y pti ijiaoia^j jJLji^y ljw lj livjc ^v-- x x ^, ir\x j 9 1 1 xx vx ^ A 


NM 000061 


Wnmn cam pti c fnmnlpmpnt rnmnnnpnt 0 ((~ x '}\ mP T\J A 
XXUIIIU oajJlCXlo C/UlIXpiCIIlCIlL ULUIipUIlCIll Z. yy^^.J, II JLTSJ.N /A. 


NM 01407S 


XXVJlXXv^ oajpiC'lio llULOL'liOIlLu lal llUUoUlXiai piOLClIl X-i X -J \XS\JS^jZ J_/ 1 D )-y IliXvJL Nxv. 


NM 021134 

X > XV J. X X _'~ 


TTnmn <5ar>ien^ mitnpV>nriHria1 riiSn«;nmal nrntpin T 2^ iTVTRPT mRNA 

X X\J 11 1U oapiV/iio 1111 LULliUUUl ICll llUUOvllllul LJL KJ LL^llX X—ni* ~> \^XVXXVX 1 i*-*J 1 1 IX VX > £\. 


NM 020249 


TTnmn Qnni pti q a HiQin+ponn-lilrp 5*t»H mptallnnrntp^QP (x€*t\tc\\ "v/qit* *f~v/r*p^ wr\ tVi 
xx\jxxx\j oapi^xio a txia in lc- gx in iia.c axiu iiit-Laiiuiyi u ivaot ^ic*iJi\Jijr oxxi i.yLJ\^j wiux 

thrombosDondin tvne 1 motif 9 CADAMTS9 1 mRNA 


NM 018094 


Homo saniens Gl to S nhase transition 2 fGSPT2^ mRNA 


NM 014180 


Homo saoiens mitochondrial ribosomal nrotein L22 nVIRPL22^ mRNA 

i-AV***w vW^/l Vllu 1111 IrVy V/X-LV^r J.XVpil. ICil 1 1 Lr Vu\/lllUl |J1 twill ^1 TJJLM * — 1111VL ill. 


NM 014175 


Homo sapiens mitochondrial ribosomal protein L15 (MRPL15), mRNA 


NM 015385 

X ^1 XVA V 1 — ' <J ^ 


TTnmn saniens STT^-Hnmain nrntpin S ^nnnsini TSTT^TiS^ mRTsJA 

iiuinu oaj^ivno uiij uuxxxaxii [Ji u Lt/ii i ^ ^jj^jiiljiii y ^jujx/j ^ 1 1 ix vx xx. 


NM 006434 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA I 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 2, mRNA 
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NM_032965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 3, mRNA 


NM_032964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


NM 007057 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NMJ304166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, mRNA 


NMJ)32963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM_014456 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


NM_007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


NM 001028 


Homo sapiens ribosomal proteir S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein SI 9 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein SI 7 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein SI 6 (RPS16), mRNA 


NM 001018 


Homo sapiens ribosomal protein SI 5 (RPS15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein L13a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


NMJ)2112S 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NMJ)06233 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I), mRNA 


NM_006232 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), 
mRNA 


NM__002695 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


NM_004805 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide D (POLR2D), 
mRNA 


NMJ300937 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


JNM 001987 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETV6), mRNA 


NM 032973 


nomo sapiens proLOcaanenn ZZ (rCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA \ 
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NM 0^2457 


TTomo wnipn? RT-T-nrotopaHbf*T"in ^brain-Vi^art^ fPf~ >, T > )T-T7 > \ francrrint i/a-ri^nt r* 
xav^iiiw oapiiriio UJ.JL pi uiut'aun&i ill yLUdiii litoi \.j \±. v/iyii / I, LI dllol/Iipt vdlldlll w, 

niRNA 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 
mRNA 


NM 002589 


Homo saniens BH-nrotocadherin rbrain -hearth flPCTDH7^ tran<?crmt variant a 
mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA i 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 
mRNA 


NM_032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


NM 032968 


Homo saniens nrotocadherin 1 1 fPCTDHl 1^ transcrint variant c mTCNA 

A V-/ A A XV-r UU|/1V11X) pi WV/t/UUllVl 111 J. 1 \j±- Vyl-/J.Jt. i A y ^ UCUiovllpl Till 1C11XI W, 1 1 1 1 VI > 1 V 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


NM 032950 


Hnmo saniens matrix mpta11nrvrotf*ina<3f* 9R nVTA/TP9R^ trjin<:r»rint variant 9 

XlUlllU Odjpiv-'XIO lliaulA 111V_ IdlUjpi \J IV^llldOt^ 2-. O ^1YA1V.U. O J ? LldlloC/lipi V dl IdllL 2-, 

mRNA 


NM 024302 


TTomo ^ani pn<5 matrix rn^tallrvrvrrvtf^iTiJicf* OR / r \^"K/TP9 trancf»rint vnria-nt 1 

liuiiiu oapi^iid iiiaLiiA. lllt/ldli\jpi VJlv^llldoC ^LO ^1V1_LVI r , U.allbL'Iipi VdildllL J. , 

mRNA • 


NM 006575 


±JLKJLL1VJ OdpiUH£> IHllVJgdl— dvll ValCU piULClil iSJIldoC KllldoC KHld.bC KllldoC 

(MAP4K5), mRNA 


NM 004635 


T-Tfvmn cam Pn Q mitocrpn— notix/at^H YYmtfMYi Irincicf—SJr^tiA^a+^rl nrnfpin VinacA ^ 
xAiJiiiu odpidio llllujg,Cll-dOLl ValCU piUlClil KllldoC-dCU VdlCU piULClII KIIld.bC ^ 

(MAPKAPK3), mRNA 


NM 002587 


Wfttriri Qanipn^ nrotnp,aHVif»rm 1 fraHVu^rin-lilrf* 1^ f T^f^TYPT 1 "\ tram cr»r-ir»t -tra-riant 1 

livyliiu oapiwilo pi VI LU L/dlXl lv/l 111 X ^aUllCI 111 "HIVC 1 y ^JT V_-J_/jn 1 LL dlloCI ipi Vdlldlll 1, 

mRNA 


NM 004759 


Homo saniens mitogen -activated nrotein Vina^e-activated -nrntein Vinace 9 

AJ-WlllU OCl|ylWllO 1111 VVJgWll AvU YulvU LJ1 V 1^/11 1 IVlllaov uvLivaltU LflUlwlll iVilldoC A. 

(MAPKAPK2), transcript variant 1 , mRNA 


NM 032960 


TTomo ^flnipn^ m i to oeri -activated nrotein VinaQe— aptivnt^H nrntpin 1'inQcp 9 

iiuiiiu oapinio iiiiiaj££W11 ovU valuu pi uivlll MilaoC aL/UValtu LylUtClH Kli IdoC 

(MAPKAPK2") transcrint variant 2 mRNA 


NM 032515 


Homo saniens Bcl-2 -related ovarian Iciller nrotein-lilce TROTCT ^ mRNA 


NM 015166 


Homo saniens KIAA0027 nrotein CMLCl^ mRNA 


NM_001795 


Homo saniens cadherin 5. tvne 2 VE-cadherin (Vascular enitheliurrA TPDHS^ 
mRNA 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


NM 004360 


Homo saniens cadherin 1 tvne 1 R-cadherin fenithelian (TTyFTl^ mTJNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM 005S64 


Homo QanipriQ Clonal tranQdiirtion *nrr*tf»in ^ST-T^ rr^rit^ in in a\ ^^^^^Q9^ trQncfrint 

±.x\Jii.i\J Qapii^iid oig,iidi uaiiouuvUUll pivjLt^lll ^Ollj ^\JllLdlillllH 1 I Jif J } LidllaClipi 

variant 1, rxiRNA 


NM 032459 

X 1 J.TJL \J T _S 


Homo Qar>i pn q cicmal tran^Hnr*'Hon r^rotRin ( ^\T-T^ rrvntainincr^ ( l-i'KQ9 > \ tr-cir»or»-ri-r\t 
xj.\jiiivj ocxpiv/iio oigiidi Li diioLiuuLivjii pivllCill \^OXT.J. CvJJ 1 LdillHig^ ^Ijro^jj LrdlioUTipL 

variant 2 mRNA 


NM_032107 


Homo saniens lethal (3 i malignant brain tumor lT3^mht nrotein rr)ro«?onhila^ ho 

wu^/iviiu iv liiu.1 \ J iiiuiitiiuill xjm. (llll IrLilllv/l L V 7 11. Ivy U L/lVkvlll 1 lyiuoVJUllIlfl 1 llv/ 

(H-L(3)MBT), transcript variant II, mRNA 


NM_0 15478 


Homo saniens lethal (3} malignant brain tumor l(3^rnbt nrotein rOro^onhila^ ho 
(H-L(3)MBT), transcript variant I, mRNA 


NM_004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1, mRNA 


NM 032468 


Homo saniens asnartate beta-hvdroxvlase fASPH^ transcrint variant 9 mPNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4 3 mRNA 


NM 032466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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INiVl Uj loll 


Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 


INiVl UZZ/Oo 


Jtiomo sapiens KIN A binding motii protein Id (KBM15), mKNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


1N1V1__U 1 ^lO j U 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15 A 
(PPPlR15A),mRNA 


\n yf r\ 1 /I coo 
JNM U14S22 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


\TTV ft AAOZTQ/T 

JNM_UUzo9o 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G), 
mRNA 




Homo sapiens polymerase (RNA) U (DNA directed) polypeptide B (!40kD) 

/T>r^\T DOD\ _-_T»XT A 

Vr'UJLKzrJ), mKJNA 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant z, mKJNA 


1N1V1_UUh-Z 1 D 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 

mKJNA 


1N1V1 \JVJD 111 


Homo sapiens crystallin, zeta (quinone reductase)-like l (CRYZLl), mRNA 


IN iVI_ULKf J o 1 


Homo sapiens cAMP responsive element binding protein-like l (CREBLl), 

-ml? XT A I 
mjvlN A 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


iNiVl \J\J/ZyD 


Homo sapiens complement component 4A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


JN1V1 VZoyj 1 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34), mRNA 


JN1V1 KjZZdoi 


Homo sapiens nyctalopm (JSTiX), mRNA 


XTTV/f All /I /T"7 

JNM_022467 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHb 1 8), mKJNA 


XTTV/T AKCC7 
JN1V1__U 1 0 D 3 / 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 


ATM" m ^ 1 1 & 


Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA 


1N1V1 UlOllD 


Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3), mRNA 


1N1V1 U14jyo 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


XTA>f nizliUzl 
IN 1V1__U 1 H 


±lomo sapiens N ADPH-dependent FMN and FAD containing oxidoreductase 
(NR1), mRNA 


IN JVL_U U^f sou 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


1N1V1 UUOoDU 


Homo sapiens interleukin 24 (EL24), mRNA 


INiVl UUOD^fl 


±lomo sapiens thioredoxm-like 2 (TXNL2), mRNA 


IN lVl_UU4-OOZ 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1, mRNA 


XTA/f AAflAOQ 

in jvi_uu u uz y 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha-1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


lNJVl UU4LOU 


Jtlomo sapiens BCL2-hke 2 (BCL2L2 ), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


XTTV/T rvn 1 iCOl 

JNM_UU1623 


Homo sapiens allograft inflammatory factor 1 (ADPl), transcript variant 3, 
mRNA 


NM__032953 


Homo sapiens allograft inflammatory factor 1 (AJF1), transcript variant 1, 
mRNA 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily DA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orf 1 1), mRNA 
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NM 031282 


Homo saniens iTnmiinOP'Irihiili'n Qimprfamilv rPCPTYfwr translocation aQcnr*iatf=»H 1 

(IRTA1), mRNA 


NM_031281 


Homo saDiens immunoglobulin sunerfamilv recentor translocation a«;<5oHatpH 9 
(IRTA2), mRNA 


NM_000767 


Honio sapiens cvtoclirome P450 subfaniilv TTR fnhenoharhital -inducible^ 
polypeptide 6 (CYP2B6), mRNA 


NM 020165 


Homo sapiens postreplication repair protein hRADISp (RAD 18), mRNA 


NM 001710 


Homo sapiens B -factor, properdin (BF), mRNA 


NM 021800 


Homo sapiens J domain containing protein 1 (JDP1), mRNA 


NM 020404 


Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA i 


NM_006672 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7), mRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


NM 017495 


Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


NM 030773 


Homo sapiens beta tubulin 1, class VI (TUBB1), mRNA 


NM 020643 


Homo sapiens chromosome 11 open reading frame 16 (CI lorfl6), mRNA 


NM 020644 


Homo sapiens chromosome 1 1 open reading frame 15 (CI lorfl5), mRNA 


NM 020642 


Homo sapiens chromosome 1 1 open reading frame 17 (CI lorfl7), mRNA 


NM 020201 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM 007175 


Homo satviens chromo^omf* R or>pn rpadincr framp 9 /T^Rrrrf*^ ml? "NT A 


NM 007023 


Homo sanien*; cAft/TP-recnilatpH oiianinp rmrl^rvHri^ pYrhsmcr** fanfrw TT /Y^ATV/TP 

xx\jixx\j ociiJ i^uo wiTivxi luguiaiwu guanine- iiui/lvUllllv/ wyvOUallgC lauLUl U. I v^/\JVJjr _ 

GEFII), mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


NM_006105 


Homo saniens Rani fnianinp-niirJpotidp-pYr'Tiancrp fnftnr Hirf»r*t1\/ fxctlxmi&A \vw r»A 
(EP AC), mRNA 


NM 005637 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


NM 001213 


Homo sapiens chromosome 1 open reading frame 1 (Clorfl), mRNA 


NM_002354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1), 
mRNA 


NM 003492 


Homo sapiens chromosome X open reading frame 12 (CXorfl2), mRNA 


NM 003797 


Homo sapiens embryonic ectoderm development (EED), mRNA 


NM 032863 


Homo sapiens hypothetical protein FLJ14927 (FLJ14927), mRNA 


NM 032813 


Homo sapiens hypothetical protein FLJ14624 (FLJ14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FLJ14437), mRNA 


NM 032385 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4) 3 mRNA 


NM 032239 


Homo sapiens hypothetical protein FLJ2351 1 (FLJ2351 1), mRNA 


NM_032012 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA ! 


NM 031922 


Homo sapiens RALBP1 protein (LOC83859), mRNA 


NM_031890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 1 
mRNA 


NM_031456 


Homo sapiens chromosome 17 open reading frame 1 A (C17orflA), mRNA 


NM 030944 


Homo sapiens chromosome 15 onen readme frame 5 fC15orfS^ mRTtf A 


NM 030806 


Homo sapiens chromosome 1 onen reading frame ^1 fClorf?1"i mP>JA 


NM_030790 


Homo sapiens hypothetical protein CDA08 (CD AOS), mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA " i 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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XN XVI UZZ 1 0 J 


Homo sapiens chromosome 1 5 open reading frame 4 (C 1 5 orf4), mRNA 


XN JLVJL UZZ 1 U / 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


XNXVI UUO / o I 


xiomo sapiens cnromosome o open reaaing xrame xu {v^oorixuj, itiivxnA 


in iviu iyoyj 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4), mRNA 


XNXVX UXZZOD 


xiomo sapiens cnromosome zz open reaaing xrame j (L^zzortoj, itikjn a 


XNXVX vZXZD i + 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


IN 1V1 UZ U Oh j 


Homo sapiens chromosome 1 1 open reading frame 14 (CI lorf!4), mRNA 


KT\A HI 91 1 9 
XNXVX U1Z1 1 Z 


xiomo sapiens cnromosome zu open reaaing xrame x vi^zuonij, itikjna 




xiomo sapiens zinc linger proiem jj x, zinc linger protein 4oj ^ZiiNrooi ), itlkjna 


KfA/T A1Q1f.A 
XNXVX VJ iy L uo 


xiomo sapiens sepun j ^oxiJr Lj) 9 nxiviN a 


XNXYL \JZAjJ/J 


riomo sapiens cnromosome xz open reaaing xrame j vv^xzoriD ), mKJNA 


1N1VX V/ZV/.3 /*t 


xiomo sapiens cnromosome xz open reaaing xrame h ^xzori'fj, miviNA 


XNXVX 1/ZUj / j 


xiomo sapiens cnromosome xz open reaaing xrame j (L^izorxoj, mi<JNA 


XNXVX, v^UjO/ 


xiomo sapiens cnromosome xz open reaaing xrame o ^xzorxoj, iiijkjna 


1N1V1 UZU 1 0 U 


Homo sapiens chromosome 8 open reading frame 4 (C8or£4), mRNA 


iNivi \j iz/jyo 


xiomo sapiens cnromosome zx open reaaing xrame oZ (^Uzlorioz), mKiNA 


XNXVI \J I 7UOj 


xiomo sapiens cnromosome z open reaaing xrame z (Lionzj, mKJNA 


TSJIV/T A1 8CK£ 

XNXVX ulOyJO 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


XNXVX / J OD 


xiomo sapiens cnromosome y open reaaing xrame / ^yorx / ), mtviN A 


XNIVX VJXoOz/X 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


XTA/T A 1 /CO/1 A 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


XT\ /T AT7/I10 

JNxvl Ul /4Jo 


Homo sapiens chromosome 21 open reading frame 18 (C21orfl8), mRNA 


JNJV1 UUZcO 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), rriRNA 


JNM_0 15927 


Homo sapiens transforming growth factor beta 1 induced transcript 1 
(I Lrrxi 111 ), mKJNA 


XNXVI U X OD 04 


Homo sapiens xsJVloo antigen (JbsJVloo), inKlNA 


1NXV1 U I Oj4o 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4) 5 mRNA 


XN XVX U X 4-UUy 


Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 

llnKcQ {lr£L2±), mtsJNA 


XNIVX U X jj^H 


xiomo sapiens cnromosome o open reading irame j (Uoorr!)}, mKJNA 


XNXVX UUOj'HD 


Homo sapiens chromosome 4 open reading frame 1 (C4orfl) 5 mRNA 


XNXVI Ul jj / J 


xiomo sapiens cnromosome zz open reaaing xrame z (Czzoriz), mKJNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorfS), mRNA 


XN XVX U X ZZ OH 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


T\T\/T A 1 9 1 1 1 
XNiVX UXZ X X X 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


XNXVI uu /l/O 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NM_006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase U, o, IdUkJJ (lArziS), mKJNA 


"NJTV/f AA/C1C9 
XNXVX_UUO J oZ 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


XTN/T AA^Q/C7 

xNivx_uu j y o / 


Homo sapiens JNorl-A binding protem 2 (EGR1 binding protein 2) (NAB2), 
rnxviN a 


XT\/T AA<Q</C 

xnxvx_uu-> y oo 


Homo sapiens iNCji^I-A binding protein 1 (EGR1 binding protem 1) (NAB1), 

ITlXvlNA 


NM 005663 


Homo satviens Wolf-l-Tir<5rTiriArn QvnHrnmp ranrliHatp 9 ^\A7WQr^9^ mPMA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), irxRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), itiRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), 111RNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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NM 004709 


x xvxxixw oaLJit-'iio ^ixi uniuoL/iiiL' -/v u jjcii iwavxxixg JLiaiiic x ^vyvui x l J 5 1 1 xxvi n a 


NM 004337 


Homo saniens rhromosome R nnpn rpadin cr frame 1 f f^Rrirfl ^ ml^NA 
x xvxx oajjiv^ixo vyiii vjiuuauiiiL o vjyjy^Li lv/auiiig Xl aiiic x \^v_^ o*Jl x 1 y 5 lixxVLNx^A. 


NM 004913 

X^IXVA vv/*ty i J 


TTr\Tno caru'en q pVirAmoRrimp 1 6 r\r>pri r p ^ H i n cr framp 7 f 1 /^nrf7^ mp 'NT A 

XXWllHJ odpiCilo Vslll UlllwOl/lll& X \J VxpCll ICaLllUg U.C1111C / ^V_/ 1 VJU1 X / J 9 1 1 ILVx N x Y 


NM 000956 


Homo saniens nrostacdandin F rerentnr 9 fs 1 1 Vitvnf* PP9"\ S^VTj n y TYr'P"R9'i 
ixuiiivj oapit^uo pi i/duagiaiiuiix x-» xc^cpuji ^oULfiyuc x_>x J, — ' ->ivi_y ix X v ir,i\ /. i ? 

mRNA 


NM 001586 


Homo s alliens chromosome onen readini? frame 9 (C^^CcirF?} mRNA 


NM 001585 


Homo saniens chromosome 22 onen reading frame 1 f022orfl^ mRNA 


NM 001^14 


TTftmo saniens ehromosorne 16 nnpn reading frame 3 (C* 1 ] 6orf^^ mRTsJA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfS), mRNA 


NM 003475 


Hnmn sariiens ehromosome 1 1 onen readme framp 13 (C^\ 1 nffl 3^ -rnT? 1ST A 

JL1U111U ou^jx^llo \/lJX V/xXxVJOv/xllt> X 1 Upt-11 ItaUlllg XI dixlw 1 J ' 1 1 Ul X 1 J y ? III in. 1 N X\. 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM 007934 


rixjrno sapiens uynacun o ^p^szj ^i^Vw. iiNjy, uranscnpi varianx i, mx\JN/\ 


NM 094^4R 


xhjiimj sapiens txyiiaoiiii j ^L/vyiiNj^, uansC/ripi vcinarii z 9 itlxvxN/\ 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 

mRNA 


NTVf 013991 


xxunnj sapiens uicd.va.gc ctnu puiyauciiyiaLiiJii speuiiie lacior x, iduku suDunix 
TCPSF1 i mRNA 


NM 014500 


Homo saniens HTV TAT snecific factor 1 THTATSFH mRTvTA 

*.X\Jxxx\J oapi^ilo XXX V xiil opt/Vlllv idULUl X V XX X A X OX X y s 1. 1 XtVl N xV 


NM 00^567 


Homo sar>ienQ leetin oalaotoQidp— hindino" Qnlnhlf* % hindincr r*-rr*tf>in 
xxwxiivj oaLyit^ixo it-Vvtiix, gciia.V-'tvJoiva^— uiiiumg, oLFXl4UiC ? J UlUVJlllg piULClll 

(XGxAJLS3BP) mRNA 

\^Xv\Ji VJ — / U ^1 JL-> X 111X\X liTX 


NM 005711 


Homo saniens FfTF-liVe reoeats and diseoidin T-lilre domainQ ^ (T* TiTT mRlSJA 


NM 016S93 


Homo saniens owsterol 7alnha-hvdrnwlasp rr^VT^^OAl^ n^RlsJA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


TvTM 021 049 

X> XVA V/Z. 1 V/**tJ7 


xxuiiiu sapiens nieiaiiuiiid antigen, lamny o \iyLjr\\j lz.j^d j 9 miviN/v 


NM 019609 

1 > X.VX VX X UU— 


nUiUU bapiCIli) UULyHJpinilll-llive Z, ^1V1xxv_x eiaSS 1_L aSSOt/laieQJ ^x5XiNJUZ^^, mxvJ.Nx t v 


NM 01K00? 

XN1YX \J X OUUZ. 


XJ.U111U bapieilS UAlUaLllJIl leSlSLaneC 1 ^v^yVxv I ^, iTlxSJ.NxT. 


NM 013392 


Homo Qar>ipnQ nunlpnr r^nf^ntrvr Ki-ndincr r\"rr»tp»i-n /"MPT^P^ mp\TA 
xx^jiiivj oapiciia uuoicai leoepuji uiiiuing prouein U^UvDr lTlxviN^V 


NM 012396 


±±yjiii\j t>apiciib piceivsum iiLiiiiuiugy-iiivc (juiiiain, xaixiiiy .rv, niemuer 
fPHLDA3i mRNA 


NM 006492 


Homo saniens aristaless-Hlce homeohov ^ TAT mRTvJA 


NM 005365 


Homo saniens melanoma antigen familv A 0 ^A/TArTpAO^ mP TsJ A 


NM 005364 


Homo sar*iens melaTioma anti crpn famil\/ A R /"JV/T A rrT7 A 52^ mPMA 
xHJlilVJ L>apiCllo lilClallLllllct allLlgCll, lalllliy x*A., o ^xV1jtVvJJC//^.0 J, IxxxnJ.Nx'A. 


NM 00^366 


Homo saniens melanoma anticrem familv A 11 nV/fAt^rPAl 1^ mPNA 


NM 024490 


Homo saniens ATPase Class V tvne 1 OP f ATP1 QC> mRNA 


NM 020354 


Homo saniens lvsosomal anvrase-like nrotein 1 fX AT Pl^ mRTsIA 


NM 018655 


Homo saniens lens enithelial nrotein (1 PNPP^ mRNA 


NM 016448 


Homo saniens R A-retrulated nuclear m a trrv -associated nrotein CR AA/TP^ mP "MA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein LI 9 (MRPL19), mRNA 


NM 006099 


Homo saniens nrotein inhirvitor of activated ^sTAT^ rPTA^^'i mRMA 

iiumu oapiciio piutcxii XiiixiL/iL\Ji ui aeilvaLClx i3 1 x^. X D ^ririijj ^, XinViNxA. 


NM 004221 


Homo sapiens natural killer cell transcript 4 mRNA 


NM 002949 


xxvJiii\j sapiens iiuioeinjiiixi lai nuusomdi proicin Liz ^ivixxx JL/i^^, rnxviNx^v 


NM 016239 


xxuiiKj sapiens uiyosm v /-v ^ivi i ui j/\ ^, TnxviNjrv 


NM 005094 


xxuiiiu sapiens soiulc eaiiiei idmiiy z/ ^iaiiy aciu transpoiTery, memuer h 
(FsT P?7A4i mRNA 

^OL/v, z, / /V4 y, UlIVi > x*tl 


NM 015077 


Homo sanienQ sterile alnVia and TTTh AT/ A rm H i 11 n -mritifTi-rrfctei-n rvrtl*irVlr\rr rvf 
xxvjxijlvj oapiciio j lci lie aipiia aiiu. xxi_/-r\ x / xVl indvllllU nxOUll piUlCin, OlinoiOti OI 

Drosonhila ^SARM i mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM_031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM_007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM_005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NM_032403 


Homo sapiens protocadherm gamma subfamily C, 3 (PCDHGC3), transcnpt 
variant 3, mRNA 


NM_032402 


Homo sapiens protocadherm gamma subfamily C, 3 (PCDHGC3), transcnpt 
variant 2 5 mRNA 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1, mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCD1), mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NM_032938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 
mRNA 


NM_004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 
mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1, 
mRNA 


NM 001887 


Homo sapiens crystallm, beta Bl (CRYBB1), mRNA 


NM 005208 


Homo sapiens crystallm, beta Al (CRYBA1), mRNA 


NM 001889 


Homo sapiens crystallm, zeta (qumone reductase) (CRYZ), mRNA 


NM_022132 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 
mRNA 


NM 001288 


y t ♦ 1 1 • J • j HI 1 11 /V — it T/— t -t \ TiTVT A 

Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


NM 021624 


tt • t • j tt i . /ttt>TTj1\ T">"X.T A 

Homo sapiens histamme H4 receptor (HRH4), mRNA 


NM 032527 


t t • 1 .1 , • i . t-> T" T 1 A t\ /V T A A 1 O A r ~1\ T) XT A 

Homo sapiens hypothetical protein FLJ14972 (KIAA1847), mRNA 


NM 005560 


tt • "1 • • ft ft f- fr K ~K AT A c\ T"» ~K T A 

Homo sapiens lamimn, alpha 5 (LAMA5), mRNA 


NM 032931 


tt * 1 .1 . • ft j TV yf/ — 1 /— 1 1 1^1 rt /Tk jT/**i /""» 1 "> ""I 1 fY\ . . - T» XT A 

Homo sapiens hypothetical protein MGC13219 (MGC13219), mRNA 


NM 032924 


Homo sapiens hypothetical protein MGC 16040 (MGC 16040), mRNA 


NM 032920 


Homo sapiens hypothetical protein MGC15873 (MGC15873), mRNA 


NM 032913 


Homo sapiens hypothetical protein MGC 1445 8 (MGC 1445 8), mRNA 


NM 032893 


Homo sapiens hypothetical protein MGC14336 (MGC14336), mRNA 


NM 032889 


tt ♦ 1 , ft . • -i . • -» r/~i / — \ i i o/\n /"x /T/ — ' 1 1 TAO\ T*k"VT A 

Homo sapiens hypothetical protein MGC1 1308 (MGC1 1308), mRNA 


NM 032815 


Homo sapiens hypothetical protein FLJ 14639 (FLJ 14639), mRNA 


NM 032798 


TT * 1 .-i - • t j • T7T T1 /J C AO /T?T T1 /ICAO\ ««T>\TA 

Homo sapiens hypothetical protem FLJ 14503 (FLJ 14503), mRNA 


NM 032793 


TT • 1 i1 j • 1 . _ • T7T T1 >1 /I C\f\ /"T7T T1 /I /I «»T)\T A 

Homo sapiens hypothetical protein FLJ14490 (FLJ14490), mRNA 


NM 032791 


TT * i_ .-1 , • i -i. T7T T1 A A ~T~1 /T?T T1 A AHH\ **ftD\T A 

Homo sapiens hypothetical protein FLJ14477 (FLJ 14477), mRNA 


NM 032789 


tt * 1 , 1 . • i _ j * TTT Tl A A A /T?T T1 A A A\ «uT)\T A 

Homo sapiens hypothetical protein FLJ 14464 (FLJ 14464), mRNA 


NM 032769 


Homo sapiens hypothetical protein MGC16212 (MGC16212), mRNA 


NM 032760 


Homo sapiens hypothetical protein MGC14966 (MGC14966), mRNA 


NM 032696 


Homo sapiens hypothetical protein MGC12262 (MGC12262), mRNA 


NM 032665 


TT • -f .ft . • i . 1 x AT /~y A S~ A f\ /~K K r~*t A £1 A f\\ T> \ T A 

Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC10600), mRNA 


NM 032655 


Homo sapiens hypothetical protem MGC 10997 (MGC 10997), mRNA 


JNM K)5ZoJ.o 


riomo sapiens nypotneticai or am protein myu^-u ^ivi 1 uh-u^, mtUN/v 


NM 032621 


Homo sapiens X-linked protein (DJ79P1L1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 0054S4 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 7 f A DPT*TT 7 1 mPlsJA 


NM 005447 

XNXVX UVJ't't / 


xaumu sapiens pepuayigiycine aipna-ami Gating monooxygenase CUvJH. -terminal 
in terartnr fPAA/TPT* ttTRTnTA 

XilCCX IVJX ^X -f^XVXV^-Xy, XlXXNJLN-TV i 


NM 000137 


xxuxiiu aapiciia xumai y iaOClUa^CiaiC IiyUiOiasC ^XtHxiaiy laCt lOaCetaSej \V J\±i.), 

mRNA 


NM 001S88 


Homo satnens crvstallin mn ff^RYTvf i mRNA 

1UI HKJ OCi.^J ivi 1 o va^y oiai 11JLX, XX1LX ^ V_x x_v X XVX ^ ? XlXXVX>(xi. 


NM 032608 


Homo saniens hvoothetical nrotein hk125H7 1 fRK 17SH7 1^ mPTsTA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


XXUlXXtJ odpiCxxa 1/lXLlxieAlJx \jjL ^vAOZ J 9 IIJLxvlN.rv 


NM 03259R 


xxuiiio sapiens testes ucveiopment-reiaiea in i u-orzu xi^-oxZUJ, mKJNA. 


NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 


IN 1VJL \j _j Zjol 


riomo sapiens aown-reguiatea oy L^tnnDl, a (^JL/Kd 1NINB1A), mRNA 


NM 03757Q 

x>xvx ujz, J / 


Homo sapiens colon and small intestine-specific cysteine-rich protein precursor 

similar fc% T?T777/rPQiQtin-lil<rp- T^r/^.fp»in ^V^K'CV1\ mP 1ST A 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 




raumo bdpienb cmopd.mii oinaing reiaxea proxem, a.eitao-aeita/ sterol isomerase 
related nrntein fF"RPPi mRTsJA 

X Jr L^/lll ^XyXIXVX J ; 1 1 1 IX l N AA 


NM 032561 


Homo <;ar.ien^ PVrrl "nrntein (T*\fC~i\ \ m*RTSJA 


NM 037555 


T-Trvmo cpTiipnc P> 1 /t'X nratpiri /"P 1 /I rnP\TA 

xxuiiiu bapiciib jtih-j proiem ^Jr 1*4- J ^, mi\JN/v 


NM 037549 


ixuiiiu aapiciia liuici iiiiioL/nonuri<ii memDrane pepnoase z iiKe ^MVlJVlJrZLr), 
mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 0150R0 

x n xv j. v/ x v/ 0 vy 


nuinu aapierib ncurcAin z ^in j\_aj.n z ) 9 mj\JN/\ 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBM10), mRNA 


NM 032526 


numu bapienb t/yiosoiic nucieoLiQase I ^^1N-1J, mJ\JNA 


NM 0374S^ 

XNXVX UJw'tOJ 


xxurno sapiens xi i rj\r proxein ^xi l rJ\r ), mi\JN J\ 


NM 037O94 


xauiiio t»apiciii> proiocauneon gairuna suoiamiiy j\, iz ^JrUxJJtlkjrA.1 J,), transcript 
variant" 7 mPNA 

VCLXXdXXL j—, i 1 XX XX > 


NM 003735 


Mnmn <;a"nienQ nrr\ tor* art Vif*rin o-cimmci cuV^-fa-m-tl-v/ A 1*7 /T>r^T\T,Tr^ A 1 0\ f^.^^.„ „ 

xTiuxxiu oapicub piuiuoauxicon gaixiina suoiamiiy /\, iz ^i^^JLJxxv_r/ViZj, transcript 
variant 1 , rnRNA 


NM 031887 


xxuxiiu iKipicxiis piu-iiiciaiiin-oonoeniTaLing normone-iiKe l ^"JVl 1^x1x^1), lixKJNA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 


NM 0069S6 

X^XVX \J\J\J^7 OU 


xxuiiiu sapiens melanoma anugen, iamiiy u 9 1 (Jvla OtiL/i ), niKJN A 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


NM 007^7^ 


tiomo sapiens microtuDuie-associated protein 4 (MAr4), transcript variant 1 , 
mRNA 


NM 0309R3 

XNXVX \JJ\.'^7 0J 


raomo sapiens nxicrouiDuie-associatea protein 4 v xVx7vr4^, transcript variant 4, 
mRNA 


NM 030SR5 

X XVX VJUOOJ 


rxuniu sapiens ixxicrotuDuie-associaieQ protein 4 {jcvUKrH), transcript variant 3, 
mRNA 


NM 030R84 

XNXVX \J^J UOO^ 


numo sapiens nxicrouiDuie-associatea protein 4 (^iVi/Vr4 > ) 5 transcript variant 2, 
mRNA 


NM 007^74 

XNXVJL UVJZ.J> /*+ 


nomo sapiens microtuouie-associatea protein z (^MArz), transcript variant 1 
mRNA 


NM 031847 

X>XVX UJ X On / 


xxuiiiu sapiens niicrotuDuie-associateu protein z v iviA_rZ v ), transcript variant 4 
mRNA 


NM_031846 


Homo sapiens microtubule-associated protein 2 (MAP2) transcript variant 3 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_013453 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 
member Al (SPANXA1), mRNA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


NM_012121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


NM 001019 


Homo sapiens nbosomal protein SI 5a (RPS15A), mRNA 


NM 022551 


Homo sapiens ribosomal protein S 1 8 (RPS 1 8), mRNA 


NM_005909 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 1, 
mRNA 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAP1B), transcript variant 2, 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NMJ)31362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1, mRNA 


NM_002140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1 , mRNA 


NMJ)31263 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3, mRNA 


NMJ)31262 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 2, mRNA 


NM 032414 


Homo sapiens prokmeticm 1 precursor (PROK1), mRNA 


NM 003214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


NM 015613 


Homo sapiens DKFZP434K091 protein (PAL), mRNA 


NM 030643 


Homo sapiens apohpoprotem L, 4 (APOL4), mRNA 


NM 022064 


Homo sapiens hypothetical protein FLJ12565 (FLJ12565), mRNA 


NM 017971 


Homo sapiens mitochondnal nbosomal protein L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


NM 014050 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42), mRNA 


NM 000014 


Homo sapiens alpha-2-macroglobulin (A2M), mRNA 


NM 004891 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), mRNA 


NM 004864 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


NM__000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(adult)) (SODl), mRNA 


NM 032391 


Homo sapiens small nuclear protem PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


xnvyT Aaoi/d 
JNjyl UJZJoo 


xiomo sapiens rinuLZ protein (jxrsiLZj, mKJN/v 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protem DKFZp586Gl 123 (DKFZp586Gl 123), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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NM 032237 


Homo sapiens hypothetical protein rJLJz:5;>jo (rLJZjJDo), mKJNA 


NM 032220 


Homo sapiens nypotnetical protein rLJ222oi (bL32.22.Q3), mKJNA 


NM 032219 


Homo sapiens nypotnetical protein rLJ222oy (r Ljzzzoy), mtUN/v 


NM 032204 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588), mRNA 


NM 032203 


Homo sapiens nypotnetical protein rU21423 (1^1^2142.3), mKJNA 


NM 032202 


Homo sapiens hypothetical protein FLJ2 1 404 (FLJ2 1 404), mRNA 


NM 032173 


Homo sapiens hypothetical protein FLJ 12747 (rJLJ 12747), mRNA 


NM 032157 


Homo sapiens hypothetical protein FLJ1 1531 (FLJ1 1531), mRNA 


NM_032150 


Homo sapiens hypothetical protem DKFZp434P1735 (DKFZP434P1735), 
mRNA 


NM_021005 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA 


NM_020159 


Homo sapiens hypothetical protein DKFZp762K2015 (DKFZp762K2015), 
mRNA 


NM 015449 


Homo sapiens DKFZP586G1722 protein (DKFZP586G1722), mRNA 


NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


NM_015235 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 
64; KIAA0689 protem (KIAA0689), mRNA 


NM 015068 


Homo sapiens paternally expressed 10 (PEGIO), mRNA 


NM 014599 


Homo sapiens EH-domam containing 4 (EHD4), mRJN A 


NM_014411 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 
X), mRNA 


NM 007148 


TT * C j. ' 1 «-7 f\ /r/x 1 1 "1 **7rf"\\ T>"X.T A 

Homo sapiens zinc finger protem 179 (ZNF179), mRNA 


NM_007266 


Homo sapiens XPA binding protein 1; putative ATP(GTP)-bmaing protein 
(NTPBP), mRNA 


NM 006313 


Homo sapiens ubiquitin specific protease 15 (USP15), mRNA 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


NM 005277 


TT * 1 a. ' ~K & f A // — \ T~»"\ K S~ A \ TX"X.T A 

Homo sapiens glycoprotein M6A (GPM6A), mRNA 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


NM 001439 


Homo sapiens exostoses (multiple)-like 2 (EXTL2), mRNA 


NM 001287 


Homo sapiens chloride channel 7 (CLCN7), mRNA 


NM_021194 


Homo sapiens solute earner family 30 (zinc transporter), member 1 (SLC30A1), 
mRNA 


NM_0 13986 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
hWo-b, niKJN A 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


XTX jt /\/\a~ /■" 1 *7 

NM 005617 


Homo sapiens ribosomal protein ol4 (KJrbl4), mRNA 


NM 006361 


Homo sapiens homeo box B 13 (HOXB13), mRNA 


NM 000990 


TT * "1 t i T 7 fTk TXT O ^7 A \ T»Tk.T A 

Homo sapiens ribosomal protem L27a (RPL27A), mRNA 


NM 005821 


Homo sapiens NBR2 (NBR2), mRNA 


NM_003483 


Homo sapiens high-mobility group (nonhistone chromosomal) protem isoform I- 
C (HMGIC), mRNA 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 
(HMG2), mRNA 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


NM 005958 


T T * "1 , t "1A /*X A ' ■ *X ill 1 A \ T> X T A 

Homo sapiens melatonin receptor 1A (M1NR1A), mRJNA 




riomo sapiens metasiasis-associatea i-iiKe i ^ivii/\ii_,i^, rnKiN/\ 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


JNM_031203 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
van ant 2, rnKJNA 




Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 


JNM UU4yoo 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 


XTTV/f nionno 
JNJVl VjZijyj 


Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 


JNM 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


xttv jf r\r\ec^f\ 

NM_005520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
mRNA 


JNM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


JNM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0), mRNA 


X.TTV/T Af\C/liC5 

JNM_O05463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1 5 mRNA 


INM__031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBP1), mRNA 


NM_031267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM 003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


X TTV K AAA1 A/* 

JNM_000l06 


Homo sapiens cytochrome P450, subfamily HD (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM 031862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


NM_0l4469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM_002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


JNM_031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant Bl, mRNA 


JNM_03 1 1 j / 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 2, mRNA 


JNJVl UUiOoj 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2, mRNA 


NM_032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


JNJVl U31oj0 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 4, mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3, mRNA 


JNM OOOooD 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1, mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 


NM 006641 


xiumo txipienb cnemoiane ^-L. motit) receptor y ^L^Kyj, transcript variant B, 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1 
mRNA 


NM 031371 


Homo sapiens RBP1 -like protein fBCAAl tr»n«rrmt variant ? m pwA 

r* " mvw ^UVJUl^ U glial;! l|Jt Vdridlll II UVIN /"V 


NM 016374 


Homo sapiens RBPl-hke protein (BCAA), transcript variant 1, mRNA 


NM 004281 


Homo sapiens BCL2-associated athanooene ^ rRAP^ tyvPMa 


NM_032048 


Homo sapiens extracellular elvcoprotein FMTT T>J-9 nrpnircnr {t*\/ttt tnt n\ 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


Homo saoiens knn&le-containinf* trnnQTnf*mV>TQn<a nrntoirc j.,* _ 

^ ^ r^*^- 110 "AAiigi^ wvmLa.iiijj.ig uaiiaiiiciiiuraiie protein, Kxingie-cociing gene 

marking the eve and the nose fKREMHlsn mPNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo sapiens neurocalcin delta fMPAT F) i mT?xr a 


NM_032039 


Homo saoiens hvoothetical nrotein TWC^7r\l£\'\T > i(\')*[ 1 n^FT77t>7/; i nno 1 1\ 
mRNA 


NM 032038 


Homo sapiens soinster-like protein (1 OPR^QR^ ytVP"ma 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase, alpha-L- 1 
tissue (MGC1 3 14), mRNA 


NM 032016 


Homo sapiens hypothetical protein MGC3251 (MGC3251), mRNA 


NM_000323 


Homo RJ?TY1PT"1^ T^t TlTotfi— Cvttr^rxcre^Tit^ ( m nlfi-nlo Aim ~ ~_ "I ~ ~ " ~ ^ j j n 

AAV111U o<ipicii2» icl piuiu-oncogene jmumpie endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM_020975 


ici piuto-oncogene ^muinpie endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2 mRNA 


NM_020630 


axv/iii^ oapitna ici piuiu uiioogene ^muuipie enaocnne neoplasia and medullary 

tiYVTOld Carcinoma 1 Hirsch^rvnincr Hic^ac*^ rPTJT^ fronpnwW imi.; n «f a w d\ta 

— j x wuiuiiiuiiiq i, xxiiownopi uii£ uibcdtjc^ ^xvrii transcript variant 4, mKJNA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

thyroid carcinoma 1 Hirsch^nninp^iQ^aQp'i rRP""!"^ frQnc^n"r»t i^rionf a w d\t a 
^ vuAvmuuia i, xxna^iiopi mig uit>cd.t>c^ ^xnjd i rranscnp i variant mivJNA 


NM_016817 


Homo sapiens 2 , -5'-ohgoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1 , mRNA 


NM 006187 


Homo sapiens 2'-5'-ohgoadenylate synthetase 3 (100 kD) (OAS3), mRNA 


NM_002535 


Homo sapiens 2 , -5 , -olio , narIf*TTv1?itf» c\mtv»p»tdc^ o /y*q h\ v-tw /r» a c>\ +, • ^ 

v oc*^rAv^iAo ^ u uii^uau-ciiyid-ic ^ynineiase z ^oy- / 1 ku j (UAozj, transcript 

variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxm beta receptor (TNFR superfamily, member 3) 
(LTBR), mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 1, mRNA 


NM 001885 


Homo sapiens crvstallin alpha R TPRVAR^ mPMA 


NM_015139 


Homo sapiens UDP-elucuronic arTH/TTF)P-"M_a<-fn/l ff^lnrfncomino j 110 i 
x ** wui uiii v ai/iu/ kjjlsit ~iN~docuy A^cti<ioLOsarnine auai 

transporter (UGTREL7), mRNA 


NM_024333 


Homo sapiens fibronectin tvne 3 and SPRV Hnmain-rnntaininfT T^T-^f^i^ rpQFM "\ 
mRNA 


NM 017947 


Homo sapiens molybdenum cofactor sulfurase (HMCS) mRNA 


NM 017934 


Homo sapiens pleckstrin homoloev domain interacting nrntein ^PW^p^ ttiPxta 


NM 016492 


Homo sapiens homoloe of veast MOG1 fMOGH mRNA 


NM 014185 


Homo sapiens homolos of veast MOG1 HVTOG1 Y mRNA 


NM._031965 


Homo sapiens haspin (GSG2), mRNA 


NM 031952 


Homo sapiens NYD-SP 1 6 protein fNYD-SP 1 6) mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin COCSP), mRNA 


NM_031943 


Homo sapiens BFP38 OFP38), mRNA 


NM_031942 


Homo sapiens c-Myc target JPOl fJPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b,b-carotene-9',10'-dioxygenase (B-DiUX-li), hikina 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 1 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


NM_031911 


Homo sapiens complement-clq tumor necrosis factor-related protein / ^ikt/j, 
mRNA 


NM_031910 


Homo sapiens complement-clq tumor necrosis factor-related protein b (UiKroj, | 
mRNA 


NM_031909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 
mRNA 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA I 


NM 031903 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 1 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXlz), mRNA 


NM_031897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 I 
(CACNG6), mRNA 


NM_031896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 1 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA j 


NM_031886 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, j 
member 7 (KCNA7), mRNA 


NM 020992 


Homo sapiens PDZ and LEVI domain 1 (elfin) (PDLIM1), mRNA I 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREB1), mRNA 


NM 030582 


Homo sapiens collagen, type XVm, alpha 1 (COL18A1), mRNA 1 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (mJ?i>A2), mKJNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 1 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA j 


NM_004775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 
1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma B 1 protein (Bl), mRNA 


NM 031265 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA j 


NM 031264 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3, mRNA 1 


NM 017717 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA 1 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA j 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA j 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 1 


NM 031204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA j 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 1 


NM_000786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 
mRNA J 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 1 
mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 1 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NM_000782 


Homo saDiens cvtochrome P450 snhfamilv YYIV ^vitamin T~» OA tvuHivYviriacat 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19) transcrint variant 2 mRNA 


NM_000103 


Homo sapiens cytochrome P450 5 subfamily XIX (aromatization of androgens) 
fCYPl^ transcrint variant 1 mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVH (steroid 17-alpha- 
hvdroxvlase^ adrenal hvnernlaciia (C*\T > ]'7} ml? MA 


NM 000497 


Homo sapiens cytochrome P450, subfamily XCB (steroid 1 1-beta-hydroxylase), 

nOlVDeotlQC 1 (C^YTM IT^l^ TnitopVirvnH'rijil irrntpm e*r\mr\p*A Vt^r -nnplAQr rrx»viA 

^ v vr r x x A niiiAJV/injiiui icu piuicin ciiouucci oy nuciear gene, 
mRNA 


NM_0 17460 


Homo sapiens cytochrome P450, subfamily mA (niphedipine oxidase), 
polypeptide 4 CCYP3 A4"> mRNA 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1) 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NM_007255 


Homo Sanicns xvln^vlnrntpin V>F»tn 1 A.-<jck 1 q r»fr\c\r1 i^artc^i^m o<=* nnKmot-vfl A ^ *7 

-*- av/aaav ' a^iwio -<v^ i\joy lpiuicin ucLa i jt-gaiaL'LUoyiiransierase, poiypeptiQe / 
(galactosvltransferase D fB4GALT7^ mRNA 


NM_006668 


Homo saoiens cvtochrome P450 suhfamilv 46 /Wio1*»ct*t=»rr»i 94 ivuHrrwA/iao^\ 
(CYP46), mRNA 


NM_0007S1 


Homo sapiens cvtochrome P4S0 <?nhfamilv VTA fVVinlF'ct^rnl oiAe* r»Vioi« 
cleavage} fCYPHA) nuclear crene encoding mi torhrniHrinl nmtpin ml? "NT A 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM 001295 


Homo saoiens chemokine fO-O motifs rpppntnr 1 (C'C^'Q i\ mT?M A 


NM_031492 


Homo Saoiens hvDOthetical nrotein similar to PTsJ A-"KinHiYirr nrntpin 1or-lr 

(MGC10871), mRNA 


NM 031488 


Homo sapiens hypothetical Drotein DKF7r>761Tl 41 CTiKV7VlM Ti4i"» mPTsiA 


NM_031469 


Homo sapiens SH3 domain binding fflutamir arid-rirH nrntein liV^ 9 

' uviuuiii *_/ii.i.viJlAlg ULullJJ.lL/ uvlU X Iwll UlULClll 1 11\C jL, 1 * 

(SH3BGRL2), mRNA 


NM_031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM_031462 


Homo sapiens hypothetical protein DKFZd761H2024 rDKFZPTfilWO?^ 
mRNA 


NM 031458 


Homo sapiens B aggressive lymphoma eene fBAO mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 flvIGC4268 > > mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM 031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC12435 (MGC12435), mRNA 


NM 031426 


Homo sapiens hypothetical orotein FT T1?7S^ fFT T1 mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


HOmO SaOienS melanOma-Heriverl ltPiminf^ T^r^-rM^r PYtrQ-nnplpar for»fr»r- /^N/fT f 7T7\ 

axvxuv lju^iviw iiiuioiiuiua uciivcu icuL/iiic dipper, cALrd-nuL/iear iactor tivii_,/jxi), 
mRNA 


NM_031413 


AAUinu oapiwuo vcil eve ^ynuiuiiic t/ixromosome region^ canaiuaie z (v^xiv^iN^i), 
mRNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADH1A), 
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mRNA 


NMJ) 18833 


Homo sapiens transporter 2, Alr-bmamg cassette, suo-iaznny r> {ivxljiv ls^j 
(TAP2), transcript variant 2, mRNA 


NMJ)00544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 1, mRNA 


NM_000593 


Homo sapiens transporter 1, Alr-Dinaing cassette, suo-iamuy r> j-^rvx j 
(TArl), mKJNA — 


NM 004678 


Homo sapiens vanaoie cnarge, i cnromosome, ^vvv^i iiuxin^v 


NM_012392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (pefhn) 
(PEr 1 ), mKJNA 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


NM 031299 


Homo sapiens nypotneticai protein ivllj^zd / / vivivj^z, d / / j, uissjmi^ 


NM 012480 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mRNA 


NM_030881 


Homo sapiens DEAD/H (Asp-Lrlu-Ala-Asp/riisj dox poiypepuae i / ^/zju^; 
(DDX17), transcript variant Z, mKJNA 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 1, mKJNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/ oone/Kiciney (Ai^ri^;, uirina 


NM_004820 


Homo sapiens cytochrome P450, subfamily VilB (pxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subiamily VILA (cnoiesteroi / aipna- 
monooxygenase), polypeptide 1 (LYr/Ai; 3 nuclear gene encoding 
mitochondrial protein, mRNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 
(DDXBPl), mRNA 


NM 016373 


Homo sapiens W w domain-containing oxiaoreuuotd.bc v vv vv ^-^-^s iiixvi^r^ 


NM 024164 


Homo sapiens tryptase Deta z ^iror>zj, tiiivln/v 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


NM_031310 


Homo sapiens ienestrateo-enaotneiiai nnKeu btruutuic piuicm, x: v i piui^m 
(PV1), mKJNA 


NM 031302 


rlomo sapiens gycosyitransierase ^luoojhooj, iiuviNrv 


NM 031300 


Homo sapiens nypotneticai protein lviijr^^oD \±vivjv^-- jojj, nirxi^^-v 


NM_031297 


xx u^m^+Uou^o} xM-^t^Ti T\\CW7r\lf\\ Wl 71 0 fnKF7P761 HI 710^ 

Homo sapiens nypotneticai protein jjjsjrz^p /oixii / iu ^x-/rvj. z^r / vim / 

mKJNA 


NM 031287 


rlomo sapiens nypotnencai protein ivivj^-/j ijj yiy\\j^-> lj-> iiixv± ^- rv 


NM 031286 


_HOmO Sapiens 01^j130Jl\XvJ>-11Kc protcill ^ollJDura^j^j IALAN - 1 ^- r *- 


NM 031285 


rlomo sapiens nypotneticai protein rnuj / \± ± / j 9 iiixvx>^-v 


NM 031279 


U«»Mirt no-n-iOT-kc? olonmp rrl\/r^v\7lcif A dminrttran Q"fpTfl 7 -ll kC 1 ( AGrXTzLl J mRNA. 

tiomo sapiens ai<anmc-giyoxyid.ic <iiiiiiil>u. diioioi aa^ ^ j. v- 4 ^ ^ ^ , nu.^^ * 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


NM 030590 


Homo sapiens matnlm 4 QMA1JN4), transcript vanani niru.^/^ 


NM 031246 


Homo sapiens pregnancy speciiic Deta-i-giycoprotem ^x-ovj^;, iiuviN/^. 


NM 017422 


Homo sapiens calmodulm-liKe skm protein (C.Lbr'j, mtuN/v 


NM_005956 


Homo sapiens metnylenetetranyarotoiate aenyarogenase ^iNAur-r aepenaeriL j, 
methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase 
f MTHFD 1 ) , mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXAS1), transcript variant TXS-II, mRNA 


NM 001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS1), transcript variant TXS-I, mRNA 


NM 000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), 
mRNA j 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1 , mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 0045^3 


Homo saniens kinesin-like 1 rFCNST.l i mRNA ! 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
fl3kD HI 3^ rMDTTFA5^ nuclear eene encoding mitochondrial nrotein mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7 5kD NTWFTi^ rNTDUFAl^ nuclear eene encoding mitochondrial nrotein 

If - -, J i^ * ■* j 1TJL T T A. J f J 1 Vl x V X lj ilLIVlvUl ^VllV wllVV/Vllllg 1111 VwVllV/llVU 1U1 |/1 VtVUl^ 

mRNA 


NM 000771 


Homo saniens cvtochrome P4S0 siihfamilv TIC fmenhenvtoin 4-hvdroxvlase^ 
polypeptide 9 (CYP2C9), mRNA 


NM 000772 

1 > J.VX \J\J\J 1 1 4* 


Homo saniens cvtochrome P4S0 Qiihfamilv TTC 1 fmenhenvtoin 4-hvdroxvlase^ 
polypeptide 1 8 (CYP2C1 8), mRNA 


NM 017778 

X ^1 ill V X / 1 / u 


Homo sar>iens Wolf-Hirschhorn svndrome candidate 1-like 1 fWHSClLl^ 

HwlllV JUUlvllu T ▼ VSH 1X11 QvlUlV/1 11 J V 11U1 V/lllV VUilUiUUlv A 11IVV 1 V Xlk^ v 1 XJ 1 / 3 

transcript variant short, mRNA 


NM 023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant long, mRNA 


NM 000766 


Homo saniens cvtochrome P4S0 suhfamilv TTA fnhenoba'rbital -inducible^ 

XXvlllw uill/ivllkj -/ tWlll vrlllw X ^» *J \J ^ O LlLr 1U11U1 V XJU X ^/llvllUuUl U1LU1 lllVlllvlL/lv 

polypeptide 13 (CYP2A1 3), mRNA 


NM 006646 


Homo < ?a , nien^ AVAS» nrotein familv memher *\ fWASF^l mRNA f 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 0141 10 


Homo saniens nrotein nhosnViatase 1 recnilatorv finTiibitor^ siibnmt R fPPP1RS»^ 

mRNA 


NM 004109 


TTomo <?anien<s ferredoxin 1 n^T^^Cl^ nuclear crene eneodinp mitochondrial 
protein, mRNA \ { 


NM 030671 


Homo saniens nrotein tvrosine nrio<;nhatase recentor tvne O rPXPRO^ 
transcript variant 5, mRNA 


NM 030670 


Homo saniens nrotein tvrosine nhosnhatase recentor tvne O rPTPRO^ 
transcript variant 6, mRNA 


NM 030669 


Homo saniens nrotein tvrosine nhosnnatase recentor tvne O TPXPRO^ 
transcript variant 3, mRNA 


NM 030668 


Homo saniens nrotein tvrosine nhosnhatase recentor tvne O rPTPRO i 
transcript variant 4 5 mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1 , mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM 024005 


Homo sat>iens DEAD/H TAsn-Glu-Ala-Asn/His^ box nolvnentide 3 fDDX3) 
transcript variant 1 , mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), ' 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA , 
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NM 004256 1 
NM_000774 1 
l 


iomo sapiens oreanic cationic transporter-like 3 (ORCTL3), mRNA 

3omo sapiens cytochrome P450, subfamily HF, polypeptide 1 (CYP2b 1), 

yjjys^yY . — 


NM_000769 1 

J 

NM 031220 
NM 031212 


Homo sapiens cytochrome P450, subfamily HC (mephenytoin 4-nyaroxyiase,, 

polypeptide 19 fCYP2C19), mRNA __ ___ 

Homo sapiens PYK2 N-terminal domain-interactmg receptor 1 (NIR1), rnRNA — 

rr „„„;™„ i,,^rt+v.<»t^«il riTotpin NPD016 fNPD016), mRNA 

Homo sapiens nypotnencai proiem nruuiu ^xix ^^.t^fji ■ 

Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031211 
NM 031209 
NM 031206 
NM_006904 


Homo saniens tRNA-guanine transglycosvlase (I Oil), mRNA _ 

Homo sapiens hypothetical protein FLJ12525 (FLJ 12525), mRNA 

Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 


NM_030963 


H^o sapiens hypothetical protein DKFZ P 43401427 (DKFZP43401427), 


NM 030931 

XT\yf o^noos 
INiVl v/juyvJ 


Homo sapiens epididymal secretory protein ESP13.2 (ESP 13. 2), mRNA 

Homo sapiens olfactory receptor, family 2, subfamily J, member z (OR2J2), 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2 W 1), 

ITlRNA — ~ ^ sr-^T* nno\ 


NM_0 12377 


Homo sapiens olfactory receptor, family 7, subfamily C, member z <«->tw^A>, 
mRNA : =^ 


NM 030981 
NM_030974 


Homo sapiens small GIF-binaing protein iradid;, iium^ 

Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 


NM 030973 
NMJ330 9 68 


Homo sapiens hvoothetical protein TCBAP0758 (TCBAP0758), mRNA 
Homo sapiens G protein coupled receptor interacting protein, compiement-clq 
tumor necrosis factor-related fZSIG37">, mRNA 


NM_030945 

NM 030936 
NM 030935 
NM 030926 


„„i^,^,a«+ ^.i /-i tiimr>r nf»rro<5i<5 factor-related Drotein; likely 
Homo sapiens complement-ciq tumor necrot.is> la^iui xeuuwu pi« , •? 

ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 

"Homo sapiens hypothetical protein DKFZp434C135 fDKFZP434C135i), mRNA 

Homo sapiens TSC-22-like (THG-1), mRNA 

Homo sapiens integral membrane proiem j \i x lvx~> imvx n _ 


NM 030893 
NM 014067 
NM 030661 
NM_030879 


Homo sapiens CD1E antigen, e polypeptide (CD1E), mRNA 

Homo sapiens LRP16 protein fLRP16), mRNA 

Homo sapiens homeo box A3 (HOXA3), mRNA — 

- ■ ■ • o „ii a , r «i.i+;™->oT-;iw rc\Tvzf*r\rpt\ RNA resembling C/D box small 

Homo sapiens Small evolutionarny conserveu j^an-tv, ~, 

nucleolar (XI 02V mRNA 


NM_012373 

NM 015072 
NM 030882 


Homo sapiens olfactory receptor, family 3, subtamily A, membei i (UKJAJ), 

mRNA — 

Homo sapiens K1AA0998 orotein (KIAA0998), mRNA 

Homo sapiens apolipoprotein L, 2 (APOL2), mRNA . 


NM 002623 
NM 022167 
NM_017506 

NM 003372 


Homo sapiens prefoldin 4 (PFDN4), mRNA 

Homo sapiens xylosyltransferase II (XT2), mRNA . 

Homo sapiens olfactory receptor, family 7, subfamily C, member l <uk/^l), 

mRNA — — — 

Homo sapiens von Hippel-Lindau binding protein 1 (VKF1J, mnuNA 


NM 016097 
NM 014646 
NM_005880 

NM 006755 


Homo sapiens HSPC039 protein (HSPC039), mRNA 

Homo sapiens lipin 2 (LPIN2), mRNA 

Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member l <ujnajaa), 

mRNA 

Homo sapiens transaldolase 1 (TALDOl), mRNA 
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1STM 005137 

XNXVX \J\J -J L ~J 1 


Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mKNA 


NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 


Homo sapiens tec protein tyrosine kinase (TEC), mRNA 


NM 0184^5 

XNXVX W 1 U 


Homo sapiens phosphatidylinositol 4-kinase type II (PI4KH), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


IN XVX V/ v T^-t o 


Homo sapiens G protein-coupled receptor 10 (GPR10), mRNA 


NM 001642 

XNXVX W A v/ » w 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


NM 0^0820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


NM_030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 

mRNA 


LnIVx UjUou / 


TTrvmn earn ens glucose transDorter nrotein 10 (GLUT 10), mRNA 


7vr\/T n^070R 


Homo sauiens hypothetical protein DKFZp434D0421 (DKFZP434D0421), 
mRNA 


NM 0^0707 

XNXVX UJv I s 1 


Homo sapiens hypothetical protein DKFZp566A1524 (DKFZP566A1524), 
mRNA 


NM 0^0788 

XNXVX UJU / oo 


Homo sapiens DC-specific transmembrane protein (LOC81501), mRNA 


NM 030787 


Homo sapiens factor H-related protein 5 (FHR5), mRNA 


NM 030786 

XNXVX uJv / Uv 


Homo sapiens intermediate filament protein syncoilin (SYNCOELIN), mRNA 


NM 030785 

xnxvx v/ «j vy i \j *j 


Homo sapiens ortholog of mouse radial spokehead-like 1 (RSHL1), mRNA 


NM 030784 

XNXVX W J Vr / U"T 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


NM 030783 


Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 


TsIM 030770 

XNXVX \JJ\J 1 1 -s 


Homo sapiens Eag-related gene member 2 (ERG2), mRNA 


NM 030774 

XNXVX VJU / / *r 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


NM 030764 

iNXVl WJv / U*t 


Homo sapiens SH2 domain-containing phosphatase anchor protein 1 (SPAP1), 
mRNA 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 


NM 0307S7 

XNXVX KJJ\J / J / 


Homo saniens makorin. rine finger protein, 4 (MKRN4), mRNA 


XTlVyT 091 Rl 3 
xnxVJL U<£ IOIj 


Homo saniens BTB and CNC homology 1, basic leucine zipper transcription 
factor 2 (BACH2), mRNA 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 


NM 0307S1 

1NIVX \JJ\J / J X 


Homo sapiens transcription factor 8 (represses interleukin 2 expression) (TCF8), 
mRNA 


NM 030754 


Homo sapiens serum amyloid A2 (S AA2), mRNA 


INXVl UJv / 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
(TCF7L2), mRNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


xnv/f on 1 1 


Homo sat>iens aldehvde dehydrogenase 7 family, member Al (ALDH7A1), 
mRNA 


XNXVl UUUjO^ 


Wnmn <;ar>iens aldehvde dehvdroeenase 3 family, member A2 (ALDH3A2), 
mRNA 


In xVA__VU OO 


Wr>mo <;anier»s solute carrier familv 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1A3), 
mRNA 


NMJ)30381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM_03O3SO 


Homo sapiens GLI-Kruppel family member tjJLJLZ (uLlzj, transcript vanaiil z, 
mRNA . . : — 


NM_030379 


Homo sapiens GLI-Kruppel family member GL12 (tJLU), transcript variant i, 
mRNA — — 


NM_020166 


Homo sapiens methylcrotonoyl-Coen2yme A carboxylase i »aipna; yvu_v^i;, 
mRNA 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt variant 4, 
mRNA 


NM 002381 


Homo sapiens matnlin 3 (MATN3) precursor, mRNA 


NM 030583 


Homo sapiens matrilin 2 (MATN2) precursor, transcnpt variant 2, mRNA 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1, mRNA 


NM 002379 
NM_000168 


Homo sapiens matrilin 1 , cartilage matrix protein (MATN1), mRNA 

Homo sapiens GLI-Kruppel family member (jL13 (Ureig cepnalopolysynaactyiy 

syndrome) (GLI3), mRNA 


NM 003462 


Homo sapiens dynein, axonemal, light intermediate polypeptide (fzs), m*UN/\ 


NM 017493 
NM_005602 


Homo sapiens Hin-1 (HSHIN1), mRNA 

Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 
mRNA — 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensm (BFSP1), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen-hke domains 1 (LIMS1), mRNA 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 


NM_004993 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B1, mRNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcnpt variant 2, mRNA 


NM_004398 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDX10), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM_001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RJNA 
helicase A, nuclear DNA helicase II; leukophysm) (DDA9), transcnpt vanant i, 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


NM 019039 


Homo sapiens VASA protein (VASA), transcript vanant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (carnitine/acylcarnitme translocase), 
™«™v.ot- on r^T a mi tnr hondrial nrotein encoded by nuclear gene, 

mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 
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mRNA 


NM 013366 


Homo sapiens anaphase-promoting complex suounit z (AfLz), mKJNA 


NM_003791 


Homo sapiens membrane-bound transcription factor protease, site 1 (MBTPS1), 

_T> XT A 

mRNA 


NM 00225 1 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
memoer I (jvv^iNoij, nitsJN/v 


jnm uuoyui 


xiomo sapiens inorganic pyropnospnaxase ^ojllvo-ouoj, rruviN/^ 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


NM 015435 


Homo sapiens double ring-finger protein, Dorfin (DORFEN), mRNA 


XTA Jf A1 »110 

NM 014338 


Homo sapiens phosphatidylserine decarboxylase (PISD), mRNA 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


Homo sapiens sialoadhesm (SN), mRNA 


NM_022821 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 1 (ELOVL1), mRNA 


NM 021126 


Homo sapiens mercaptopyruvate sulfurtransferase (MPST), mRNA 


NM 030666 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 (bbKrUNtJl), mKJNA 


NM 024014 


Homo sapiens nomeo box Ao (hiLJAAo), mKJNA 


XTTV Jf AT A/T^Tr 

NM 030665 


Homo sapiens retinoic acid induced 1 (RAH), mRNA 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


NM 030664 


tt • _ I 1_ j • i ^_ . T a J J*W i 1 i_,'TTi \ , -, , "T> XT A 

Homo sapiens phospnotnesterase related (FibR), mKJNA 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


NM 024896 


TX 1 . l , • -l , T^T T1 0 O Art /T?T TOOOrvrW _„T)\T A 

Homo sapiens hypothetical protein FLJ23309 (FLJ23309), mRNA 


NM 002183 


Homo sapiens mterleukm 3 receptor, alpha (low affinity) (IL3RA), mRNA 


NM_021244 


Homo sapiens Rag D protein; hypothetical uTr-bmamg protein 
DKFZp761H171 (RAGD), mRNA 


NM_005088 


Homo sapiens DNA segment on chromosome X and Y (unique) 155 expressed 
sequence (DXYSlDDli), mKJNA 


xttv >r r\ 1 s~i\c\i\ 

NM 016090 


tt * „ T| XT A 1 ' J * _ _ j^" X* . a _J ^7 /Tl> I 3 X ^"0\ mm D "XT A 

Homo sapiens RN A binding motit protem / (K±5M/), mKJNA 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


NM_0 18362 


ITT * 1*1 1 * 1 1 _ r* T TXT ^7 /"T 1 * T TXT ^7 ^.i^J^ O ' 

Homo sapiens likely ortholog of mouse LIN-7C; manTmahan LEN-7 protem 3 

fT TXT 'I /~*\ TT*XT A 

(LIN-7-C), mRNA 


NM 01S300 


Homo sapiens zinc finger protein 83 (HPF1) (ZNF83), mRNA 


XTX >T A1 iC7f i< 

NM 014754 


Homo sapiens phosphatidylserine synthase 1 (PTDSS1), mRNA 


NM_006l40 


Homo s sapiens colony stimulating factor 2 receptor, alpha, low-atlinity 
(granulocyte-macrophage) (CorzKA), mKJNA 


x TX A HA/IA/ll 


Homo sapiens acetylserotonin O-methyltransferase (ASMT), mRNA 


NM_UU2414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 

(IVLlUz j, mKJNA 


XTA/T (\C\1 1 
JNIVt UUZloO 


Homo sapiens interleukin 9 receptor (BL9R), mRNA 


INivi UjUDD / 


xiomo sapiens lens intrinsic memorane protein z ^li/Ki^j ^Juiiviz^, mtviN/x 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


xttv Jf AO OC/C/C 

NM 022566 


Homo sapiens mesoderm development candidate 1 (IVLboDd j, mKJNA 


XTA /T AO A TO H 

NM UzU/z/ 


Homo sapiens zinc linger protein 295 (ZJNr29D), mKJNA 


NM UlZU/4 


TT ' J a f \ i ^ i /" 1 ■ i T*\ A \ « . ~T*y XT A 

Homo sapiens cer-d4 (mouse) homolog (CJbKJJ4), mKNA 


xr\ yf f\f\f\QiZA 

JNJVl UUUool 


Homo sapiens histamine receptor HI (HRH1), mRNA 


NM 006971 


TTr»mr\ cqt\i f*r\ q ctyiqII tn^iin V»1^ r , "v^tr , »l»'"i"n A7 ( mnnnr'vfp c\\f*tx~\c\\s\ r*.tir*. nTfvt'ftlTl ^ i 

XlUXAlvl bctLllCllo ollla.ll lliCLUVlUlC t/jrLUJXlllC / ^IllV/lUJVvjr tt/ LflldliU Ld^/ti^ uuv/iii l 

(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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r 

NM_007253 I 
i 


liRJSIA. " — ~ 

iomo sapiens cytochrome P450, subfamily IVF, polypeptide 5 i^P4FI>), 

11RNA 


NM_000779 1 
1 

xni k AAi ci A 

NM 001514 J 


iomo sapiens cytochrome P450, subfamily WB, polypeptide i (CYP4B1), 
PTrimn ^aniens ^n^rfll transcription factor 11B (GTF2B\ mRNA 


NM 004127 
NM 024423 
NM 001941 
NM 004949 
NM 024422 


Homo sapiens G protein pathway suppressor 1 (GPS1), mRNA 

Homo aniens desmocollin 3 (DSC3), transcript variant Dsc3b, mRNA 

Homo sapiens desmocollin 3 (DSC3Ltranscript variant Dsc3a, mRNA 

Homo sapiens desmocollin 2 (DSC2), transcnpt variant Dsc2b, mRNA 

Homo sapiens desmocollin 2 (DSC2), transcript vanant Dsc2a, mRNA 


NM 004948 
NM 024421 
NM 001923 
NM_000425 


Homo sapiens desmocollin 1 (DSC1 ), transcnpt variant use id, nuu^ 

Homo capias desmocollin 1 (DSC1), transcript variant uscla, mRNA 
Hl^mo^ens damage-specific DNA binding protein 1 (127kD) (DJ^inR^Aj 
Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis ot aqueduct oi 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
tHnmhs^ svndrome. spastic paraplegia 1) (L1CAM), transcnpt variant i,mKAN^ 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
c,,i™„c 1 MAS A (mental retardation, aphasia, shuffling gait and adducted 
tombs) syndrome, spastic paraplegia 1) (LI CAM), transcnpt vanant 2, mRNA 


NM_004110 


Homo sapiens fenedoxin reductase (FDXR), transcnpt vanant 2, nuclear gene 
^nr.r»Hinp mitochondrial protein, mRNA _ 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcnpt vanant l, nuclear gene 
*nr.nHinp; mitochondrial protein. mRNA — 


NM_022845 


h H omn rytonhrome P450 isoform 4F12 (CYP4F12), mRNA 

Homo sapiens core-binding factor, beta subunit (CBFB), transcnpt variant 1, | 

Homo saDiens eiant axonal neuropathy (gigaxonm) (GAN), mRNA 


xttv/t 

NM UzZUhI 
NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 ^ x P4t 1 1>, I 


jNivi viztjyy 
NM_0 17579 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 

Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript vanant 

3 mR!NA. 1 1 

Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA . 


NM 015670 
NM_012096 


Homo sapiens adaptor protein containing pH domain, PTB domam and leucine 
zipper motif (APPL), mRNA 


NM 005392 
NM_000896 

NM 022661 
NM 022573 
NM 022089 


Homo sapiens PHD finger protein 2 (FnbiJjnxNA 

Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotnene B4 

omega hydroxylase) (CYP4F3). mRNA 

Homo sapiens SPANX family, member C (SPANXC), mRNA 

Homo sapiens TSPYq 1 (TSPYOIL mRNA _ 

Homo sapiens putative ATPase (HSA9947), mRNA 

" Homo sapiens hypothetical protein dJ434C44.3 (DJ434014.3), mRNA 


NM 025228 
NM 025013 
NM 025027 
NM 022102 

TsX\/T (\0M0A 
JN1V1__UZ1 l Z.H 

NM 030570 
NM 025135 
NM 024317 
NM 021822 


" Homo sapiens KIAA1031 protein (KIAA1031), mRNA 

Homo sapiens hypothetical protein FT J14260 (FU 142bU), mRNA 

Homo sapiens hypothetical protein FU20958 (FLJ20958), mRNA 

Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NRiUl), i 

niRNA ■ ' 1 

" Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 

"Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 1 

Homo sapiens immunoglobulin-like transcnpt 10 (ILT10), mRNA 

Homo sapiens ohorbolin-like protein MDS019 (MDS019), mRNA J 
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NM 017509 


T T a / — \/~\. x* ' j 1_ 1 _ ___ _ __ /TJCD\T A OT__>T_T\ T. XT A 

Homo sapiens ACO for serine protease homologue (HbKJNASPH), mRNA 


NM 005583 


Homo sapiens lymphoblastic leukemia derived sequence 1 (\LYJL1J, mKJNA 


NM 020070 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


NM_002383 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
iactorj (jvlaz,;, mivJN/v 


"XTTVif A1 /CO/1/1 

JNM Uloy44 


xiomo sapiens taste receptor, type z, memoer \ki\^z.ts^) 9 iruviN/\ 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


TT " __ "\ "l t • 1 _ _. ^ 1 XT _ / r ■ ■> i \ - __ _ * . _ j. _ _ _ * _ __ x A ___. 1 J "^T A 

Homo sapiens Wilms tumor 1 (W 1 1), transcript variant A, mKNA 


X TTV A A1 /4 A ^ /T 

NM 024426 


Homo sapiens Wilms tumor 1 (W 1 1), transcript variant D, mKJNA 


NM_024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


NM 024424 


T"T • T ■ 1 * i rtTTT<1 "V . • j a x~i T-T.T A 

Homo sapiens Wilms tumor l (WTl), transcript variant B, mRNA 


•__ T"» _r _r_ _rv _r\ « _*- _— ■ 

NM_000765 


TT . t_ T» A C f\ 1 r • 1 TTT A 1 i* n //^»A7T.O A "7\ 

Homo sapiens cytochrome P450, subfamily IIIA, polypeptide 7 (CYP3 A7), 

TkXT A 

mRNA 


NM 021570 


TT ' „ T"> ___TT 1 -1 1_ _. _.!_, _. __ 1 /~¥~> A Tl "V 1 "\ T*- XT A 

Homo sapiens BarH-like nomeobox 1 (BAKX1), mKJNA 


\t\ /T r\r\f\r\/~ o 

NM_000068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 1, mRNA 


NM 030574 


TT * 1 i' T „ j ■ A jf/^A1 AO A~J /TV A 1 AO ^~7\ T"> "NT A 

Homo sapiens hypothetical protein MGC 10327 (MGC10327), mRNA 


NM 030573 


TT ' 1 j.T_ A.1 _ _ 1 a. "K AS"* /"^ 1 A A ZTO /TV if /~r 1 AA/* 1 ! "\ ___T> XT A 

Homo sapiens hypothetical protein MGC10963 (MGC10y63), mKJNA 


NM 024867 


TT ' 1 , 1 i ■ 1 . -r— <T T^» O /- -7-7 /*r— <T T^ O _T"7~7\ "T»XT A 

Homo sapiens hypothetical protem FLJ23577 (FLJ23577), mRNA 


NM 002739 


TT *_ i " "1 • _ /~i /"T1T> T/' /~T/~*\ Tt \T A 

Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


TT * J * 1 • J ■ « 1 •! • , / / — l a T^ A j IT, _ T 

Homo sapiens diazepam binding inhibitor (GAB A receptor modulator, acyl- 
Coenzyme A bmdmg protein) (DB1), mKJNA 


NM 025176 


TT -*_.-_ Tf T A A A AO A -- -*- - - ... /"fT A A AAOA\ ___T> \T A 

Homo sapiens KJAA0980 protein (KJAA0960), mKJNA 


\T» K AAO T O A 

JNM 003769 


Homo sapiens INrKISr lA-associatea via death domain (1KAJDJD;, itlKJNA 


NM_0 17541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


XTTV A AA^OH 1 

NM 006891 


TT-..*-. _ - -t ^ 1 ? _ _ _—__**.____-._-, T^*\ ^ ^ l w "X.T'/^^TTW 1 _k 'rV T A 

Homo sapiens crystallm, gamma D (CRYGD), mJKN A 


"x ttv jf ataaoa 

NM 0209o9 


TT»u»a _______ _ ___ __4.__'I1 J__ — - . - - /T /'/^T"|"> "V/'/~t _mTJ\T A 

Homo sapiens crystallm, gamma C (CKYGC), mKJNA 


-v Til jc AAf ai A 

NM 005210 


tt_ • ___ ___i_n • __ T-> /ATI •\7/*i - n\ T> XT A 

Homo sapiens crystallin, gamma B (CRYGB), mRNA 


NM 014617 


T" T . __._,, _ _ * ___ _ 1 T __!______ — - ________ _ _ _ A /* f _i j A \ _ - T_l \T A 

Homo sapiens crystallm, gamma A (CRYGA), mKNA 


XTTV >T AA^O A/T 

NM_002396 


TT • _ _ T ■ _OXTA r\/ 1 \ J J __. 1 1 -i. ^ _J '. _, T /TV /TTT? O \ 

Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (IVLb2), 
nuclear gene encoding mitochondrial protein, mRNA 


"X TTV A A A CA/TO 

NM Uzjzoo 


TT _ .— _ _ __ ___ J _____-, 1, .... — 4-T- _ 4. ; _, ■_. 1 ______ a. __ * __ TV _f /"*• /t /i /T C A /TV A (~~* /\ mCL C\\ ___ TT XT A 

Homo sapiens hypothetical protem MGC465y (MGC4oDy), mKJNA 


NM 025244 


T T -,. , , _ __ ' ,-^___. 4.__+J_ __-_, J 1 A /^HT'C 1 / 1 A 1 AA ____-. *D XT A 

Homo sapiens testis specific, 10 (IbGAlU), mKJNA 


XTA A flOCI/IO 

INJVL UZ324U 


rlomo sapiens Jd / nomolog J (r> /-rl3), itikjn A 


XTT\ A nOCOOT 

JNM {jZdZd/ 


Homo sapiens sclerostm (bUc) 1 ), mKJNA 


XTTV ,f AA rA-J/ 

JNIVl UZdZJd 


TT_ ~ _._,__■ TT r 7T7-.^ » 1 -_-A+__i« /TT' x i -•"tin \ ___TT XT A 

Homo sapiens n^rwl protein (HZ^r Wl), mKJNA 


TvTTVyf f-OCO-tC 

JNlvl UZDZJj 


TT y~ _. _ ___»»-»•«-, _1 fn«lr.n>-nn O /' 1 ' IVTT/*" T \ ___"0 XT A 

Homo sapiens tanltyrase z ( 1 NKJL), mKJNA 


X TTv A AOO-CH 


Homo sapiens nucleotide binding protein (NBP), mRNA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


XTTV A _7 • — i 1 O 

NM 025218 


tt. • _____ T TT 1 _✓" 1 • 1 ' . _■ _ • i /t TT TTlTi 1 \ _T>XT A 

Homo sapiens ULlo-bmdmg protein 1 (ULBP1), mRNA 


NM 025217 


tt __ t TT 1 1_ " J • __ j - — i /T TT T.T_"\ ___T>XT A 

Homo sapiens ULlo-bmdmg protein 2 (ULBP2), mRNA 


xttv a a ~i _r o i _r 

NM 025215 


Homo sapiens pseudouridine synthase 1 (PUS1), mRNA 


XTA >T AO C*> 1 /I 

NM 025214 


TT ______* ATAT x_ - j* ~7 1 /" O T~? __T "7 1 \ _____ TT X. T A 

Homo sapiens CTCL tumor antigen se57-l (Sb57-1), mKNA 


XTTVvf AT on 

NM_U25212 


Homo sapiens Dvl -binding protein ID AX (inhibition of the Dvl and Axin 
complex) (ID AX), mRNA 


XTA /T AO in 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 




X-Luniu txipiciio cniianoer ui puiyouiiiu i ^.cr v_/ 1 j 3 iiixsjln^v 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKPZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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NM 025161 I 
NM 025158 I 
NM 025148 I 
NM 025137 1 
NM 025116 1 
NM 025114 1 
NM 025083 ] 
NM 025054 
NM 025017 
NM 025011 
NM 024995 
NM 024987 
NM 024900 
NM 024874 
NM 024873 
NM 024861 
NM 024836 
NM 024822 
NM 024819 
NM 024816 
NM 024803 
■Kjivf fr?4795 

NM 024767 
NM 024760 
NM 024741 
NM 024723 
NM 024720 


J sapiens hypothetical protein FLJ22 175 (FLJ22175),mRNA . 

4omo sapiens hypothetical protein FLJ22251 (FLJ2225 1 ), mKN A . 

i sapiens hypothetical protein FLJ12986 (FLJ12986), mRNA _ 

4omo sapiens hypothetical protein FU21439 (FLJ21439), mKM __ 

too sapiens hypothetical protein FLJ12781 tfLJ12781), mKNA 

Homo sapiens hypothetical protein FLJ13615 (FLJ13615), mKNA 

H «.p-" s hypothetical protein FLJ21 128 (FLJ21128), mKNA 

Homo sapiens hypothetical protein FLJ23132 (FLJ23132), mKNA 

Homo sapiens hypothetical protein FLJ13892 (FLJ 13892), mRNA 

o*™* hypothetical protein FLJ13744 (FLJ13744), mKJNA . 

Homo sapiens hypothetical protein FLJ12616 (FLJ12616), mKM 

u nmn Ra piens hypothetical protein FLJ12345 (FLJ12345), mKNA _ 

W „™ sapiens hypothetical protein FLJ22479 0FLJ22479), mKNA 

u nmn sapiens hypothetical protein FLJ14225 (FLJ14225), mKNA 

TTnmo sapiens hypothetical protein FU21162 (TIJ21162), mKNA _ 

W 4-™ nynothetical protein FLJ22671 (FLJ22671), mKNA 

sapiens hypothetical protein FLJ22301 (FLJ22301), mKJNA _ 

u«m« sapiens hypothetical protein FLJ22601 (FLJ22601), mKJNA 

u™™ sapiens hypothetical protein FIJ22955 (FLJ22955), mKNA _ 

Homo sapiens hyp^t^ protein FLJ23282 (FLJ23282), mKI^ 

sapiens hypothetical protein FLJ21665 (FLJ21665), mKJNA . 

Womo sapiens hypothetical protein FLJ22800 (FLJ22800), mRNA . 

W „™ sapiens hypothetical protein FLJ21 120 (FLJ2112U), mKJNA 

H„™ salens hypothetical protein FLJ14009 (FLJ14009), mKNA 

it c* r w hypothetical protein FLJ12827 (FLJ 12827), mKNA 

HrTomn sapiens hypothetical protein FLJ23471 (FLJ23471), mKNA. 

Jrn™ sa piens hypothetical protein FLJ23510 (FLJ23510), mKJNA 

Hnffln sapiens hypothetical protein FLJ 13044 (FLJ13044), mKJNA 


NM 024698 
NM 024692 
NM 024689 
NM 024687 
NM 024648 
NM 024622 
NM 024611 
NM 024591 
NM 024561 
NM 024540 
NM 024518 
NM 024515 
NM 024504 
NM 024501 

JNJVl UUOoZl 

NMJ)066S0 
NM 001944 

INIVI vu 1 y-rD 

NM 001942 


H„™ sapiens hypothetical protein FLJ21069 (FLJ21069), mKNA 

H„ ffln sapiens hypothetical protein FLJ14103 (FLJ14103), mRNA 

H „™ sapiens hypothetical protein FLJ23049 (FLJ23049), mKNA 

H„™ sapiens hypothetical protein FLJ22222 (FLJ22222), mRNA, 

Homo sapiens hypothetical protein FLJ21901 (FLJ21901), mKNA 

Hnmo sapiens hypothetical protein FLJ11896 (FLJ11896), mKNA . 

Hn ™ sapiens hypothetical protein FLJ1 1749 fFLJl 1749), mKNA 

' Hnmn sapiens hypothetical protein FLJ22054 (FLJ22054), mKNA 

Homo sapiens hypothetical protein FLJ20917 (FLJ20917), mKNA 

Homo sapiens UL1 6-bindine protein 3 (ULBP3), mRNA 

Wnmn sapiens hypothetical protein MGC4645 (MGC4645), mKNA 

Homo sapiens PR domain containing 14 (PRDM14), mKNA _ 

Homo sapiens homeo box Dl (HOXD1), mRNA 

Homo sar^"« peroxisomal lone-chain acyl-coA ttaoesterase t ZAP 12b), mKHA 
Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial <Mb3>, 

Homo sapiens desmoglein 3 rpemohigus vulgaris antigen) (DSG3), mRNA . 

Homo sapiens desmoglein 2 (DSG2), mRNA 

Homo sapiens desmoglein 1 (DSG1), mRNA _ _ 

Homo sapiens likely ortholoe of mouse polydom (POLYDUM), mRNA 


NM 024500 
NM 024498 
NM 018943 
NM 015640 


Homo sapiens zinc finger protein 117 (HPF9) (ZNF117), mKNA 

Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 

Homo sapiens PAI-1 ™KNA-binding protem (PAI-RBP1), mKNA 
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TJatma coniono T/T A A 1 A/CO /VTA A 1 A^Q^ m D\TA 

xiomo sapiens jkjlaaiUo& protein (KlAAluooj, itlkjna 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


JNM_UZ 1 / Uo 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAJR1), transcript variant 

A mDM A 

a, mKJNA 


xta/t A717AA 

1N1VL_UZ I / UO 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAJR1), transcript variant 

K ml? XT A 
D, mx\JN/\ 


"MTv>f A.A77Q7 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 


NM 004474 


nomo bd.pienb nnr transcription iactor i ^ii4j* i ), mJKJN A 


"MM 015SR1A 


XI OHIO odpienb ITldLrill D ^IVXrVllVJ) J, TIltvlN/V 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


"MTv/f oo^Q7£ 


tiomo sapiens sunactant, puimonary-associatea protein A~z ^or* ix\AZj, mKJNA 


TsTM 00^41 1 


nomo sapiens suriactant, puimonary-associateo protein At v^x* 1 jtai ), mjviNA 


"MM 07zLAQ7 
IN 1V1 U Z44 y Z 


Homo sapiens apolipoprotein (a) related gene C (APOARGC), mRNA 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


xnv/r ai ^/i'77 
JN1VL_U 104 / z 


Homo sapiens transcriptional co-activator with PDZ-binding motif (TAZ) 

fT A T\ mP\T A 
^ 1 AZ,), ITlXvlN A 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


JNM UUZOZO 


Homo sapiens quiescm Qo (QSCN6), rnRNA 


NM_024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MIRK), transcript variant 2, mRNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


JNJVL_UUU /O 1 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide z (CYr 1A2), mRNA 


XTA/T AAA1 A /I 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYP1B1), mRNA 




Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
poiypeptiae l (LYriAi j, mivJNA 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (DLT8), mRNA 


XTA/T HO 1 QHA 
1N1V1 UZloUO 


xiomo sapiens z.iy gene (z.iy), mKJNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 

rv>T?XTA 

mJviN/\ 


MA/f 00707£ 
1N1V1 UU/U/O 


nomo sapiens riuntingtm interacting protein ii {xl Yrte,), rnKTslA 


NT\A 01£^71 
1N1V1_U10 3 / 1 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
canuiaaie z ^AjL.oZv_/ivZ ), mxsJ.N A 


KT\A 01 ^04Q 


xiomo sapiens amyouopnic lateral sclerosis z yuvennej cnromosome region, 
candidate 3 (ALS2CR3), mRNA 


iNIVl UZjUjO 


HATHA COtManp nirnom inf arm a i n f a j-tlinin O /"T^XT A TO\ m-T) \T A 

xiomo sapiens aynein miermeaiate cnain z ^uin ajlz ), mKJNA 


"MTV/f 077171 
1N1V1 UZZ 1/1 


xiomo sapiens l-ceii leuKemia translocation altered gene (ILIA), mKJNA 


XTA/T 0 1 £ 1 7 R 


xiomo sapiens coat protein gamma -cop (JLUlo 1 lo / j, inKJNA 


"MN/T 071QQQ 


xiomo sapiens integral memorane protein zx> ^iiivizjtsj, mKJNA 


TsJA/T 071QQ7 


xiomo sapiens inymosin, oeta, laentinea m neurooiastoma cells (lJVL^JNxij, 

mRNA 

1 i ULVJ. H jTV 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


"MiVf 0077^7 
INIYI UU /Zj / 


xiomo sapiens paraneoplastic antigen iviaz ^riNrviAZ), mKJNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 


NM 021976 


Homo ^atil PllQ rptinniH "Vf rpnpntnr V*p»tn fTZ VT? mPlSJA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021964 I 
NM 021966 I 
NM 012186 I 
NM 012182 1 
NM 006893 
NM 021955 

1 


Tomo sapiens zinc fineer orotein 148 (oHZ-52) (ZNF148), mRNA ZZJ 

lomo sapiens T-cell leukemia/ivmphoma 1 A (TCllA), iukina 

lomo sapiens forkheadbox E3 (FOXKJ), mKJNA 

lomo sapiens forkheadbox Bl (FOXB1), mKNA _ 

3omo sapiens lieatin (LGTN), mRNA _ __ . -J 

Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


NM_021959 


Homo sapiens protein phosphatase 1 , regulatory tmhibiior) subumt 1 1 

(TPP1R1 W mRNA fDMRTl) 


NM_021951 


Homo sapiens doublesex and mab-3 related transcription lactor i iujmuii i), 
111RNLA. ■ ■■ — 1 


NM_021960 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1 ), 
jjiRNA. — " 1 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 <nu 
antigen DUELAVL4), mRNA mpmhrane 3 CATP2B3) 


NM_021949 
NM 021953 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 5 ^irz^j, 

mRNA 

Homo sapiens forkhead box Ml (FOXM1), mKNA 


NM 021956 
NM_0048bo 


Hnmn aniens elutamate receptor, ionotropic, Kainaie z ^urRIK2), mRNA I 

Hnmn eaniens amvloid beta (A4) precursor protein-binding, iamily A, member o 
(XU-like 2) (APBA3), mRNA — — r^^: 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription tactor z (WV1R1 2), j 
mRNA ■ _ 1 


NM_002253 


— : r~: : . j •_ «vnp TTT receotor tyrosine kinase) 

Homo sapiens kinase insert domain receptor (a type m reoepiui i.yiw=> / 

Homo sapiens insulin-like growth factor binding protein 6 (IGFBP6), mRNA 


NM 002178 
NM_003850 


Homo sapiens succinate-CoA ligase, ADP-forming, beta subumt (SUCLA2), j 


NM 003802 


Wnmn sapiens myosin, heavy polvpeptide 13. skeletal muscle (MYH13), mRNA 


NM 006958 
NM 006852 
NM 021229 
NM 015718 
NM 015003 


Homo sapiens *™ fin«r orotein 16 (KOX 9) (ZNF16), mKNA 

Homo sapiens tousled-like kinase 2 (TLK2), mRNA 

Homo sapiens netrin 4 fNTN4). mRNA _ — 

Homo sapiens NADPH oxidase 3 (NOX3). mRNA 

Homo sapiens golgin-67 (KIAA0855), mRNA 

Homo sapiens N-ethylmaleimide-sensitive factor (NSf), mKNA 


NM 006178 
NM 003116 
NM 018724 
NM 019083 
NM 003114 
NM_021097 

NM 021102 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 

Homo sapiens interleukin 20 (IL20), mRNA 

Homo sapiens hypothetical protein (FLJ10287), mKM A __ 

Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 

Homo sapiens solute carrier family 8 (sodium/calcium exchanger;, membci 1 

~ Homo sapiens serine protease inhibitor, Kunitz type. 2 (SPINT2), mRNA 


NM 021101 
NM_021095 

NM 021076 


Homo saniens claudm 1 (CLDN1), mRNA . _ 

Homo sapiens solute carrier family 5 (sodium-dependent vuamm u-anbpuiuci,, 

member 6 (SLC5A6), mRNA ■ 

1 Homo sapiens neurofilament, heaw polypeptide (2UUKU) tJN^Hj, mkbln 


NM 001751 
NM_021074 


tt_ _ ^;^o i^wtpiiwl _tT?>J A Qvnthetase (CARS), mRNA 

Homo sapiens cybicinyi uvn-rt. syiuu^ioow v^ s± 

Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA . — 


NM_020998 
NM 003147 


Homo sapiens macrophage stimulating 1 (hepatocyte growtn lactor-hkej 

(MST1). mRNA — 

Homo sapiens synovial sarcoma. X breakpoint 2 (SSX2), mRNA _ . 



398 



BNSDOCID <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



xtx K A1 

NM_015392 


Homo sapiens neural proliferation, differentiation and control, 1 (NPDC1), 
mRNA 


NM 020482 


Homo sapiens activator or CKhM m testis (Atl ), mJKJNA 


-» TX Jf A1 A C 

NM 014509 


Homo sapiens kraken-hke (BK126B4.1), mKJMA 


NM_005132 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


NM_018896 


Homo sapiens calcium channel, voltage-dependent, alpha 1G subunit 
(CACNA1G), mRNA 


X TX Jf i~\J*\ C r\C\ 

NM 005329 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 


NM 015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA 


NM_0 16203 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


NM_000627 


Homo sapiens latent transforming growth factor beta binding protein 1 (LTBP1), 

Tl \T A 

mRNA 


XTX Jf t\f\^\ A C A 

NM_002454 


Homo sapiens 5 -me thyltetrahydrofolate -homocysteine methyl transferase 
reductase (MIRK), transcript variant 1, mKJNA 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 

/ A T"> T> 1 \ «T"> X.T A 

(ABrl), mRNA 


"XTX If /\0 A f\"\ /T 

NM 024016 


Homo sapiens nomeo box Bo (HUado), mKJNA 


NM 024015 


Homo sapiens nomeo box B4 (HUX±>4), mKJNA 


*XTX AT A 1 Cm 

NM 015227 


Homo sapiens KlAAuy!>o protein (KJLAAUy^o), mKJNA 


X TX A~ AO /1/IOA 

NM__024430 


Homo sapiens proline-serine-threonine phosphatase interacting protein 2 
(PSTPEP2), mRNA 


NM 003588 


TT - * 11 . ._ A i ) /■ /"XT TX >4 I > ~\ ■ > \T A 

Homo sapiens cullm 4B (CUL4B), mKJNA 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPEL1), mRNA 


NM 014432 


Homo sapiens mterleukm 20 receptor, alpha (IL20RA), mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamme-nch tetratricopeptide repeat (TPR)-containing 
(SGT), mRNA 


X TX >T AA^ fl 

NM_002038 


Homo sapiens interferon, alpha-mducible protein (clone IFI-o-16) (G1P3), 
transcript variant 1, mRNA 


XTX IT AIOOTI 

NM_022S73 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 3, mRNA 


-v TX If AAOOIO 

NM_022872 


Homo sapiens interferon, alpha-mducible protein (clone irl-o-lo) (olri), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022S10 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 

1 1' • , i J ' 1 _ • • TX X T A 

nuclear gene encoding mitochondrial protein, mRNA 


JN iVI__UUZ Z j 1 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAJ1), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
H) (D3SP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 
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c 

NM_022877 I 
■\ 


liabetes insipidus, neurohypophyseal) ( AVi*), mRNA 

iomo sapiens survival of motor neuron Z, centromenc (SM1M2), La»~npt 


NM_022876 1 


lomo sapiens survival of motor neuron 2, centromenc (SMN2), transcript 


NM_022875 ] 


Somo sapiens survival of motor neuron 2, centromenc (SMN2), transcnpt 
ranant a, mRNA _ ■ nn tr-in-crint 


NM_017411 : 
NM 005474 


Homo sapiens survival of motor neuron 2, centromenc (SjJVUNZ), transcnpt , 

variant d, mRNA — 

Homo sapiens histone deacetyiase 5 (HDAC5), mKJNA 


NM 006037 
NM_003474 


Hnmn sapiens histone deacetyiase 4 (HDAC4), mRNA 

tt " ~ .ol^nc o ^cmtporir. and metallooroteinase domain 12 (meltnn alpnaj 
Homo sapiens a uismiegrin <aiiu ni&iaiiupiutvw. v | 

( An AM1 1\ transcript variant 1, mRNA . : — ■ — 


NM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcnpt variant 
d mRNA 1 


NM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b, mRNA ■ 1 


NM 006400 
NM_021969 


Homo sapiens dynactin 2 (p50) (DCTN2)^mKNA ; n ,,,, m r L 

Homo sapiens nuclear receptor subfamily 0, group B, member z ^vblj, 1 

mRNA " 7 — : — ^ • \ /CTrrrTTI A\ nVTCKTA 


NM 021967 
NM_001515 


Homo sapiens small EDRK-rich factor 1A (telomenc) (SERF 1 A), mRNA 

" Homo sapiens general transcription factor IIH, polypeptide 2 ^ku subunn, 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial earner, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA _— | 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondnal protein, mRNA_ _ — prp 


NM 004536 
NM_000346 


Homo saoiens baculoviral LAP repeat-containing 1 (B1K11), niKNA 

Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dyspksm, 
autosomal sex-reversal) (SOX9), mRNA 


NM_003645 
NM 024409 


Homo sapiens fatty-acid-Coenzyme A hgase, very long-cnam 1 (FACVL1), 

111RNA 1 

Homo sapiens natriuretic peptide precursor C (NPPC), mRNA 


NM 024410 
NM_004180 

NM 024332 
NM 024324 
NM 024315 
NM 024311 
NM 024309 
NM 024306 


Homo sapiens outer dense fibre of sperm tails 1 {ODb I), mKJNA 

Homo sapiens TRAF family member-associated NFKB activator (TANK), 

mRNA : 

Homo sapiens c6. 1 A (C6. 1A), mRNA 

" Homo saniens hvoothetical protein MGC1 1256 (MGC1 125b), mK^v 

" "Homo sapiens bvpothetical protein MGC4175 (MGC4175), mKJNA_ 

Homo sapiens hypothetical protein ET (E 1 ), mKJNA 

" Homo sapiens hvoothetical protein MGC4289 (MGC428y), mKNA 

Homo sapiens fatty acid hydroxylase (FAAH), mRNA _ 


NM 024300 
NM 024296 
NM 024294 
NM 024292 
NM 024012 
NM 024123 
NM_021904 

NM 021903 


" Homo saniens hypothetical protein MGC2217 (MUU221 /), mKiNA_ 

Homo sapiens hvoothetical protein MGC1203 (MOC12U3), mKJNA 

Homo sapiens hvoothetical protein MGC4614 (MGC4614), mRNA j 

UAmn QsmiVnQ iihin 111 tin-like 5 (U13.L5), mRNA 

"Homo sapiens 5-hydroxytrvntamine (serotonin) receptor 5A UiiiuA;, mKNA 

"Homo saoiens putative Ly-6 suoerfamilv member (G6E), mRNA . 

"Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 

transcript variant 3, mRNA . ■ ., 

" Homo sapiens eamma-aminobutyric acid (GAB A) B receptor, 1 (GABBK1), 
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NM_001470 
NM 001858 


j transcript variant 2, mRNA 

1 Homo sapiens gamma-aminobutync acid (GAB A) B receptor, 1 (GABBR1) 
transcript variant 1, mRNA 


NM_015071 


j Homo sapiens collagen, type XIX, alpha 1 (COL19A1), mRNA 
Homo sapiens GTPase regulator associated with the focal adhesion kinase 
ppl25(FAK); KIAA0621 protein (KIAA0621), mRNA 


NM_007329 
NM 023004 

1N1VI Uvjj / 1 

NM 023033 
NM 023032 
NM 014289 
NM 023089 
NM 023088 


1 Homo sapiens deleted m malignant brain tumors 1 (DMBT1), transcript variant 
2, mRNA 

1 Homo sapiens nogo receptor (NOGOR), mRNA 

1 Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 1 mRNA 
Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 3 mRNA 
1 Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 2 mRNA 
1 Homo sapiens calpain 6 (CAPN6), mRNA 

1 Homo sapiens calpain 10 (CAPN10), transcript variant 7, mRNA 


NM 023087 
NM 023086 
NM 023085 
NM 023084 
NM 023083 
NM 021251 
NM_005083 


Homo sapiens calpain 10 (CAPN10), transcript variant 6, mRNA 
1 Homo sapiens calpain 10 (CAPN10), transcript variant 5 mRNA 

Homo sapiens calpain 10 (CAPN10), transcript variant 4 mRNA 

1 Homo sapiens calpain 10 (CAPN10), transcriDt variant ^ mRNA 

1 Homo sapiens calpain 10 (CAPN10), transcript variant 2, mRNA 

1 Homo sapiens calpam 10 (CAPN10), transcript variant 1, mRNA 

1 Homo sapiens calpam 10 (CAPN10). transcript variant 8, mRNA 

Homo sapiens U2 small nuclear ribonuclennrntpin miYiiia™ fo^t™- r.™„n „,,i .-4. 

r uuvivoi ni^ujiui^icupujiciii auxiliary iacior, small subunit 

1 (U2AF1RS1), mRNA 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase . " 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss svndrome"> fFfiFR"?^ trancrrint 
variant 13, mRNA H 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome, Pfeiffer syndrome, Jackson- Weiss svnrirnmM rvrtwi^ *r-o«o^~+ 
j -vj-iAiw, uuvivova '» ^ioj <3_y iiLii L/xiic j yvKjir ts^cj. transcript 

variant 12, mRNA 


NM_023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome, Pfeiffer syndrome, Jackson-Weiss svndrome^ fFOFT?-^ 

j vi^Av, juvivouii tv wiao ojriiux yjLiLcj \j? kjjt rv z i transcript 

variant 10, mRNA ' 


NM__022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss svndrome> fFGFRTi h-ancrrint 
variant 9, mRNA K 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss svndrnme^ rFGFP'Ji („„ 0 „^, 
variant 8, mRNA ' 1 


NM_022974 j 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcript 
variant 7, mRNA y 


1 n1V1_JJz2 y / 5 I 

NM 022972 | 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcriot 
variant 6, mRNA F 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, niRNA — 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA . 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA _ 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer svndrome) (FGFR1), transcript variant 2, mRNA 


NM_023111 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine ianase z, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bactena-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 11, mRNA 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bactena-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1, mRNA 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


NM_023106 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 4, mRNA 


NM_023105 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 3, mRNA 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer svndrome) (FGFR1), transcript variant 1, mRNA 


NM 024018 


Homo sapiens butyrophilin, subfamily 2, member A3 (BTN2A3), mRNA 


NM 017614 


Homo sapiens betaine-homocysteine methyltransferase 2 (BHMlz), itlktma 


NM 005434 


Homo sapiens BENE protein (BENE), mRNA 


NM_000351 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme (£> i i>), 
mRNA 


NM 024105 


Homo sapiens nypotneticai proiem jyujuo i jo ^lvjajv^j ± jui, iiixxj-i^ 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM_024082 


Homo sapiens transmembrane ^amma-carboxvelntamir nHH Tvrr\t*»iT* ^ rv\/fni\ 
mRNA 


NM_024081 


Homo sapiens transmembrane ffamma-carboxvelutarnir aHH nmtpin A /"ta/TTMA 
mRNA 


NM_024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3162 (MGC3162), mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 (MGC2875), mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (MGC5395), mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5576), mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 (MGC2821) mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 fMGC3037 > mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5 178 flVTGCS 1 78V mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3 10 1 fMGC3101i mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC31 13 (MGC3 1 1 3 1 mRTMA 


NM_024034 


Homo sapiens hypothetical protein MGC3129 similar to ffanfflin<?iHe-inrinrf»H 
differentiation-associated protein (MGC3 1 29), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3, 31kD fconnexin 31"> fGTFni mPMA 


NM 024013 


Homo sapiens interferon, alpha 1 (1FJNA1), mRNA 


NM 000521 


Homo sapiens hexosaminidase B (beta nolvoeotidei (HRXT* Y mRNA 


NM 000520 


Homo sapiens hexosaminidase A ( alpha nolvoeotidei fiTRXA i nVRMA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


NM 001492 


Homo sapiens growth differentiation factor 1 fGDF1^ mP MA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA ~~ 1 


NM_005089 


HoniO SapienS U2 small nuclear riHnniirlpnnrritfM'n snnrilicii-i/ -Toof/vr- nmoii ,"U, •#. 

w nuuiuai j.nu»i^iAu.^ic-u|jnjiciii ciu.Aiiid.ry iidCLor, small suDunit 
2 (U2AF1RS2), mRNA 


NM_004285 


HoniO Sapiens heX0Se-6-riho«?nliat<* dphvrirno-fM-isicf* f rrlnr'/-kc<=» 1 At^U^rAt-r^nr^^^^^ 

(H6PD), mRNA 


NM_007210 


Homo sapiens UDP-JN-aceWl-alnha-l^-aalarto^ xr 
acetylgalactosaminvl transferase 6 fGalNAc-T6> (GAT NTfi'i mPMA 


NM_003774 


Homo sapiens \Jl^JP-lN-acetvl-alDha-D-ealactosamirie*nnlvnpnrir1p >j_ 
acetylgalactosaminyltransferase 4 (GalNAc-T4) (GALNT4) mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminvltransferase 1 (GalNAc-Tl » rGAT.NTn mPXTA 


NM 015507 


Homo sapiens EGF-hke-domam, multiple 6 (EGFL6), mRNA 


NM_004942 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM_002474 


Homo sapiens mvosin heaw nolvneMrHH^ 1 1 cmnntVi mncr>ip r\/rvm i\ 

r "v" 0111 ? xi^cxvjr |JGJJ11UC 11, oIXlUOLU ITxUSCie ^1Y1 I AT. 1 L), 

transcript variant SMI, mRNA 


NM_022870 


Homo sapiens mvosin. heaw oolvnentide 1 1 <?montVi mucpu nwrvm 1~\ 
transcript variant SM3, mRNA 


NM_022844 


Homo sapiens mvosin. heaw nolvnentide 1 1 smonth miKHp i^iwrvm 
transcript variant SM2, mRNA 


NM_001755 


Homo sapiens core-bmding factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM_016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP564Q243 protein (DKFZP564Q243) mRNA 
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NM 015062 ] 
NM 019100 1 
NM 015442 1 
NM_023948 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 

Homo sapiens DNA methyltransferase 1 -associated protein i idmatij, ituuna 

Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mRNA 

Homo sapiens hypothetical protein AF053356_CDS3 (AF053356_CDS3), 

mRNA _ ■ 


NM_022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1 , mRNA _ 


NM_018653 
NM 000707 


Homo sapiens G protein-coupled receptor, family C, group 5, member U 

(GPRC5C), transcript variant 2, mRNA 

Homo saniens arsinine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 
NM 021923 
NM_002011 


Homo sapiens arginine vasopressin receptor 1 A (Avl'KiAj, mtuNA _ — 

Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), mRNA, 

Homo sapiens fibroblast growth factor receptor 4 (FCiFR4), transcript variant 1, 
mRNA ; 


IN jvjl_uzz y o d 


Homo sapiens fibroblast growth factor receptor 4 (FOFK4), transcript variant 2, 

X1U1UU oflUlvllo iiuiuwiwov ^ v ** •»• 

mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 2, mRNA . 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, tnanatophonc 

dwarfism) (FGFR3), transcript variant 1, mRNA 

Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 


NM 022336 
NM_0 18654 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2 , ,5'-oligoadenylate synthetase 1 (40-46 kU) (OAS1), transcript 
variant E 1 6, mRNA . 


NMJM6816 

NM 014501 
NM 000595 


Homo sapiens 2',5 , -oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 

variant El 8, mRNA 

Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 

Homo sapiens lymphotoxin alpha (TNF superfamilv, member 1) (LI A), mKNA 


NM 007040 
NM 001232 
NM_001231 

NM 003925 
NM 002059 
NM 022558 
NM 022557 
NM 022556 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 

Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 

Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 

gene encoding rmtochondnal protein, mKJNA . 

Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 
Homo sapiens growth hormone 2 (GH2\ transcript variant 1 , mRNA 
Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 
Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 
Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NM 022562 
NM 022561 
NM 022560 
NM 022559 
NM 000515 
NM 021801 
NM_022718 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 

Homo sapiens growth hormone 1 (GHR transcript variant 4, mRNA 

Homo sapiens growth hormone 1 (GH1). transcript vanant 3, mRNA 

Homo sapiens growth hormone 1 (GH1). transcript vanant 2, mRNA 

Homo sapiens growth hormone 1 (GH1), transcript vanant 1 , mRNA 

Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 

Homo sapiens matrix metalloproteinase 25 (MMP25), transcnpt variant 2, 

mRNA 


NM_022468 


tt ron ;™ c mo+t-i-^ ™ ^td 1 1 nnrAtpi na<;p 95 fMMP25), transcript variant 1, 

Homo sapiens maxnx meiaiioproieiiidsc .£.-> \ivjj.v.u. •< r » 

niRNA 


NM_006690 

NM 004771 
NM 002423 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 

mRNA 

Homo sapiens matrix metalloproteinase 20 (enamelysm) (ftoMriuj, mRNA 
Homo sapiens matrix metalloproteinase 7 (matrilvsm, utenne) uviivir / ), mRNA 
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NM_002422 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1, progelatinase) 
(MMP3), mRNA 


NM_005941 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 1 , mRNA 


NM_022564 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 2, mRNA 


NM_002421 


Homo sapiens matrix metalloproteinase 1 (interstitial collagenase) (MMP1), 
mRNA 


NM_004995 


Homo sapiens matrix metalloproteinase 14 (membrane-inserted) (MMP14), 
mRNA 


NM 002427 


Homo sapiens matrix metalloproteinase 13 (collagenase 3) (MMP13), mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


NM_022792 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6, 
mRNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-3, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-1, 
mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MMP2), mRNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type IV collagenase) (MMP9), mRNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


NM_002424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 
mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMP15), 
mRNA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12), 
mRNA 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NM_022804 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2 3 , 
mRNA 


NM_005678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


NM_003097 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1, mRNA 


NM_022808 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 4, mRNA 


NM_022806 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


NM_l)2Z/17 


Homo sapiens Ul-snRNP binding protein nomolog (7UkD; (U lbJNKJNF15r), 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 


Homo sapiens small EDRK-rich factor IB (centromenc) (SERF IB), mRNA 


NM 023947 


Homo sapiens hypothetical protein MGC3234 (MGC3234), mRNA 


NM 023942 


Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


NM 005471 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


NMJ)12329 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NMJ)07020 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 1, mRNA 


NM__006465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 
mRNA 


NMJ)00015 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


NM 000496 


Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 


Homo sapiens hypothetical protein FLJ209S9 (FLJ20989), mRNA 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


NM_021905 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 4, mRNA 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl 3 
mRNA 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA 


NM_020552 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6M, 
mRNA 


NM 020550 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3, 
mRNA 


NM_0 12468 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al, 
mRNA 


NMJ)14418 


Homo sapiens T-cell leukemiaAymphoma 6 (TCL6), transcript variant TCL6a2, 
mRNA 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


NM 016729 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 4, mRNA 


NM 016725 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 1, mRNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 


NM 016025 


Homo sapiens CGI-81 protein (DREV1), mRNA 


NM_004406 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
1, mRNA 


NM 000197 


Homo sapiens hydroxy steroid (17-beta) dehydrogenase 3 (HSD17B3), mRNA 


NM_001220 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
beta (CAMK2B), mRNA 


NM 019071 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


NM 016731 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 8, mRNA 


NM 023018 


Homo sapiens hypothetical protein FLJ13052 (FLJ13052), mRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13 A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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mRNA 


NM OlrVST} 


Hnmn saniens TVIATC-related kinase fKIAA0936h mRNA 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NM 0146RR 


Wnmn <;anipn<; related to the N terminus of tre fRNTRE") mRNA 


NM 006640 


PTnmn <;ar>ien«s MT T sen tin-like fusion fMSF^ mRNA 

A A Will V/ OdJJit'IlO 1 v 1 1 ' 1 J OvjJ 1. 11 1 HIVls JLUOlvlX ^A»XUA J, 14 i_LX_L > ^ 1. 


xtaa 006070 


numu bdpioilb 1 ISA. luoCU gciic VJ J , 111AVA >.rx 


NM 004809 


Homo sapiens stomatin-like 1 (STOML1), mRNA 


"MM" 000907 


Ur\mn conipnc r»nl"\/pvctip lorlnev/ Hiceace 9 /fliitnQfYmal Hnminanti rPTCT*)9 i 
nUIIlU odpiCIlo pUiyv-yblxO rLlUllcy UlbCdsC ^auiuouiiiai uuuiiiACUxiy \x h-ls£*j 9 

mRNA 


i\TA/F 016^07 


TTfvmrk canipnc njiirpH related VinmenViov rvrotem fPR^5C9 i mR"WA 
JxUlIlw bdJJlCllb JJdllCLl lCltxit-Ll 1HJ111C/\JL/VX<v Jjiuiviii yx x\-r\-£,i, iii-^vi 'ixi. 


TsJA/f 00^Q94 
IN IV1 l/uj 7Z^ 


xxOHlU bdpiCIlb pdilCU UlCbOLlCl III HUllltUUvA. -^U ivl/yz,u iijxvj.^^\. 


XTN/T 006Q09 
IN1VX 


TJrkmr\ oonipnc r*Qir<=»H mPCftHprm Vinmpn hr»V 1 fPA/OCl ^ fratl SP.Tint Variant DTTIa- 
xaUIIIL) bdpiCilb pdllCU IllCoLMJCI ill ilUlllCvJ UsJA. A ^x ivj_/va^j u. (Uiowi i lj t vaiiaiii ljiijw 

Id, IIlXVlN/A. 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 

1 U rnPNA 
1 D, mivLN rv 


NM_000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


XT\/f oooqi ^ 
JNIVi 


xiomo sapiens oxyxocin, prepro- ^neuropnybin l) \kjj\. i ^, iiiisjln^-v 


NM 0061S8 


Homo sapiens oncomodulin (OCM) s mRNA 


NJVL_U2Zoo4 


riomo sapiens extracellular mairix pioxem i ^ii^ivii^, uanscnpt varianL z 3 

mPlMA 

mrsJLN/v 


NMJ)04092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 

^X2*\_^XXO 1 /, IlLiL/lCo-l gCIlC dlVUulilg 1111 Lvrwll^JlXUl ldl L/l ^Lt-Hl, 1 1 1XVJ. N n 


IN 1V1__UZZ 03 Z 


XJ^ATY^r\ coni^c rlnol o-n<>r»-i ■fir»i'H/ T*Vir\OT^TlC»tc» Cf* ^ /'TlT TST^^ 1 fvC\T\ CPfint VJlTiant 9 
xxOmO Sapieilo QUdi opCOlIlL«lLy pilOopilcluloC U ^JU/*_>Ox Viy, LIclllov/lljJL V0.114X11L 

mRNA 


IN 1V1 U UHH 1 !7 


ixomo sapiens ciudi opeoinuiiy pxit/opiididoc j ^uorjj, iiuxxn^y 


NM_004425 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1, 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


jNivi_uu^f yo 1 


xionio sapiens gamma-aminouuiyric acici \\jj\±yr\.j i\. reucpLor, cpbiiun 
(GABRE), transcript variant 1, mRNA 


TvTA/r no 1 qqo 


riorno sapiens gairiind-dininoDuiyriL' dL-iu \\jr\jjt\j a lcccpuji, cpoiiuii 
(GABRE), transcript variant 4, mRNA 


IN lVx_UZ I70/ 


xiomo sapiens gamind-dininoDULyTiL/ doiu \\js\ijr\.) rv ic^cpt^i, ciyoii\jii 

{ri A p\ trQncrrir*t variant ^ mRNA 
^U/VDi\Jj J, LldlloUlipL Vdlldlll J3, IliXVlN-rV 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, epsilon 

^ UnJD X\J-/ ) y ITdTlot/lipL VdlldllL Z,, IIlxViN 


xnv/f nn/tnon 
iNivi^uu^uyu 


nomo sapiens uudi bpcviut/iiy pnobpndidac d ^vdL/L»iiiid vnuo piivjoiyiidui&c vxxi 
relflter^^ rDTT^sP^ i mRNA 


NM 001^08 


TTrMTin canitf^riQ pnnvl Pnpn 7vmp A hvrlrata^e 1 nerrivi^omal ( rZC^Hl i mRTx A 


NM 001046 


Unmn ^anipn^ dual sneci ficitv nho«;nhatase 6 (DT JSP61 transcriDt variant 1 
mRNA 


NM 0010S7 


T-fnmn ^anienQ 7^917 tran<?nrintion factor 6 rR9P6 1 mRNA 


NM 001 0S0 


UAtnn Qanien<; P91h tran<irrintion far tor 4 nl 07/n1 ^0-bindinff TE2F4i mRNA 


NM 001 940 

1NJ.VJL V/V/ 1 Zr^-S 


Wnmn <janien«j P9F tran<;printinn factor ^ rT<9F^ i mRNA comnlete cds 

XX<JlllV-» OdjJlwllo JL/ijl LI ClIioV-/l IL/tlWH IClv 1VJ1 J y^X-»^X J j 111XV1 N wuiupiviu V^VIO 


NM 00S99S 


T-Trvmr* canipnc T^9T^ trancr»ri'ntion factfir 1 ri-*91^1^ mRNA 
xxUiiivJ adkJiwiio x^x/A ix aiiowi ljvy uv/ii xci^tfJi a ^a_<^x a j, aiian-l^ox 


NM 099077 


Unmn canienQ a ttv-a p i H n pr , z\/"m p A licracp 1oncr-p,hain 4 rFACL4i tran^crint 

XxUllUJ oulJlt'Uo AdlL^ "cl^lvA -V^'VJdl^y lilt/ A ligdot, lUllg UHaili ■ \^x ^ x. t y , LianoL-iiyi 

variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM_021912 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


NM_021911 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 1, mRNA 


NM_000814 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 1, mRNA 


NM_O00812 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 1 
(GABRB1), mRNA 


NM_022650 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 2, mRNA 


NM 003259 


Homo sapiens intercellular adhesion molecule 5, telencephalm (ICAM5), mRNA 


NM 022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


NM_002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 
mRNA 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5, mRNA 


NM_022580 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 4, mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 3, mRNA 


NM_022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 2, mRNA 


NM_001318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 1, mRNA 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2, mRNA 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 1, mRNA 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 4, mRNA 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 3, mRNA 


NM_022640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
CCSH1), transcript variant 2, mRNA 


NM_001317 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1 ), transcript variant 1, mRNA 


NM_002371 


Homo sapiens mal 5 T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal 3 T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal ? T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


NM_022438 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant b, 
mRNA 


-v TTV K t\f\ 1 ~1 C\(\ 

NM 001790 


Homo sapiens cell division cycle 25 C (CDC25C), transcnpt variant 1, mKJNA 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


NM_021 141 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


NM_022550 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (XRCC4), transcript variant 3, mRNA 


NM_02240o 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 ), transcript variant z, mKJNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 3 (XKCC3 ), mKJNA 


NM_003401 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (yCKCv-A), transcnpt variant 1, mKJNA 


XTTv/f A T)/1 A C 

JNM_UzZ4U:> 


Homo sapiens X transporter protein 3 (XT3), transcript variant 2, mRNA 


JNJVL_0 16192 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
aomams z {irvitLrrz), mKJNiv 


JNJVl UUO/oO 


Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA 




Homo sapiens urotensin 2 (UTS2), transcript variant 1 , mRNA ! 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


TvTTV. jT AH AA1 

JSIM 021991 


Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA 


NM 021737 


Homo sapiens chloride channel o (LLLJNo), transcnpt vanant ClC-od, mKJNA . 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


NM 021735 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6b, mRNA 


NM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2); 

T> "XT A 

mRNA 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


"X TTV /f r\rv^ /T" A 1 

NM_002641 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIG A), transcript variant 1, mRNA 


XTTV/T non/no 
JNJVL_U2U4/3 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIG A), transcript variant 3, mRNA 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIG A), transcript variant 2, mRNA 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


NM 021913 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 1, mRNA 


NM Ololbo 


Homo sapiens actin-like 6 (ACIL6), mRNA 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A «~«T> XT A 

A, mKJNA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 
r>, mKJNA 


NM 005 14l 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


TV TTV A~ A^l OTI 

NM_021871 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


xttv /r r\r\r\ c f\a 

NM 000508 


Homo sapiens nbrmogen, A alpha polypeptide (FGA), transcnpt vanant alpna-E, 

T| "K T A 

mRNA 


in jyl_u u u y 


xiomo sapiens pyruvate carboxylase \r\^) z nuciear gene encoding mitocnononai 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 



409 

BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



NM_021873 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 5, mKJNA 


NM 021872 


Homo saoiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


NM_020990 


Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (UKJVL1 1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021962 


Homo sapiens active BCR-related gene (ABR), transcript variant 1, mRNA 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


NM_021794 


Homo sapiens a disintegrin and metalloprotemase domain 30 (ADAM30), 
transcript variant 1, mRNA 


NM_001464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 
(ADAM2), mRNA 


NM_021780 


Homo sapiens a disintegrin and metalloproteinase domain (ADAM29), 
transcript variant 2, mRNA 


NM_021779 


Homo sapiens a disintegrin and metalloproteinase domain 2V (ADAJVLzy), 
transcript variant 3 , mRNA 


NM_014269 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1, mRNA 


NM_021723 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAMZA), 
mRNA 


NM_021722 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAMZ2), 
mRNA 


NM_021721 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_016351 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021832 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


NM_003183 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (AD AMI 7), transcript variant 1, mRNA 


NM_003815 


Homo sapiens a disintegrin and metalloproteinase domain 15 (metargiam) 
(ADAM 15), mRNA 


NM_021641 


Homo sapiens a disintegrin and metalloproteinase domain Yl (meltrm alpftaj 
(ADAM 12), transcript variant 2, mRNA 


NM_021612 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 2, mRNA 


NM_006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTL1), mRNA 


NM_001618 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 
(ADPRT), mRNA 


NM 021738 


Homo sapiens supervillin (SVEL), transcript variant 2, mRNA 


NM 003174 


Homo sapiens supervillin (SVBL), transcript variant 1, mRNA 


NM_002505 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 
mRNA 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mRNA 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-1, mRNA 


NM_000673 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma poiypepuae 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class HI), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class IT), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NM 021795 


Homo sapiens ELK4, ETS-domam protein (SRF accessory protein 1) (ELK4), 
transcript variant b, mRNA 


NM 021709 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 2, mRNA 


NM 006427 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 1 , mRNA 


NM_021804 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 
(ACE2), mRNA 


NM 020208 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 020485 | 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


NM 016232 


Homo sapiens interleukin 1 receptor-like 1 (EL1RL1), mRNA 


NMJKU680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM_005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NMJ)21602 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1, mRNA 


NM 021601 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


NM021599 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM_006988 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 1 (ADAMTS1), mRNA 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 7, mRNA 


NM_021575 


Homo sapiens adaptor-related protem complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 7delta, mRNA 


NM 021574 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


NM 004327 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


NMJ)07327 


Homo sapiens glutamate receptor, lonotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-3, mRNA 


NM 021569 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-2, mRNA 


JNJV1 UzUyo4 


Homo sapiens choline acetyltransferase (CBLAT), transcript variant R, mRNA 


JNM UzUyoj 


Homo sapiens choline acetyltransferase (CHAT), transcript variant Nl, mRNA 


JNM U2U:>4y 


Homo sapiens choline acetyltransferase (CHAT), transcript variant M, mRNA 


"MTV A f\f\ UK 

JNM UU1615 


Homo sapiens actin, gamma 2, smooth muscle, enteric (ACTG2), mRNA 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM 018662 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens hypothetical protein FLJ20357 (FLJ20357), mRNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM_012215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 

ml? 1ST A ^ 

miviN/V 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


NM_020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NM_02029S 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14, mRNA 


NMJ)20297 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


NM_002288 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAJR2), transcript variant 
1, mRNA 


NM 020983 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA 


NM 015270 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 1, mRNA 


NM 020987 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
1, mRNA 


NM 020977 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 2, mRNA 


NM 001148 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 1, mRNA 


NM_020481 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 8, mRNA 


NM 020480 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 7, mRNA 


NM 020479 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 6, mRNA 


NM 020478 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 5, mRNA 


NM 020477 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 2, mRNA 


NM 000037 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 3, mRNA 


NM 020476 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 1, mRNA 


NM 020475 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


NM 004041 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 1, mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


NM„000872 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM_0 19860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


NM_019859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


NMJ) 17457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 1, mRNA 


NM_004302 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 1, 
mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mRNA 


NMJ)20327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 
mRNA 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NMJ)00578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC11A1), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroid 
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dehydrogenase, type 11) (AJsJKlC3), mKJNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


NM_0 14272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


NM_019oo3 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(F8) 5 transcript variant 2, mRNA 


NM_000132 


Homo sapiens coagulation factor VUl, procoagulant component (hemophilia A) 
(ro), transcript variant 1, mRNA 


NM_019616 


Homo sapiens coagulation factor VII (serum prothrombin conversion 
accelerator) (F7), transcript variant 2, mRNA 


XTTV/T AAA 111 

JNjyi_uuu i j i 


Homo sapiens coagulation factor VTl (serum prothrombin conversion 

o ^r^ol oi"n f ai* 1 / lJ / i fi*A"rtn AtM«f irniM n-t^i 1 *vil3M A 

accelerator; {r i j, transcript variant 1, nitviN/^ 


NM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


xnv/r no i n 1 n 


Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5), mRNA 


NM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


JNJVl UzUDZj 


rlomo sapiens mterleuKin ZZ (ILzz), mKJNA 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


NM_014310 


Homo sapiens similar to mouse Ras, dexamethasone-induced l (RASDl), i 
mRNA 


NM_020322 


Homo sapiens amilonde-sensitive cation channel 3, testis (ACCN3), transcript 
variant 3, mRNA 


NM_020321 


Homo sapiens amilonde-sensitive cation channel 3, testis (ACCN3), transcript 
variant 2, mRNA 


NM_020334 


Homo sapiens a dismtegnn and metalloprotemase domain 30 (ADAM30), 
transcript variant 2, mRNA 


NM_019559 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl I), 
transcript variant 2, mRNA 


Xf \ yT AAA1 lO 

NM_000128 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
transcript variant 1, mRNA 


NM 000443 


Homo sapiens ATP-bmding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant A, mRNA 


NM_01S850 


Homo sapiens ATP-bmding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant C, mRNA 


XTA>T A 1 OO/IA 


Homo sapiens ATP-bindmg cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant B, mRNA 


NM_U2UU3o 


Homo sapiens Alr-binamg cassette, sub-iamily C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3B, mRNA 


JNM_U2UU3 / 


Homo sapiens AlP-omding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3 A, mRNA 


JNM_003 /So 


TT r. m*m r. a a _^ " A _ A 'I'll 1_ " J * _ ^ _ _ "1 " 1 f /~*\t ^TPTl All if T 1 XV\ "1 O 

Homo sapiens Al P-bmdmg cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3, mRNA 


NM_U 19624 


Homo sapiens ATP-binding cassette, sub-iamily B (MDR/TAP), member 9 
(ABCB9), transcript variant 2, mRNA 


XTA/T Al Q/CO^ 


Homo sapiens A 1 P-bmdmg cassette, sub-iamily B (MDR/TAP), member 9 
(ABCB9), transcript variant 1, mRNA 


XTA/T AA/IOO/^ 

NM_u04yyo 


Homo sapiens ATP-bmdmg cassette, sub-family C (CFTR/MRP), member 1 
v^»j->^--v_> i ^ 5 uctiibL*npi Varidni i, iiuxin^v 


NM_019902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1 ), transcript variant 7, mRNA 


NM_019901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTRyMRP), member 1 
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(ABCC1), transcript variant 5, mRNA 


NM_019899 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
iABCC 1\ transcript variant 4, mRNA 


NM_019898 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
( ABCC1\ transcript variant 3, mRNA 


NM_0 19862 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 2, mRNA 


NM 019903 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA 


NM 001640 


Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


NM 000407 


Homo sapiens glycoprotein lb (platelet), beta polypeptide (GP1BB), mRNA 


NM_0 15675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA 


NM 016824 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


NM_020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1, mRNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


NM_017585 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


NM_020238 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


NMJ>06908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NM_0 18890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb, mRNA 


NM_018891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalmin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
2, mRNA 


NM_0 13430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, 
mRNA 


NM_0 13421 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, 
mRNA 


NM 004954 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 2, mRNA 


NM 017490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 1, mRNA 


NM_004105 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 1, mRNA 


NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


NM_017459 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1, 
mRNA 


NM 005115 


Homo sapiens major vault protein (MVP), transcript vanant 2, mRNA 


NM 017458 


Homo sapiens major vault protein (MVP), transcript vanant 1 , mRNA 


NM_0 18894 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 2, mRNA 


NM 016519 


Homo sapiens ameloblastic enamel matrix protein (AMBN), mRNA 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript vanant 2, mRNA 


NM 007193 


Homo sapiens annexm A10 (ANXA10), mRNA 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA 


NM 016830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP-IB, mRNA 
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NMJ) 14231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP- 1 A, mRNA 


NMJH7489 


Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), 
transcript variant 1, mRNA 


NM 003218 


Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), 
transcript variant 2, mRNA 


NM_0 17455 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
alpha, mRNA 


NM_007098 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcript variant 2, 
mRNA 


NM 017451 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 2, mRNA 


NM 017450 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 1, mRNA 


NM 001617 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-1, mRNA 


NM 017488 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-4, mRNA 


NM 017487 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6b, mRNA 


NM 017486 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6a, mRNA 


NM_0 17485 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-5a, mRNA 


NM 017484 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3b, mRNA 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


NM 017482 i 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-2, mRNA 


NM 018561 


Homo sapiens DKFZP586D2223 protein (DKFZP586D2223), mRNA 


NM 018413 


Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


NM 017835 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


NMJ) 18226 


Homo sapiens arginyl aminopeptidase (aminopeptidase B)-like 1 (RNPEPL1), 
mRNA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20A), mRNA 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


NM 017613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_017456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 2, mRNA 


NMJ) 16829 


Homo sapiens S-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM 016828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NM_016827 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NMJ) 16826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


NM_016821 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NM_016S20 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


NMJ)02197 


Homo sapiens aconitase 1, soluble (ACOl), mRNA 


NM_016841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NMJH6835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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mRNA 


NM_0 16938 


Homo sapiens EGF-containing fibulin-hke extracellular matnx protem -J. 
(EFEMP2), mRNA 


NM 005569 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2a, mKJNA 


NM 016733 


Homo saniens LIM domain kinase 2 (LIMK2), transcnpt variant 2b, mRNA 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1, mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMK1), transcnpt variant dLIMK, mRNA 


NM_006855 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protem 
retention receptor 3 (KDELR3), transcript variant 1 , mRNA 


NM_0 16657 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
1, mRNA 


NM_016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcnpt variant 
2, mRNA 


NM 005242 


Homo sapiens coagulation factor H (thrombin) receptor-like 1 (*2KL1), mKisIA 


NM_016818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA 


NM_004915 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 1 , mRNA 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 1 a, mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcnpt vanant 
E4-E6, mRNA - - 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcnpt vanant 2, mRNA 


NM_003927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcnpt variant 
1, mRNA 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcnpt vanant 
testis-specific, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript vanant 
4, mRNA 


NM_015847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript vanant 
PCM1, mRNA 


NM_0 15846 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
1, mRNA 


NM_015845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1) 5 transcnpt variant 
2, mRNA 


NM 015844 


Homo sapiens methyl-CpG binding domain protem 1 (MBD1), transcnpt vanant 
3, mRNA 


NM_002311 


Homo sapiens ligase m, DNA, ATP-dependent (LIG3), transcnpt vanant beta, 
mRNA 


NM_0 13975 


Homo sapiens ligase m, DNA, ATP-dependent (LIG3), transcnpt variant alpha, 
mRNA 


NM 014190 


Homo sapiens adducin 1 (alpha) (ADD1), transcnpt vanant 3, mRNA 


NM 014189 


Homo sapiens adducin 1 (alpha) (ADD1), transcnpt vanant 2, mKJNA 


NM 001119 


Homo sapiens adducin 1 (alpha) (ADD1), transcnpt vanant 1. mRNA 


NM_015831 


Homo sapiens acetylcholinesterase (Y l Diooa group; ^m^tiiij, ixdn&unpi v<uiohl 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), niRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


1 NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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1NJVJL_U 1 OZ*t / 


Homo sapiens mterpnotoreceptor matrix proteoglycan zuu (pJr AUKUAJN), 
nuviN/\ 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), mRNA 


JNJV1 UlolZ4 


Homo sapiens Rhesus blood group, D antigen (RHD), mRNA 


NM_015865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
group) (b-LC14Al), mKJNA 


JNM UlOl 1Z 


Homo sapiens polycystic kidney disease z-like l (PKD2L1), mRNA 


NM_016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mKJNA 


XnJVI_UiooDj 


Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK 
(ZAK), mRNA 


XTA yf A 1 C. C £T /Z 

JNiVl UIojSo 


Homo sapiens Ol lyo, complete ORr (HUMGT198A), mRNA 


JNJVL_Ulo43 1 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 

r\A A TITS' CTDO\ «,D\TA 


JNJVL U lOJ / / 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


JNM_U1oo4d 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 


1N1V1 \) 1 0 J ZD 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


XTA^ A1 AOQ^ 
INIVI UlOZyj 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


TSJTVT ftl <QAQ 

iNivi v loyuy 


Homo sapiens neuroblastoma-amplified protein (LOC51594), mRNA 


inivi uooyu 


Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM 015885 


Homo sapiens PCF 1 1 p homolog (PCF 1 1 ), mRNA 


XTTV/T A1 Cnftl 

JNM_Ul!>yy 1 


Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
(C1QA), mRNA 


JNM UloZUl 


Homo sapiens Leman coiled-coil protein (LCCP), mRNA 


XTTV A A 1 /Z 1 C7 

NJVL 016157 


Homo sapiens trophmm (TRO), mRNA 


XTTVyf A1CO/CA 

JNJVI_U1 j ooy 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

mKJNA 


IN 1V1__U 1 DO 1 D 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GAB A), 
memoer id ^olloaij;, mKJNA 


INIVI U1DJ07 


riomo sapiens lNoi-uinumg protein ^JNoi-oJrj, mKJNA 


IN 1VX U 1 00*t o 


riomo sapiens ruJ^£vU\Lor protein (rllJLMAlorj, mKJNA 


"MM" 01^^97 
1N1V1 UIOJZ/ 


riomo sapiens nyaroxyacia oxidase z (long cnam) (HAUZ), mKJNA 


IN 1V1 \J 1 OZOj 


riomo sapiens rzri protein (r/,KJ), mKJNA 


IN IVl UIODUZ 


nomo sapiens vj protein-coupled, receptor Z (Lrr'KZ), mKJNA 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


INIVI UlOlO / 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


XJIV/f AI /1AAA 
JLNIVi U14UUU 


Homo sapiens vinculin (VCL), transcript variant meta-VCL, mRNA 


1N1VJL_^U I j yyz 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8E, mRNA 


1N1V1__U 1J700 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(JTAK1S.ZJ, transcript variant J, mKJNA 


TsTN/T fll 7Q^7 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
^x'Arus.zj, transcript variant Z, mKJNA 


INJLVX Ul J70J 


riomo sapiens neuregunn z ^jNKijrZ), transcript variant o, mKJNA 


NM 013984 


Homo saniens neurecmlin 2 rNT^O^^ trar\scrint variant 5 mRT^A 


NM_0 13983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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NM 013961 
NM 013960 
NM 013959 
NM 013958 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF, mRNA 

Homo sapiens neuregulin 1 (NRG1), transcript vanant nd!43, mKJNA 

Homo sapiens neuregulin 1 (NRG1), transcript vanant SMDF, mRNA 
Homo sapiens neuregulin 1 (NRG1), transcnpt vanant HRG-beta3, mRNA 


NM 013957 
NM 013956 
NM 013955 
NM 013954 
NM_0 13995 


Homo sapiens neuregulin 1 (NRul), transcnpt vanant imvj ucia±, '"^^ 

Homo sapiens neuregulin 1 (NRG1), transcnpt vanant HRG-betal, mRNA _ 
Homo sapiens NADPH oxidase 1 (NOX1), transcnpt variant jnuh ii^v, ni^a^ — 
Homo sapiens NADPH oxidase 1 (NOX1), transcnpt variant NOH-1S, mRNA 
Homo sapiens lysosomal-associated membrane protein z ^j-aivitz,;, uaii&wiyi 
variant LAMP2B, mRNA . 


NM_007334 


Homo sapiens killer cell lectin-like receptor subtarmiy u 3 memoer i ^jsjjm/i;, 
transcript variant 2, mRNA _ _ — — — 


NM_002262 


Homo sapiens killer cell lectm-hke receptor subtamiiy V, memoer i {js^wij, 
transcript variant 1 , mRNA . . 


NM_013976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (UUDHj, nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM_015841 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcnpt vanant 
ADAR-c, mRNA 


NM 015840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcnpt variant 
ADAR-b, mRNA . : 


NM_001111 

NM 014925 
NM 014905 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcnpt variant 

ADAR-a, mRNA 

Homo sapiens K1AA1002 protein (KIAA1002), mRNA 

Homo sapiens glutaminase (GLS), mRNA _ 

Homo sapiens KIAA0618 gene product (KIAA0618), mRNA 


NM 014833 
NM 014863 
NM 015646 

■NTN/f 01 ^AO'X 

rNlvl \j U^iJ 

NM 015523 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 
Homo sapiens RAP1B, member of RAS oncogene family (RAP1B), mRNA 
Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantethemyl 
transferase (AASDHPPT), mRNA 

Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM 014397 
NM_0 14249 


Homo sapiens NBVLA (never m mitosis gene a)-relatea Kinase o unej^o;, mi^NA 
Homo sapiens nuclear receptor subfamily 2, group E 5 member 3 (NR2E3), 
mRNA 


NM 014361 
NM_014341 


Homo sapiens contactin 5 (CNTN5), mRNA 

Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 
NM 014306 


Homo sapiens Ellis van Creveld syndrome (Evt), mKJN A 
Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014593 

A^AtA \j ■*• ******* 

NM 014567 
NM_0 14273 


Homo sapiens CpG binding protein (CGBP), mRNA 
Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 
Homo sapiens a disintegrin-like and metalloprotease (reprolysm type) with 
thrombospondm type 1 motif, 6 (ADAM 1 bo), mKJNA . — 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysm type) with 
tWtnhnsnondin tvoe 1 motif, 2 (ADAMTS2), transcript variant 1. mRNA 


NM 014449 
NM_007319 


Homo sapiens protein A (A), transcript variant A-l , mRNA 

Homo sapiens presemlin 1 (Alzheimer disease 3) (PbfcNl), transcnpt vanant i 

374 mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcnpt vanant I- 
463, mRNA 


NM 013953 
NM 013952 


Homo sapiens paired box gene 8 (PAXS), transcript vanant FAXbiJ, mRNA 
Homo sapiens paired box gene 8 (PAX8), transcnpt vanant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcnpt variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM_013942 


Homo saoiens naired hnx af>np 3 fAA7aflrHf*nhlircr QvnHrnmp 1^ fP A Y^^ fronoprirkt 

variant PAX3B, mRNA ~ ~ ~ | 


NM_013411 


Homo samens adenvlate Icma^f* 0 ( ATC9^ nup.lpar apnp ^ -noriHi-n <-r rr\^fr\r-\-\r\r,At^ oi 
protein, transcript variant AK2B, mRNA 


NM_000631 


Homo sapiens neutronhil cvtosolie fartor 4 f40VTVl CNC tl PA\ tm-nc^rini- i/ai-ion* i 
mRNA 


NM_013416 


Homo sapiens neutroohil cvto^olir factor 4 f40VTYi rNTf^F/i\ tri»ncr»T*ir*t ^/on'onr o 

Av ' l *iw kju^/iviw iivuu v^/ini \*y luauiiu Idv LvJl **t ^^rvyJV-L/ y ^lNV>/r*r K LI cllloCiipi Variant ^ 

mRNA 


NM_006125 


Homo SaDiens Rho CTTPflQf* Artivatincr r»mt#»-in ^ ( A P "H/H A P fr-ci-ncr»T^t-vf x r ot^«*if 
* J - v ' x ***- r a'vj.iv/ vj J.JL aou awii v tiling jjiulclii \J ^Aivn v t r\ i \.i J j Li cJIloU 1 ip I VSnanX 

3, mRNA 


NM_013427 


Homo Samens Rho C'rT'PflQP flf*riV£iHncr nrr\tf»in f\ ( APTT/~1A"P/C\ f~r-o nrr>nV»f ifmi'n«+ 

xxwiiiv; oapi^iio vj ± j: aoc dULivaLiiig pujLciii o ^xajajtivj/tlx o ), iianscripL van am 
1, mRNA 


NM_0 13423 


Homo Saniens Rho OTPaQP nptivatincr -nrrtf^in f\ ( A P TTfi A T*/^ frowrnrinf Tm« n «f 

xiwinu oapi^no amiv vj iraoc aL/tiva.iiiig piuicin o ^/Aj\^nvj/\x o ^, transcript variant 
4, mRNA 


NM_0 13422 


Homo sapiens Rho GTPase activating nrotpin f\ ( APTTf^APf^ trcmcnTiVit wonon* 
uu^iviiu - l " ivj a a uo^- ctv^Lx vciLiii^, vjLtiii u ^^TJAjrxvj.rtjr t> i 3 li di loL/i iu l variant 

5, mRNA 


NM_001174 


Homo SanienS Rho GXPase activarincr nrotpin f% ( APTTOAPf^ francr-T-iY^f von'ont 

a>j.iv^ vj ax ciov-- av^ii vainig |jnjtc.iii u ^^Axvxivjxijr o k li<iii scrip i variant 

2, mRNA 


NM 013436 


Homo saoiens NCK-associated nrotein 1 fNPKAP'n mRlMA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


NM_0 13449 


Homo sanien hrnmnrlomain aHiqppnt tn t-i nr« fin rr<=»T- rlAmom "> A /T> a 7o a \ 
Aiuuiv oa^iwio unjj.iiu*j\jiiiciiii dujdociii hj Ziiriu imger domain, ( t> a i 

mRNA 


NM_007333 


iiuinu o<xpi^iio jnjiici ucii ict/im-iiivc rcc/cpior suoianiiiy memoer j ^lvL,lvL,Jj 5 
tianscript variant NKG2-H, mRNA 


NM_007328 


Homo SanienS lcillpr P.pII IppHn-lilrp rF>re*-ntrvr ciiVkfaTn-iKf ^ momlMir 1 DPU 

Aiuiuu oopiww jvixi^i i/di lc^uii-iiivc rcccpior suoianiiiy v_>, memoer 1 v isJLxvi^l ), 
transcript variant NKG2-B, mRNA 


NM_002259 


Homo sapiens killer cell lectin-like reeentnr «:nhfami1v P mprrVh^r i ftci ppn 
transcript variant NKG2-A, mRNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 
(FffiP), mRNA 


NM_006350 


Homo sapiens follistatin (FST), transcript variant FST317, mRNA 


NM 013409 


Homo sapiens follistatin (FSTi^ tran scrint vflnant P^T^44 mT? M A 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


NM_0 12486 


Homo saniens nresenilin 9 ( Al^hpimpr H-icf>Qc^ A\ /TPQTyTvr}^ trin c-^^-;^+ , r „ • ^ 
a AwiAiv -' wttyivno pivofciiiim ^. ^/^i^,iicinici uibcdbe ^roiii>z ), transcnpi variant 

mRNA 


NM_0 12485 


Homo sapiens hvaluronan-mediated mntilirv rpppntnr CR v\ A Tv/f A/n nr\/f7V/TP \ 
transcript variant 2, mRNA 


NM_0 12484 


Homo sapiens hyaluronan-mediated motilitv receotor fRHAMlVH rPTMMP^ 
transcript variant 1, mRNA 


NM 012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


NM 006433 


Homo sapiens granulvsin CGNLYi transcrint variant NTCOS mP*NTA 


NM 001930 


Homo sapiens deoxyhypusine svnthase TDHPS i transcrint variant l m"R>JA 


NM_0 13407 


Homo sapiens deoxvhvDUsine svnthase CDHPS^ tran^rrint variant *k mPMA 


NM_0 13406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, mRNA 


NM_013229 


Homo sapiens anontotic orotease activating factor ( APAFU trcmcrM-Jt-it variant i 
mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3) mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NM_0 13255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198. complete ORF (HUMGT198A), mRNA 
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NM_005102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), 
mRNA 


NMJ>04830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
(130kD) (CRSP3), mRNA 


NM_009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcnpt 
variant 2, mRNA 


NMJ) 13227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody A0122) (AGC1), 
transcript variant 2, mRNA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM_012428 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
beta, mRNA 


NMJ)12226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NMJH2369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NMJH2324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransferase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NMJ)07308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant N ACPI 40, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM_00115S 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1, mRNA 


NM_005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -L 1 , mRNA 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcnpt 
variant DLEC1-S3, mRNA 


NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S2, mRNA 


NMJ307335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S1, mRNA 


NMJ)05106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1 -Nl , mRNA 


NM_005002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NMJ)00438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3A, mRNA 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOXl), transcnpt variant j>iuji-i.l, mi^N/v 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM__007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GR1A3), transcnpt 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NMJ)07306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10-llb, mRNA 


NM_007304 


Homo sapiens breast cancer 1, early onset (BRCA1), transcnpt vanant BRCA1- 
delta lib, mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltall,mRNA 


NM_007302 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10 5 mRNA 


NM_007301 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal5-17, mRNA 


NM_007300 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta!4-18,mRNA 


NM_007299 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-17,mRNA 


NM_007298 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-ll,mRNA 


NM_007297 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta2-10, mRNA 


NM_007296 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla', 
mRNA 


NM_007295 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAlb, 
mRNA 


NM_007294 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAla, 
mRNA 


NM_007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 
mRNA 


NM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


NM_007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


NM_000714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


NM_007311 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NMJ)05157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(/Vr5.Ll )> transcript variant a, mKlNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NMJ)07289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NM_007288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2a, mRNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant Ibis, mRNA 


NM_006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NM_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant snuAza, 
mRNA _ 


NM_003030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2b, 
mRNA 


NM_OO3O05 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(SELP), mRNA 


NM_006718 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
member 3 (SLC25 A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinm) (CALB2), transcript variant 
CALB2c, mRNA 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretinm) (CALB2), transcript variant 
CALB2b, mRNA 


NM 001740 


Homo sapiens calbindin 2, (29kD, calretinm) (CALB2), transcript variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 1 , mRNA 


NM_000632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 
known as CD lib (pi 70), macrophage antigen alpha polypeptide) (ITGAM), 
mRNA 


NM 007097 


Homo sapiens clathnn, light polypeptide (Lcb) (CL1B), mRNA 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant d, mtuN/\ 


NM 007177 


Homo sapiens TU3 A protein (TU3A), mRNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcnpt variant D, mRNA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript vanant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMPi- 
4, mRNA 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcnpt variant BMP1- 
5, mRNA 


NM_006130 


rT «ft«,Viftnono*i'f <nrr\tf*\Y\ 1 f R 1VT P 1 ^ transcrint variant BJVLPl- 

Homo sapiens Done morpnogenenc proiem 1 ^j, uaiwi/upi vonauia-»mi 

6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMJr'l- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 transcript variant JiJVLf 1- 
2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


NM 007008 


Homo sapiens reticulon 4 (RTN4), mRNA 


NM 007046 


Homo sapiens elastin microtibnl interlace located protein (EMUL1N), mRNA 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondm type 1 motif, 8 (ADAMTS8), mRNA 


xttv m r\c\ "~i r\ '"t o 

NM__007038 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondm type 1 motit, 5 (aggrecanase-2) (ADAMTbS), mKJN A 


NM 006799 


TT " x. _* _ _ /*» 1 „jj _ * . \ /T~>n CI fl^ 1 \ XT A 

Homo sapiens protease, serine, 21 (testism) (PRSS21), mRNA 


NM_006ol4 


Homo sapiens proteasome (prosome, macropain) inhibitor subunit 1 (PI31) 
(PSMF1), mRNA 


NM 003466 


Homo sapiens paired box gene 8 (PAXS), transcript variant PAX8A, mRNA 


XTTV It AA/C7AA 

NM 006790 


Homo sapiens titin immunoglobulin domain protein (myotilin) (TTID), mRNA 


XTTV /f AA/CTO'l 

NM UUo/oZ 


Homo sapiens zinc finger protein-like 1 (ZFPL1), mRNA 


XTTV ft AA/C7nC 

NM 006795 


Homo sapiens EH domain containing 1 (EHD1), mRNA 


NM_006588 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 2 (SULT1C2), 

T> XT A 

mRNA 


NM 006694 


Homo sapiens jumping translocation breakpoint (JTB), mRNA 


NM 006597 


Homo sapiens heat shock 70kD protein 8 (HSPA8), mRNA 


NM_006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


NM_006703 


TTT * 1 * /" 1 "11*1 1 j 1*1 1 'a ■fiT'-V a i ' C **S 

Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 

/XTT TT\T"1 "\ TJXTA 

(NUDT3), mRNA 


XTTV /f f\f\f\ £ C C 

NM 000655 


Homo sapiens selectin L (lymphocyte adhesion molecule 1) (SELL), mRNA 


X TA A f\f\ /" A O O 

NM 006488 


T" T • _■• J 1 I * _ f f , 1 « \ /T/-TTT/ \ A * A A 1 XT A 

Homo sapiens ketohexokinase (fructokmase) (KHK), transcript vanant b, rnRNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1), mRNA 


NM 006339 


Homo sapiens high-mobility group 20B (HMG20B), mRNA 


NM 006469 


Homo sapiens NS1 -binding protein (NS1-BP), mRNA 


NM 006340 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


NM_001353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3 -alpha)-hydroxy steroid dehydrogenase) (AKR1C1). 
mRNA 


NM_000202 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
l, mKJN A 


iNivi yjyjj oyu 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant b, mRNA 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
z, mKJN A 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


xttv /f c rvn a 
iNM UU5990 


Homo sapiens senne/threonme kinase 10 (STK10), mRNA 


NM_006019 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


xtx x r\r\ s~ t~\ a i 

NM_006041 


Homo sapiens heparan sulfate (glucosamine) 3-Osulfotransferase 3B1 
(HS3ST3Bl),mRNA 


NM_006042 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 
(HS3ST3A1), mRNA 


XTTV A 

NM_006043 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), 

^TlXT A 

mRNA 


NM_O0O557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
proiem-i ) ^kjustDj, rn_tvLN a 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRXA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM_005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NM_005562 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalmm (105kD), BM600 | 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
1, mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complemenf)-hke 3 (HFL3), mRNA I 


NM_005503 


Homo sapiens amyloid beta (A4) precursor protein-bindmg, family A, member 2 
(XI 1-like) (APBA2), mRNA J 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase I 
B, gamma) (AKT3), mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), j 
mRNA ' 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), j 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1, j 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 1 
EWS, mRNA ~ J 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, j 
complementation group 4 (ERCC4), mRNA 


NM_005075 


Homo sapiens solute earner family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), j 
transcript variant 1, mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) j 
(NADH-coenzyme O reductase) (NDUFS 1), mRNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member j 
6 (SLC12A6), mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2, 1 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), j 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 j 
(FRAP1), mRNA 


NM_001478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- j 
galactosylglucosylceramide N-acetylgalactosaminyltransferase (GalNAc-T) j 
(GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA j 


NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c, mRNA 1 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 1 


NM 004034 


Homo sapiens annexm A7 (ANXA7), transenpt variant 2, mKJN A 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transenpt variant 1 , mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA I 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1 , mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protem)-associated protein 
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riomo Sapiens r rAxv oinaing protein it /^jxjjjtj, iitrsj/Nrv 


NM UU4oiy 


Homo Sapiens sympieKin, riuniingtm micrauung prutcm ± ^ojtxv^/, uuuNn. 


NM_004169 


Homo sapiens serine hydroxymethyl transferase 1 (soluble) (SHMT1), mRNA 


\r» ft (\f\ A 1 O £1 

NM_00418o 


Homo sapiens sema domain, immunoglobulin domain (Ig) 3 short basic domain, 
secreted, (semapnormj 3r (^Jc,iviA3rj, mrUN/v 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


NM 004161 


Homo sapiens RAJ31, member KAb oncogene iamuy (KArSlj, mKiNA 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 1, mKNA 


NM 004253 


Homo sapiens pnospnoiipase /Vz-activating protein ^r^ju/\/\j, nrtsjLN/v i 


\ni K (\f\ A C ZTO 

NM 004562 


Homo sapiens j^aricmson disease (^autosomal recessive, juvennej z, paron 
(^xVYKJs-Z^, trans cnpi variant 1, mt\j.N/\ 


NM_004/0j 


riomo sapiens protem-Kinase, lnterieron-mciuciDie uouoie Mianticu xvin/^ 

^pnpn^pnt inViiKitrvr- rpnrpccAr of* fP^R r^r^rF 1 QQnr^ CPTZ TCT? TR ^ mRT^JA 

oepeno.ent mniDiior, reprcoour ui jo icpicoovji ^ v^a jAj^k-cviiv^, nu\jL>in. 


NM UU4ooo 


riomo sapiens neuregunn z ^iNivvjrz^, tranbuript vaiidiiL i, iijuxjiNrA. 


NM UU45DV 


riomo sapiens nuclease sensitive element uinuing protein i ^iNojjri^, iiirvi^-rv 


NM 004o4o 


riomo sapiens nepnrosis i, congenital, riniiisn type ^nepnrinj v.in jt no 1 j, iiusjrsr\. 


NM UU4oy/ 


Homo sapiens multiple inositol poiypnospnate pnuspriaiabc i ^ivxjunjtx i j, nuuNrv 


JNIVL UU4DZ/ 


iiomo sapiens mesencnyme noincu uua i ^ ivj.il v^/yv i j 9 uaiiduiipi vanant i, 1111x1^^. 


IN1V1 UU4i/ 1 Z 


rioino sdpiens cereuxai uavciiioub iiiaiiuiiiianuiib i ^v^\^ivii;, iiix\_i>(r\. 


JNIVL UU 1j /Z 


TJ^rrtrv canipnc "i*rk+£»-i-f*P»i-rvn rpmilatAnr -f-"or , 'fr»T" 7 \Yl 1-T7 I ■H'QTT Cr"TiT\T V51T1?l'nt 51 TYlK 

riomo sapiens micricron rcguiaiuiy laonji / ^rrvr / Liaiiauupt vauam a, nij.xi^r^ 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 004505 


Homo sapiens uDiquitin specmc piotease o ^ ire-z oncogene^ v^ 0 ^ 0 ^ uuvln/v 


NM 004/61 


Homo sapiens kadz, memoer rv/\o oncogene iamny-iiKe ^jx/ydzi^j, mrviN/\ 


NM 004495 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, mRNA 


NM 004821 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


Vm ft r\ f\ A A C O 

NM__004458 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1, mRNA 


NM 004091 


Homo sapiens rszr transcription lactor Z (HZr'Zj, mKJNA 


NM_004 / 14 


Homo sapiens uual-speciiicity tyrosine-^ y j-pnospnoryiation reguiatea Kinase ir> 
(DYRK1B), transcript variant a, mRNA 


NM 00465^ 


Homo sapiens ciainnn, neavy poiypeptiae ^hcj ^Liv^j, mx\j.N/\ 


NM_U04b/Zl 


Homo sapiens cnionae cnannei, caicium activateu, iamiiy memoer j \k^jl^\^/\d 
mRNA 


7vTA/f (\C\A1AA 

NM 004344 


Homo sapiens centrm, Jbr-nana protein, z ^UriiNZj, mtviN/v 


"MA /T A A /IIQO 

NM_004332 


Homo sapiens Dipnenyi nyaroiase-UKe ^serine nyaroiase, oreast epitnenai muom- 
associated antigen) (BPHL), mRNA 


NM 004o4Z 


Homo sapiens A Kinase ^rKjsj\) ancnor protein / ^/vis^vr / ), rnr\j.N/\ 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
rnKJNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM_004769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1 , mKNA 


*M"T\/T AA/1A07 

NM_0040z / 


Homo sapiens inositol poiypnospnate-4-pnospnatase, type i, iu/ku ^UNrr^/vj, 
transcript variant a, mRNA 




TTnmn cQnipnc narnitinp r^f^tA/l TT"Sti Q"pRra c<=» ^ r~^T? AT^ Til id PRT crpn p FTiroHin O 

mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (AD AMI 1), 
transcript variant 1, mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM 003995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM 003994 


Homo sapiens KIT ligand (KITLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


"NTN4 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


"NTM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA | 


"NTN/f 000755 

1N1VX \J\J\J I 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/l 52, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/ 139, mRNA 




Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


INlVx uUUUJ / 


Homo ^aniens B-cell CLL/lvmnhoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


IN IVx_UU U ODD 


TTomo ^aniens B-cell CLL/lvmohoma 2 (BCL2), nuclear gene encoding 
mitochondrial nrotein. transcript variant alpha, mRNA 


xnv/T ononis 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 

mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NTVf 003856 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


IN IVx UuJ U1J 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


In IVX V/WJ / DZ7 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


KTM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NM 002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMnn), mRNA 


NM_000447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


NM__000021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript vanant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type HI) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM__002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier). 
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mpmKpr 3 ^QT (^9 ^ A T'j minlf^r cxptir pnfnHinO' TVntnpVinTlH'rifll TrrotPin t7"^Ti QPTint 

variant lb, mRNA 


INIVI UUZ3 oh 


riomo sapienb pdireu doa gene / ^rAA/ ^j, trdnbi/iipt vaiidiii i, iiuvtn/a. 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


JNJYL__lrUZD J J 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 

fQT ^99 A 1 T "\ mPWA 


1N1VI_UUU!7U / 


Jtiomo sapiens natriuretic pepnue receptor ±5/ guanyiate cyclase d ^atnonatriuretic 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA 


rNiVl UUJ7/U 


nomo sapiens myomesin {ivi-proteinj z ^iojkjuj ^ivi x uivizj, iru\jN/\ 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA 


IN JV1_UUZ 5 y4 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 
acid transport), member 2 (SLC3A2), mRNA 


xnVif nm g7q 


Homo sapiens mannan -binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASP1), mRNA 


IN 1VI__U U Z J 3 D 


riomo sapiens mmor-associateu calcium signal transaucer z ^ jl/\v^l> i uzj 5 
mjt\jN/\ 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
vdriani i, iiixviN/A- 


iNivi__uuzz y *t 


xiomo sapiens lysosomai-associaiea memorane protein z ^ju/\ivi-rzj, Transcript 
variant LAMP2 A, mRNA 


xnvvr nnooA/i 

INIVI UUZZCKf 


Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNA1), mRNA 


INIVI UUZZO 1 


xiomo sapiens Kiuer ceil ieciin-iiKe receptor suDiamiiy i^, memoer d {^jsjussx^j ) 9 
transcript variant NKG2-E, mRNA 


INIVI UUZZoU 


riomo sapiens junction piaKOgioDm ^jujtJ, transcript variant 1, mKJN/v 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant d, rnjtviN/\ 


MM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


iN1VI_UUj 6ZZ 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 

tWPTsJA 
ITlr\-iN/\ 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 

friT> T>J9 T"W mPTsJA 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 

VdXlaTlL liup, im\J.N/\ 


J/NJV1 UuZujO 


nomo ssdpienb giuramine-irucxose-o-pnospnate transaminase i (urri i ), mrv±N/Y 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 

CIIL/Uvllil^ llllLUUIlLUltllldl piOlCUl, lldlloL/Xipt rCLl IdllL 1, JllIvlN^V. 




nuiinj odpiciii giuwm driest- bpet/iiio / ^vj^rvo / j y uaiibcnpi vdOdnt d, iiijcvln/\ 


lNlVL__UUv/o 1 / 


xiuiiiu bdpicn£> glutamate uecarooxyiase i ^Drdin, o/kljj y\jj\±ji j, transcript 
variant GAD67, mRNA 


1N1V1_UUUo 1 J 


riomo bdpiens ganima-aminoDuiync acio ^vjr/vr>/\j i\ receptor, oeta z 
(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo sapiens ferritin liffht nolvnentide CFTL'i mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcnpt variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl CoA reductase 1, mitochondrial (DECR1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


NM_001835 


Homo sapiens clathrin, heavy polypeptide-hke 1 (CLTCL1), transcript variant 1, 
mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcnpt variant 
nonbrain. mRNA 


mtu nfttQQ?. 1 Homo saoiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


MM 003993 

-LN1.VJL \J\J S S -J 


Homo sapiens CDC-like kinase 2 (CLK2), transcript vanant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcnpt variant ClC-6a, mRNA 




Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomenc) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


INiVX UvJ'+UJ 


Homo sapiens chitinase 1 (chitotriosidase) (CHIT1), mRNA 


NM_001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 1 , mRNA 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
1 mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript vanant 1, mRNA 


xnv/f no 1 1 70 

INIVI UU 1 1 / u 


tTrvmn Qsmipns aauaoorin 7 (AOP7Y mRNA 




TTrvmn c;ar>ien<? anontotic nrotease activating factor (APAF1), transcript variant 2, 
mRNA 




Homo sapiens ankyrin 3, node of Ranvier (ankynn G) (ANK3), transcript variant 
2, mRNA 


NM 001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


NM 001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody A0122) (AGC1), 
transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript vanant ADK-short, mRNA 


NM 003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_001095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


NM 004084 


Homo sapiens defensin, alpha 1, myeloid-related sequence (DEFA1), mRNA 


NM 022908 


Homo sapiens hypothetical protein FLJ12442 (FLJ12442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13195 similar to stromal antigen 3 
(FLJ13195),mRKA 


NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 | 
domains (APS), mRNA 1 
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NM_0l8557 


Homo sapiens low density lipoprotein-related protein IB (deleted in tumors) 

CX DDI t>\ ___T) XT A 

(JLKrlB), TJIKJnA 


XTTV A A1 A AO 1 

NM 014921 


Homo sapiens lectomedin-2 (KIAAUozl), mKJNA 


NM 014112 


Homo sapiens trichorhinophalangeal syndrome I gene (TRPS1), mRNA 


NM_000D3y 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal dominant j ^Jtvxivj j, itikin a 


JNlvi UiZ^OZ 


riomo sapiens transmemDrane activator ana v^/vlvjljl- mteractor ^1 At^ij, mtsj\/\ 


1N1V1 UUJJO^- 


uomo sapiens transgenn z ^ 1 alt.l.in z j , mrsJNA 


IN1V1 \J\jdOdZ 


riomo sapiens contacnn associatea protein i ^v^in iin/vt i ), ixixsjn/\ 


JNM OUoDUo 


riomo sapiens KAo pz 1 protein activator z ^jk_a.o/\z ^, tiikjn j\ 


JNM 0 1 44Z / 


uomo sapiens copme vjul ^L/,riNxi/ ), mJKJN/v 


XTAvf AA/CA^O 

JNM UU6U3Z 


Homo sapiens copine VI (neuronal) (CPNE6), mRNA 


NM_005338 


Homo sapiens huntingtin interacting protein 1 (H3P1), mRNA 


NM 0219/3 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


XTK A AACTin 

NM 005339 


Homo sapiens huntingtin interacting protein 2 (HIP2), mRNA 


NM 02192U 


Homo sapiens secretin (bL I), mKJNA 


XT\ AT A 1 C A A 1 

NM 016491 


Homo sapiens mitochondrial ribosomal protein L37 (MRPL37), mRNA 


XTA >f A 1 A O 1 1 

NM_U14zl 1 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, pi (GABRP), 

mKJNA 




xiomo sapiens Jtv/Vo protein activator iiKe i ^ij/\jr i HKey ^jva.o/vui ) y xnssjsi\ 


KTA/f AA/15?A'7 


Homo sapiens heparan sulfate 6-O-sulfotransferase (HS6ST), mRNA 


NM UUZoZZ 


Homo sapiens preiolam l (rrJJJNl), mKJNA 


XTA/T AA^ 1 O/C 

NM UlOloO 


Homo sapiens calpain 1, (mu/I) large subunit (CAPN1), mRNA 


JNM UU1 /4o 


Homo sapiens calpain 2, (m/EF) large subunit (CAPN2), mRNA 


JN1V1 vmzyy 


Homo sapiens bromodomain-containing 4 (BRJD4), mRNA 


XTTV A AA70AQ 
1N1V1 UU/ZUo 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


NM UZZoi / 


JnLomo sapiens hypothetical protein rUZ2o33 (r'L.JZZoii), mKJNA 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


XTJV A All O 1 A 

NM 022819 


Homo sapiens phospnolipase A2, group IIF (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


NM020061 


Homo sapiens opsm 1 (cone pigments), long-wave-sensitive (color blindness, 

„ 4-„ „ \ /ATJXT1 T Tir\ TO XT A 

protan) (OrNlLW), mRNA 


XTTV /f AAAf 1 O 

NM_0005 1 3 


Homo sapiens opsin l (cone pigments), medium-wave-sensitive (color blindness, 
deutan) (UrNlMW), mRNA 


XTA/T AA1 7AC 

NM_UU1 /Uo 


Homo sapiens opsin 1 (cone pigments), short-wave-sensitive (color blindness, 
Txiian^ [yjr in loWj, rnKJN a 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


T\TA/f AOOI'iQ 


Jriomo sapiens ijrJLiJNr iamily receptoi alpha 4 (^vjrJKA^j, mKJNA 


INIVI UUZ45D 


Homo sapiens Nijmegen breakage syndrome 1 (nibrin) (NBS1), mRNA i 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


XTTV/f AAC O C~l 

NM 005 oo7 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


TV nv A AACAC7 

NM_0050o7 


Homo sapiens tragile X mental retardation, autosomal homolog 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


XTTV A AAA 

NM_Q00433 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 


NM OOOlll 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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( 

NM_003776 
NM 003941 


degeneration* (SCAD. mRNA — 

Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 

fNLVCF), mRNA . -i 

Homo sapiens Wiskott-Aldrich syndrome-hke (WASL), mKJN A 


NM 020680 
NM 022789 
NM_022787 

NM 022786 
NM 022785 
NM 022775 
JNJVL uzz / id 


Homo sapiens N-terminal kinase-like (NTKL), mRNA 

Homo sapiens interleukin 17E (IL17E), mRNA . 

Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide auciiylyl 

transferase (NMNAT), mRNA 

Homo sapiens likely ortholoe of yeast ARV1 (ARV1), mRNA 

Homo sapiens hypothetical protein FLJ23588 (FLJ23588), mRNA 

Homo sapiens hypothetical protein FLJ22127 (FLJ22127), mRNA 1 
iw™ C5 ,r,ifns V>vr»ntVie.tica1 orotein FLJ12681 (FLJ12681), mRNA 


NM 022772 
NM 022761 
NM 022756 
NM 022739 
NM 022725 


Homo sapiens hypothetical protein FLJ21935 (FLJ21935), mRNA 
Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA J 
Homo sapiens hypothetical protein FU1 1730 (FLJ1 1730), mRNA 1 
Hmno sapiens E3 ubiauitin ligase SMURF2 (SMURF2), mRNA — 

Homo sapiens Fanconi anemia, complementation group F (FANCr), mKJN A 

Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


NM 017646 
NM_005443 


Homo sapiens S'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), j 
mRNA ~ ■ 


NM_004670 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 2 (PAPSS2), 
mRNA _ — — 


NM_001084 
NM 022720 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 

mRNA 

Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA J 


NM 007331 
NM_007123 


Homo saniens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 1 

C- ■ — — " ~ Z • j\ /x TCTJ1 A \ 1 

Homo sapiens Usher syndrome 2 A (autosomal recessive, mnaj ^u^xiz/v;, 
mRNA _ ■ 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA J 


lNJVl U 1 07OZ 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


NM 018848 


Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA 1 


NM_017424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (UisCKi ), 
mRNA — j 


NM 015889 


Homo sapiens TP A inducible gene-1 (TIG-1), mRNA — 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DoLKj), hikjna — 
Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA I 


NM 004414 
NM 013441 


TT_»„ n oo^ianc n^tm cimHrnmp rritiral region &ene 1-like 2 (DSCR1L2), mRNA 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-bmdmg protein-like (PGPL), mRNA 1 


NM 007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


NM_000501 


Homo sapiens elastin (supravalvular aortic stenosis, Wilhams-Beuren syndrome) 
CELN), mRNA — 


NM 006025 
NM_005609 


Homo sapiens protease, serine, 22 (PI 1), mRNA 

Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYtjrM), mKJNA . 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 1 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, nbonucleoprotem 
autoantigen SS-A/Ro) CSSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (.CREBB17, 
mRNA - - 
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NM_000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NM_000462 


Homo sapiens ubiquitin protein ligase E3 A (human papilloma virus E6- 
associated protein, Angelman syndrome) (UBE3 A), mRNA 


NM 001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


NM_000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), mRNA 


NM_000455 


TT ' * lit ' 1 ' -f -t /T\ j. T 1 J \ /OTT/" 1 1 \ 

Homo sapiens senne/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STKl l), 
mRNA 


NM_002351 


Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 
syndrome) (SH2D1A), mRNA 


NM_000336 


Homo sapiens sodium channel, non voltage-gated 1 3 beta (Liddle syndrome) 
(SCNN1B), mRNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3),mRNA 


NM_000311 


Homo sapiens prion protein (p27-30) (Creutzfeld- Jakob disease, Gerstmann- 
Strausler-Scheinker syndrome, fatal familial insomnia) (PRNP), mRNA 


NMJ)00299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 
(PKP1), mRNA 


NM_000283 


Homo sapiens phosphodiesterase 6B ? cGMP-specific, rod, beta (congenital 
stationary night blindness 3, autosomal dominant) (PDE6B), mRNA 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


NM_000260 


Homo sapiens myosin VILA. (Usher syndrome IB (autosomal recessive, severe)) 
(MY07A), mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM_000194 


Homo sapiens hypoxanthine phosphoribosyltransferase 1 (Lesch-Nyhan 
syndrome) (HPRT1), mRNA 


NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 

1 N / ~T T-» A 1 X T"k "VTA 

syndrome) (GLRA1), mRNA 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive) (DYSF), mRNA 


NM 000081 


Homo sapiens Chediak-Higashi s^drome 1 (CHS1), mRNA 


NM 000052 


Homo sapiens ATPase, Cu++ transporting, alpha polypeptide (Menkes 
syndrome) (ATP/A), mRNA 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 

_ , . . • \ / A TV XT\T X\ Tj-vf A 

autoantigen) (AMPH), mRNA 


NM 022663 


Homo sapiens CTAGE-l protein (CTAGE-l), mRNA 


NM 022662 


Homo sapiens meiotic checkpomt regulator (MCPR), mRNA 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


NM_000569 


Homo sapiens Fc fragment of IgG, low affinity Ilia, receptor for (CD 16) 
(I H CGR3A), mRNA 


NM 000o02 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 2, mRNA 


NM uuoyyi 


Homo sapiens zmc tmger protein 197 (ZNF197), mRNA 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 

/O A c\ .T) XT A 

(bAb), mRNA 


1N1V1 vvJ / / 


Jtromo sapiens rennoic acia induced d ), mtviNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VTH-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


NMJ 16424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
mRNA 


NM_012152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


NM_007360 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D12S24S9E), mRNA 


NM 004924 


Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


NM 001102 


Homo sapiens actinin, alpha 1 (ACTN1), mRNA 


NM_012128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8_6 (384D8-2), mRNA 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NM_012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


NMJ)07161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1 177 expressed 
sequence (D 1 9S 1 1 77E), mRNA 


NM_006014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXS9879E), mRNA 


NM_004699 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence (DXS9928E), mRNA 


NMJ>03683 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence (D21S2056E), mRNA 


NM 015484 


Homo sapiens GCIP-interacting protein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomain-containing 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protein (GTR2), mRNA 


NM 014604 


Homo sapiens Tax interaction protein 1 (TDP-1), mRNA 


NM 001915 


Homo sapiens cytochrome b-561 (CYB561), mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FLJ21794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


NM_022464 


Homo sapiens endoplasmic reticulum chaperone SIL1, homolog of yeast (SIL1), 
mRNA 


NMJ)22456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(FLJ22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIP1), mRNA 
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NM 016541 


Homo sapiens guanine nucleotide binding protein 13, gamma (GNG13), mRNA 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


NM_0 14946 


Homo sapiens spastic paraplegia 4 (autosomal dominant; spastin) (SPG4), 

-~~T>XT A 


NM_022146 


Homo sapiens neuropeptide FF 1 ; RFamide-related peptide receptor (OT7T022), 
mRNA 


TvTTV X C\f\ A OOf 

NM_004oo5 


Homo sapiens neuropeptide G protein-coupled receptor; neuropeptide FF 2 
(JNrCjrK), mKisi A 


JNJVL UUZiOo 


Homo sapiens RYK receptor-like tyrosine kinase (RYK), mRNA 


TvTTA if AAlft 1 ! 1 

JNM 002931 


Homo sapiens ring finger protein 1 (RJNG1), mRNA 


XTN A AO 1111 

iNJVL_0z 1111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 
(RECK), mRNA 


TvTA A A A 1 ^ < 


riomo sapiens arcnam i ^akl^jn i itlkjn a 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN 14), mRNA 


NM 006686 


Homo sapiens actin-hke /Jt> (ACli^/B), mKJNA 


NM_006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


NM_005S56 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


NM_005854 


TT ' , f 1 • , » X . • ' j J » f» • , " /TV * X *"TV*»\ 

Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 
mRNA 


NM__005S55 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMP1), 
mRNA 


NM_000475 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NR0B1), 
mRNA 


JNM 00^493 


Homo sapiens KAN binding protein 9 (KAJNJ3r9), mKJNA 


JNM 004634 


Homo sapiens bromodomain and PHD finger containing, 1 (BRPF1), mRNA 


tvttv >r rvr\rv i a c\ 

JNM_000140 


Homo sapiens ferrochelatase (protoporphyria) (FECH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


XTA/T AAAAO*7 


Homo sapiens aspartylglucosaminidase (AGA), mRNA 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


XTNyf AAAA1C 

JNM 00002!) 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens activin A receptor type II-like 1 (ACVRL1), mRNA 


xnv k (\f\f\t\ i rv 

NM_000019 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
thiolase) (ACAT1), nuclear gene encoding mitochondrial protein, mRNA 


Tvnv jt f\f\f\r\ i o 

NM 000018 


Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), 
nuclear gene encoding mitochondrial protein, mRNA 


XTTV yf AAAA1T 
JNM_0000 1 / 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain 
(AC ADS), nuclear gene encoding mitochondrial protein, mRNA 


xnv/f nnnn i £ 

IN1V1 UUUU 1 0 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain 
^/vv^/vL/ivij, nuciear gene encoamg mitocnonanai proiem, mi\iN/\ 


INIYI UUVJ^f/O 


jtiomo sapiens aaenyiate Kinase i ^/\js.i mKJNA. 


iNlvl UU1o-jU 


riomo sapiens cmonae cnannei h {y^x^y^ssH), miviNA 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


xnv/f nooQCA 

iNlVJL UZZ3DO 


Homo sapiens aminopepnaase ^0(^0410/), inKJNA 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


L^i 1VA \J\J -J -J Zs 


tioino sapiens growm uiiicrcniiaiion iacxor o [yjiJr o), nxtsj.N^v 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NMJ322003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), ; 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM_002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin) (PVRL1), mRNA 


NMJ) 12340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATC1), mRNA 


NM 022061 


Homo sapiens ribosomal protein LI 7 isolog (LOC63S75), mRNA 


NMJ)22095 


Homo sapiens hypothetical C2H2 zinc finger protein FLJ22504 (FLJ22504), 
mRNA 


NM 022091 


Homo sapiens dJ467Nl 1.1 protein (DJ467N1 1 . 1), mRNA 


NM 022084 


Homo sapiens hypothetical protein dJ102H19.4 (DJ102H19.4), mRNA 


NM 022077 


Homo sapiens hypothetical protein dJl 141E15.2 (DJ1 141E15.2), mRNA 


NM 022098 


Homo sapiens hypothetical protein LOC63929 (LOC63929), mRNA | 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK104SE9.5), mRNA 


NM 021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin-7b protein (LIN-7B), mRNA 


NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LF/IN), mRNA 


NM 022159 


Homo sapiens ETL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 1 1 1 protein (PP3 111), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEF1 protein (MAGEF1), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


Homo sapiens gamma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3 ! -sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM 022129 


Homo sapiens MA WD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPC1 (PIGPC1), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FLJ00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p53-regulated apoptosis-inducing protein 1 (P53ADP1), mRNA 


NM 022111 


Homo sapiens homolog of Xenopus Claspin (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protein FLJ22965 (FLJ22965), mRNA 


NM 022087 


Homo sapiens hypothetical protein FLJ21634 (FLJ21634), mRNA 


NM 022083 


Homo sapiens niban protein (NIBANT), mRNA 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo sapiens hypothetical protein FU22609 (FLJ22609), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ 12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NMJ)22042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NMJ)22039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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JNM_UUUvJz3 


ixorno sapiens sarcogiycan, aipna ^juku aysitupmn-asouoiaicu. giyvupitjieinj 
^nrA'l mRNA 


iNiVi_UU3Uyt7 


riomo Sapiens a aisintegrin-iiKe ana. meiaiiupruied.se ^icpiuiy&ui Lypcj wim 
tVirr\mV>r»cor»nr1i"ri tvnf 1 mnti"f A. ( AT) AA/TT.^4 1 mRWA 


INIVl U1UJ7U 


Mattio canifnc Tvrr\cf"C»f£» c»n/ r 1'rr\fr<=»n—-r^crii1ciff*r1 tr*5i"ncr , T"iT*t 1 IrART 1 1 iv»T< T\T A 

xiuinu oajjiciio uiusiaic aiiuxugcii-icguiaicu uaiiawiijji i v. A - r *- LV - 1 - *■ ji hxiv-ln-^v. 


TvTM 0.14991 
1N1V1 U 1*+ZZJ> 


T-Trsm r\ canifnc niiplpar trciYi cr»"rir"*+"i/~\n ~fo pfnr "V camm?! fTSl h t C i mRT\i A 
XXUlllU odpiCllb llULrlCai U ailoL/1 ipilUIl la^LUl 1) gall ill la. v l^x x v_^j iiixvx^iT. 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


xNIVl UUZZOO 


xxuinu sapiens Karyupnerin aipna h- ^lmpuriiii axpiia z>) v^xs-jr i > .rv-i- y , iiixvj.n^v 


Tvnv>r AA<99Q 
1N1V1 


xxumu Sapiens jj#jl.ivi, iiicinuer ui j_>io uncu^ciic xaiixiij' ^x^x^xviy, iiixsj.^^\. ( 


INIVl UZ1 /7U 


xxUIIlU Sapiens piaCCnia-SpCUlllO 1 ^1 Ln.v^ 1 y, llJlVlNrV 


"NA/T 01 ^SQ6 
1N1V1 Ul JJ^D 


Wrvmn Q5inif»r»Q 1ra11ilrr<=*in 1 ^ HCJ TC i X\ mRNA 
xiuiiiu sapiens jvaiiiJvreiii l d i ^xv ±-d j 9 iiixvjln^v 


IN 1V1_UU J JJJ 


xxuinu sapiens uixaC'iury icuepiui, laniny i, ouuxaiixiiy xj/, lii&muex i ^v_/Avj.x^iy 3 
mRNA 

llllxXN^T 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


jNJVi uziyj/ 


jiomo sapiens glycogen syntnase z ^liverj v.o x oz;, inixrN/\ i 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


XTA>f AA1 <1 /I 
JNJVI UUIOI4 


Homo sapiens actin, gamma 1 (ACTG1), mRNA 


ATA/f A1 QAQA 


riomo sapiens aponpoproiem r>4o receptor ^/vrkJr>^foivj ? nu\iN/\ 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 

mPXTA 
mivIN/Y 


"TVTA/T AA*3 C 1 


riomo sapiens a aisintegnn ana metanoproteinase domain y ^meixnn gamma 
^/vij/\ivi y j 5 mjviN /v 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GST A3), mRNA 


"KX\ a ao 1 Ol /I 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 

A^imrm^ O C\ TT7T C\ 1 ^ w»T> XT A 

enzyme z (JtiJbJLL/i ), intsJNA 


XTA/f AO 1 Z^OQ 

JNIVL UZloZo 


Homo sapiens arachi donate lipoxygenase 3 (ALOXE3), mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


JN JVL_U 1 40 5 3 


Jtiomo sapiens nomocysieme^mauciDie, enaopiasmic reticulum stress-muuciuie, - 
uuiu t uiLin-iiJ\.e uumdin memuei i ^xxxz-ivx vjlj i iiirsj.Nr\. , > 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


INIVl UU4:A/0 


xxomo sapiens wnms tumour i -associating protein ^xsju-vrvuiujy, nxiviN/v 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acyitransierasej i ^ouai i y, rnjviN.rv 


INIVl UZ 1 Z/O D 


jtiomo sapiens pnospnogiucomutase ^jroivij ), mivi>i/\ 


XTA/T AA7^^ 


xiomo sapiens oiiactory receptor, iarniiy 1, suoiamiiy vj, memoer 1 ^wivivji 


mm nn^^^o 

IN 1V1_U UO jjZ 


riomo Sapiens uiiat/tury icoeptui, lanmy i, suuiainiiy J-^ 5 iiicmuci *+ ^wxv 1 j^jh- ; 5 
mRNA 


"MM 001 14S 

l^ilVx \J\J X J^J 


Mr\mn cQr>i<=»Tic Hi Qf»\/1 0"1\/r»< :i T*o1 Vitiacp fllnVm ^SOI^Tii i \ ^ItTC A i nnT?7^A 
xxuinu oapiciio vxia^/j' igijr i^civji jviiioo^/, aiyjua ^ovxvl^ j ^vjivn.^, 1 1 llvj. > i\. 


NM 091670 


T-tr»mr» qpt-virtiq PT? Hnmain rnntainina 1 7 ^PR T^)M^1 ^ i mRNA 
xxLfiiivi oa|yiviio x xv uvJixiaxix C'WiiLamiiig x j ^x xvx-/i.vx l ~j /, iinvi^ii. 


NM 09099Q 


X1U111U oajJlwllo Ugt'lHil J y 1 N l~i IVW v_J -J J) 111XVJ. N Z»- 


NM 090977 


T-TriTnr\ coni fti q PR Hnmain pnni'fiini'no r Q ^PT? T^A/1 mR^JA 

QUI 1 1 W oaJJlCllo XT XV LLUiliaiil y^KJllLaiLLLLl^ J7 y^X XVX»/lVXJ7y, llUvi^ix 


NM 090996 


TJatvia cci-r»if»*nc PR Hnmsin rnritninincr 8 rPRTjA/fS j mRl^A 
xxuiiiu oajjiciio x xv ixuiiiaiii i^vJiiLaiiiiixg o ^jtxvx^/xvxo j y nixvu. >ii 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


JNiVl U104IZ 


xiomo sapiens lnsuiin-iiKe growtn iactor z, annsense ^ivxrz/voj, iiikina. 


NM 006161 


TTnrnn QaniPtiQ npiirnapnin 1 fN"FT TR OCt 1 i mRN^A 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HEPK3), mRNA 


NM_00181S 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3-alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 



435 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 





(CEACAM5), mRNA _j 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM 002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65\ beta isoform (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CD A), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E 3 member 2 (OR1E2), 
mRNA 


NM_021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor* (TEADl), mRNA 


NM_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM 000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 


NM 000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


NM 021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5 A7), 
mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 


NM 021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 
mRNA 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FLJ1 1362), mRNA 


NM 021942 


Homo sapiens hypothetical protein FLJ12716 (FLJ12716), mRNA 


NM 021940 


Homo sapiens hypothetical protein FLJ13 159 (FLJ13159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


NM 002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


NM 001700 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZU1), mRNA 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 


NMJ321021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1) (SNTB 1), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM 012120 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 
mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


NM 006426 


Homo sapiens dihvdropvrimidmase-like 4 (DPYSL4), mRNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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(GNB1), mRNA 


NM 003733 


Homo sapiens 2'-5 , oligoadenylate synthetase-like (OASL), mRNA 


NM_002551 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (OR3A2), 
mRNA 


NM_002389 


Homo sapiens membrane cofactor protein (CD46, trophoblast-lymphocyte cross- 
reactive antigen) (MCP), mRNA 


NM 000870 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 4 (HTR4), mRNA 


NM 000613 


Homo sapiens hemopexin (HPX), mRNA 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 
mRNA 


NM_006981 


Homo sapiens nuclear receptor subfamily 4, group A, member 3 (NR4A3), 
mRNA 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


NM_017416 


Homo sapiens interleukin 1 receptor accessory protein-like 2 (IL1RAPL2), 
mRNA 


NM 003286 


Homo sapiens topoisomerase (DNA) I (TOPI), mRNA 


NM 001068 


Homo sapiens topoisomerase (DNA) II beta (180kD) (TOP2B), mRNA 


NM_020470 


Homo sapiens putative transmembrane protein; homolog of yeast Golgi 
membrane protein Yiflp (Yiplp-interacting factor) (54TM), mRNA 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lady bird late (LBX1), mRNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


NM 002925 


Homo sapiens regulator of G-protein signalling 10 (RGS10), mRNA 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


NM_001212 


Homo sapiens complement component 1, q subcomponent binding protein 
(C1QBP), nuclear gene encoding mitochondrial protein, mRNA j 


NM_000491 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 
(CI QB), mRNA 


NM_004720 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 4 (EDG4), mRNA 


NM_006217 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 2 (SERPINI2), mRNA 


NM 018723 


Homo sapiens ataxin 2-binding protein 1 (A2BP1), mRNA 


NM 004543 


Homo sapiens nebulin (NEB), mRNA 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


NM 016528 


Homo sapiens hydroxyacid oxidase 3 (medium-chain) (HA03), mRNA 


NM_000185 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade D (heparin 
cofactor), member 1 (SERPIND1), mRNA 


NM 005410 


Homo sapiens selenoprotein P, plasma, 1 (SEPP1), mRNA 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 3 (EDG3), mRNA 


NM 005172 


Homo sapiens atonal homolog 1 (Drosophila) (ATOH1), mRNA 


NM 005109 


Homo sapiens oxidative-stress responsive 1 (OSR1), mRNA 


NM 001498 


Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA 


NM_003922 


Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) 
domain and RCC1 (CHCl)-like domain (RLD) 1 (HERC1), mRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


-v TTV x t\r\ 1 t\ o o 

NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 ! 


Homo sapiens ERGL protein (ERGL), mRNA 


NM 021818 


Homo sapiens WW Domain-Containing Gene (WW45), mRNA 


NM_021812 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESC1), mRNA 


NM 021809 


Homo sapiens TGF(beta)-induced transcription factor 2 (TGIF2), mRNA 


NM 021805 


Homo sapiens single Ig EL-lR-related molecule (SIGIRR), mRNA 


NM 021803 


Homo sapiens interleukin 21 (IL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


NM 006657 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (ITSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM_001676 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP 12 A), mRNA 


NM 019886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


NM 017581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (ATP6C), mRNA 


NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUX1), mRNA 


NM 021733 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


NM_004339 


Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), 
mRNA 


NM 004219 


Homo sapiens pituitary tumor-transforming 1 (PTTG1), mRNA 


NM_003860 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1; barrier to 
autointegration factor (BCRP 1 ), mRNA 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


Homo sapiens chemokine (C motif) XC receptor 1 (CCXCR1), mRNA 


NM 002547 


Homo sapiens oligophrenin 1 (OPHN1), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DQA2), mRNA 


NM_001085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 013974 


Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA 


NMJ)01756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPENA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 
mRNA 


NM_021183 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 
2A (LOC57826), mRNA 


NM 021179 


Homo sapiens hypothetical protein LOC5/621 (-LOC57S21), mRNA 


NM 002744 


Homo sapiens protem kinase C, zeta (rjbus.CZ,;, mKJN A 


NM_000624 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member d (bJbKJrJJNAD ), mKJN A 


NM_0U0602 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator inhibitor type 1), member 1 (SERPENE1), mRNA 


NM 020422 


Homo sapiens hypothetical protem irom clone 24796 (LOC57146), mRNA 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 


NM 019598 


Homo sapiens kallikrem 12 (KLK12), mRNA 


NM 019103 


Homo sapiens hypothetical/protein (LOC55954), mRNA i 


NM_012397 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 13 (SERPINB13), mRNA 


NM_000527 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 

ST TXT T> \ ^Tl XT A 

(JLDLR), mRNA 


XTTVyf A 1 /CO A A 


Homo sapiens Uo snRJNA-associatea bm-Iike protein i^bmb (LUCMoyi), 
mRNA 


JNM U14/00 


Homo sapiens ivlAAUiyj gene product (JsJAAUiyj), mRNA 


XTTV A f\1 A1 A A 


Homo sapiens RJNA binding motit protein y (Kr5JViy j, mRNA 


VTNyT A1/1AOA 

JNM U14U6U 


Homo sapiens dual oxiaase-liKe domains 2 (JJUCJAz), mRJNA 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 


NM 015032 


Homo sapiens K1AA0979 protein (KIAA0979), mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


XT\ K f\ 1 C O O *l 

NM 015383 


Homo sapiens hypothetical protein (DJ328E19.C1 .1), mRNA | 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NM_002208 


Homo sapiens mtegrm, alpha E (antigen CD103, human mucosal lymphocyte 
antigen 1 ; alpha polypeptide) (ITGAE), mRNA 


NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LEF), mRNA 


NM006919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 3 (SERPINB3), mRNA 


XTX Jf A 

NM_006220 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 2 (bxiRrJN A2), mRNA 


VTAvf AA/C0 1 C 

JNM_UUOZO 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 4 (SERP1NA4), mRNA 


JNM UUoUZl 


xiomo sapiens deleted in lymphocytic leukemia, z (Ux^tLUZ), rriKJNA 


JNJVl UlDob/ 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU1), mRNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


\TTl Jf AAf T)1 

NM 005232 


T T _ • "| — i 1 A 1 /prjTT A 1 \ T»XT A 

Homo sapiens EphAl (EPELA1), mRNA 


NM_005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 10 (SERP1NB10), mRNA 


NM 0047 /y 


Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOTS), mRNA 


XTHyT OA/1 ICC 

NM_004155 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

memher Q ^P'RPrKTRQ'i m"R>JA 

AlAt/lllL/d J \ O JL/XXJ. 1_L N XJ S )y IllXViNTA. 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA 


NM 001347 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NMJ303334 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and BN75 temperature 
sensitivity complementing) (UBE1), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member S (SERPINB8), mRNA 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJ1), mRNA 


NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA j 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


NM_001694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
16kD (ATP6L), mRNA 


NM_000488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithromom), 
member 1 (SERPINC1), mRNA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N1S.2), mRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGF1R), mRNA 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


NM 021647 


Homo sapiens KIAA0626 gene product (KIAA0626), mRNA 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein rWluoyo (Luv_,:> /oo:>;, iiikjna 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 Drotein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM_021615 


Homo sapiens carbohydrate (N-acetylglucosamme o-O) sulrotransferase 6 
(CHST6), mRNA 


NM 012334 


Homo sapiens myosin X (MYO10), mRNA 


NM 020363 


Homo sapiens deleted m azoospermia 2 (DAZ2), mRNA 


NM 020364 


Homo sapiens deleted m azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NMJ)21132 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NMJ)21216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


NM_001332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (CTNND2), mRNA 


NM_021185 


Homo sapiens hypothetical protein DKFZp434A1022 (DKFZP434A1022), 
mRNA 


NM 018955 


XT * 1- " " , * /T1Tin\ T"»~KTA 

Homo sapiens ubiquitm B (UBB), mRNA 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NMJ)05692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


NM_002S58 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM__001172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NMJKH117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
(ADCYAP1), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NM_002355 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 
mRNA 


NM 014287 


Homo sapiens pM5 protem (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-den ved 
growth inhibitor) (FABP3), mRNA 


NM 000134 


Homo sapiens fatty acid binding protem 2, intestinal (FABP2), mRNA 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


NM 005159 


Homo sapiens actm, alpha, cardiac muscle (ACTC), mRNA 


NM 019848 


Homo sapiens Protem P3 (P3), mRNA 




Homo sapiens cyclm-aependent Kinase-hke 2 (CDC2-related kinase) (CDKL2;, 
mRNA 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (1FNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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NM 001166 
NM_003399 

>jiv/f 000^41 

1N1VX \J\J\J^)'-T I 


Homo sapiens baculoviral LAP repeat-containmg 2 (BIRC2), mRNA 

Homo sapiens X-prolyl aminopeptidase (ammopeptidase P) 2, membrane-bound 

(XPNPEP2), mRNA — 

Wnmn sapiens S-antigen: retina and pineal gland (arrestin) (SA(i), mRNA 


NM 013262 
NM 005393 
NM_021098 


Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 
Homo sapiens plexin B3 (PLXNB3), mRNA . 
Homo sapiens calcium channel, voltage-aepenaem, aipna in suduhh. 
(CACNA1H), mRNA 


NM 021257 


Homo sapiens neuroglobm CNGB), mKJNA 


NM 021253 
NM 021247 
NM 021242 


Homo sapiens ring finger protein 23 (RJN1<23), mKJNA _ 

Homo sapiens protamine 3 (PRM3), mRNA 

Homo sapiens hypothetical protein STRATT1 1499 (STRAIT 1 1499), mRNA 


NM 021238 
NM 021223 


Homo sapiens TERA protein (TERA), mKJNA . 

Homo sapiens myosin light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protein (G5B), mRNA 


NM 021210 


Homo sapiens MUM2 protein (MUM2), mRNA 


NM 021208 
NM 021200 


Homo sapiens EST- YD 1 protem (EST-YD1), mRNA 

Homo sapiens PH domain containing protein in retina i ^r*ii*J}i i ), 


NM_021199 


Homo sapiens CGI-44 protein; sultide dehydrogenase iiKe ^yeasxj ^vja-h^j, 
mRNA . . . — 


NM 021198 


Homo sapiens nuclear LIM mteractor-mteracting iactor irj, nuviNi-L 


NM 021193 


Homo sapiens homeo box D12 (HOXD12), mKJNA 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA 


NM 021188 


Homo sapiens clones 23667 and 23775 zinc linger protein i-uu^o /ooz;, kixvin^ 


NM 021184 


Homo sapiens G4 protein (G4), mRNA . . _ 


NM 021177 


Homo sapiens U6 snRNA-associated Sm-hke protem itikin/y 


NM 021174 


'"111- »•» i-v r\r\n i ■ /'t A/*'CTOAC\ ^DXT A 

Homo sapiens p30 DBC protein (LOC57805), mKJNA 


NM_021167 


Homo sapiens hypothetical protein WUGSC:H_RG083M05 .2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNCj2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome (UTX), mRNA 


NM_02U39 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide (uuiztm), 
mRNA 


NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAI<2), mKJNA 


NM_021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
(TNF AIP1), mRNA 


NM 021136 


Homo sapiens reticulon 1 (RTN1), mRNA 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


NM_021133 


Homo sapiens nbonuclease L (2 ,5 -oiigoisoaaenyiate syntnexase-aepenucni; 
(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilm A) (PP1A), mRNA 


NM_021120 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroenaocrme-aig; 
mi Cr^ mRNA 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRJDPl 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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xrik r f\f\ A ~) A O 

NM 004348 


Homo sapiens runt-reiatea transcription iactor z ^jvuin^vzj, itiivi><^\. 


NM_02109o 


Homo sapiens calcium cnannei, voitage-uepenuent, aipna 11 ouuurm 

(C* A f^XT A 1 T\ rviPXTA 
^Lx/vv^-iN /\ 1 1 J, nixviM/\ 


xnv/f no 1 1 


TjATMrt ponionc -r\V»^c*r*Vir\l ■irxi t\ c r»rc* mlVI Cf Of* 1 fPT Q^T? 1^ TnT? XJ A 

jiomo sapiens pnoapiioiipiii auidiinji<ioc i ^jt l<uvi\. i i, iijxnj.^/*. 


XTTvyT AAOQ<7 

JNJVL VvZyj 1 


riorno sapiens retinoid j\. receptor, aipua ^ivAJvttj, iiitvin/\ i 


JNM UUozoo 


Homo sapiens requiem, apoptosis response zinc linger gene ^injca^;, iiuvln/y 


NM 001106 


Homo sapiens activin A receptor, type IIB (ACVR2B), mRNA 


NM 001616 


Homo sapiens activin a receptor, type n ^aa^vk-zj, niKJNA 


XTA/T AA1 1 AC 

JNM UU1105 


Homo sapiens activin J\ receptor, type i v jk.i j, iiu\jn/v 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMAN1), mRNA 


NM 021083 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


NM_0l3258 


Homo sapiens apoptosis-associated speck-like protein containing a CARD 
(Ac^C), mKJNA 


NM 0065 IS 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 


NM_006507 


Homo sapiens regenerating islet-derived 1 beta (pancreatic stone protein, 
pancreatic tnreaa protemj (KxiLriJcSj, mKJNA 


NM 006563 


Homo sapiens Kruppel-like factor 1 (erythroid) (KLF1), mRNA 


-v TTV K f\f\ /TO c o 

NM 00625© 


Homo sapiens protein kinase, cGMP-dependent, type I (PRKG1), mRNA 


NM_006353 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 -like 3 

/XTA 1 TT tl\ rv>D XT A 


NM 005987 


Homo sapiens small proline-rich protein 1 A (SPRR1 A), mRNA 


XTA K f\f\C C\C*\ 

NM 005952 


Homo sapiens metallotnionein 1A (Ml mKJNA 


tv ttv /f aacaca 
NM 005951) 


Homo sapiens metanotnionem lvr ^ivii ivjj, mjvLN/\ 


NM 005699 


Homo sapiens interleukin 18 binding protein (IL18BP), mRNA 


X TTV /f O 

NM 004618 


Homo sapiens topoisomerase (uiNAj ill aipna (lUr^Aj, ttikina 


NM001136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), \ 
mKJNA 


NM 000866 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IF (HTR1F), mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


NM 000636 


Homo sapiens superoxide dismutase 2, mitochondrial (SOD2), mRNA 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class H expression) 

/TT> r?V ^ \ «.DAT A 

(KrX2), mRNA 


xta /f aaaztoa 

NM 000629 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA 


NM_000625 


Homo sapiens nitric oxide synthase 2 A (inducible, hepatocytes) (NOS2A), 

__-T) XT A 

mKJNA 


NM 003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 (plU5) (NrKHlJ, rnKJNA 


x FN /f AAA/CT1 

NM OOOozl 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2 A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


XTTV If r»AA/Tl ft 

NM 000619 


Homo sapiens interferon, gamma (EFNG), mRNA 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 2 (SLC1 1 A2), mRNA 


NM 000616 


Homo sapiens CU4 antigen (p55) (CD4), mKJNA 


NM_000611 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 
antibodies 16.3A5, JiJlo, JbJ30, bL32 ana Cj344) (CJJ59), mKJNA 


NM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 

(C S T\AA\ mp XT A 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


Homo sapiens interleukin 15 (EL15), mRNA ... 


NM 000586 
NM 000577 


Homo sapiens interleukin 2 (TL2), mRNA . 

Homo sapiens interleukin 1 receptor antagonist (IL1RN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta CIL1B), mRNA 


NM_000574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group system) (DAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (IL10), mRNA 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity IHb, receptor tor (CD 16) 
(FCGR3B), mRNA 


NM 000567 


Homo saoiens C-reactive protein, pentraxin-related (CRP), mRNA 


NM_000566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor tor ^CD64) 
(FCGR1A), mRNA — 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-lmked (doublecortm) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxm) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 11 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (1KNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1 J mKJNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPM1), mRNA 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (ID3), mRNA 


NM 002028 


Homo sapiens farnesyltransferase, CAAX box, beta (FNTB), mRNA 


NM_003491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 


NM 001770 


Homo sapiens CD19 antigen (CD19), mRNA 


NM 001664 


Homo sapiens ras homoloe gene tamiiy, memoer j\ ^ak-tiaj, huvln^i . 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc fineer protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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NM 003316 


Homo saniens tetratriconentide reneat domain ^ nTTC"^ mPTvTA 


NM_003166 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
3 CSULT1A3) mRNA 


NM 003117 


Homo saniens snRtm adbeQirvn molemle 1 -iTvalivrrkriirlcie^ ^nno -r^oiin^-ii-io 

- 1 - j. oa^iv/no oj^uiiii auiivoiuii in*-f itL/Uic- i y^jr ±x £*\J lljrAlUl UllILlctoC, Z*\jila peilUClQa 

binding) (SPAM1) mRNA 


NM 002222 


Homo sapiens inositol 1 4 5-trrnhosnhate recentor tvne 1 HTTPR mPlsJA 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 
(SLC29A2) mRNA 


NM 001437 


Homo saniens estrogen recentor 2 fFR heta^ rF^R9^ nVRlxTA 


NM 001331 


Homo saniens catenin f cadherin -associated nrnteirA Helta 1 ff^TTsJXTFi 1 *\ ^VBXTA 


NM 001307 


Homo saniens claudin 7 (CT JTNTl mRNA 


NMJXH194 


Homo saniens hvoeroolari nation activated cvelir rmrlentiH^-crcit^H r»rvf-o ccium 
channel 2 (HCN2), mRNA 


NM 001175 


Homo sapiens Rho GDP dissociation inhibitor fGDD beta f ARHGniT^ mPMA 


NM 000936 


Homo sapiens pancreatic lipase (PNLIP), mRNA 


NM 000641 


Homo sapiens interleukin 1 1 (ELI 1), mRNA 


NM 000640 


Homo saniens interleukin 13 recentor alnha 1 (TX 1 ^R A9^ mPMA 


NM 000615 


Homo saniens neural cell adhesion molecule 1 fMPAA/TI^ nYR>JA 


NM 000609 


Homo saniens stromal cell-derived factor 1 fSDFI^ mT?7\JA 


NM 000600 


Homo saniens interleukin 6 (interferon beta 2^ fTT rrYRTsJA 


NM 000599 


Homo saniens insulin-like growth factor hindinc* r»rntein S i'THFRP^ mP"MA 


NM 000590 


Homo sapiens interleukin 9 (IL9), mRNA 


NM 000584 


Homo sapiens interleukin 8 (EL8), mRNA 


NM 000581 


Homo saniens glutathione neroxida<;e 1 ffrP^fl^ ml^TsJA 


NM 000560 


Homo saniens CD5^ antigen CPDS^ rrTRTsTA 


NM 000528 


Homo sanipn<; mannndHaQp alrVha ^1^50 91^ m^rviK^T- 1 /TV/T A 1 ^ «-,d\ta 
xx.vjii±\j oapivno liiaiiiivjoivacioC, ctipilcl, wctt>£> jL\2> , IilCITlOcr 1 x lVL/VLN.Zi5 1 J, TT1 K. j N M 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLB1), mRNA 


NM 001275 


Homo saniens c\\vc\xT\c\oir^\x\\x\ A (x\c\t^k\\wttc\\A cpprptrvn^ nm-fai'n 1 \ /Pun a \ 

xx.\Jixi\j oapi^iid win uillUgl aim I f\ \JJelLalLiyi\Jlil bCUlClOry prOLdn 1 ) v V^rivjr/\. ), 

mRNA 


NM 006768 


Homo saniens BRCA1 associated nrotein ^RRAP^i mPMA 


NM 003469 


Homo sapiens secretoeranin II Cchromopranin C\ (^OCY)\ mPTsJA 


NM_0 12326 


Homo saniens microtubule-associated nrotein RP/PR fami1\/ mptnKpr ^ 
(MAPRE3), mRNA 


NM 021057 


Homo sapiens interferon alnha 7 flFNA?^ mRNA 


NM 021062 


Homo sapiens H2B histone familv member F rH?RFF^ mPTJA 


NM 021063 


Homo sapiens H2B histone familv member R fH^RFFtt mRNA 


NM 021065 


Homo Saniens H2A histone familv mpmV»er Cr nr? AFfr^ -m"R>JA 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD ? 
B 1 8) (NDUFB7), mRNA 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 


Homo sapiens anolinonrotein T ^APOT ttiT?tsJA 


NM 021052 


Homo Sapiens H2A histone familv mF'mH^r A TFT9 AFA^ mRXTA 


NMJ)20988 


HomO SaOienS guanine niieleoriHf* V»inr1ir»CT -rvrntfMn (C\ Twc\\p>\-rC\ oln'Uo o/»ti\rofi'«rr 
iiviuu OCA JK guaiiuit iiu^icULlUC UUlLllIlg piOLClIl v vJ piOLCm), aipila aCtlVatinff 

activity polypeptide O TGNAOli mttNA 


NM_000133 


HomO Sapiens coagulation fantr>r ^r*lncTnci thrnrnhrml actio r»rfcTYrr\r»-t-i*»f-»+ 

Christmas disease, hemophilia B'i fF9^ mRNA 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM 001993 


Homo sapiens coagulation factor HI (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPL1), mRNA ^ 
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NM_02100S 


Homo sapiens suppressin (nuclear deformed epidermal autoregulatory factor-1 
(DEAF-l)-related) (SPN), mRNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7 A (BCL7A), mRNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


NM 021000 


Homo sapiens pituitary tumor-transforming 3 (PTTG3), mRNA 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


NM 021014 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mRNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mRNA 


NM_021007 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 
(SCN2A2), mRNA 


NM_021012 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 12 
(KCNJ12), mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 
(SPTB), mRNA 


NM_007032 


Homo sapiens putative nuclear protein (HMHFB2122), mRNA 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mRNA 


NM_0 13252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mRNA 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNF275), mRNA 


NM 020547 


Homo sapiens anti-Mullerian hormone receptor, type II (AMHR2), mRNA 


NM 020974 


Homo sapiens CEGP1 protein (CEGP1), mRNA 


NM 020681 


Homo sapiens HT018 protein (HT018), mRNA 


NM 020676 


Homo sapiens lipase protein (LOC57406), mRNA 


NM 020672 


Homo sapiens SlOO-type calcium binding protein A14 (LOC57402), mRNA 


NM 020661 


Homo sapiens activation-induced cytidine deaminase (AJCDA), mRNA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentrin/SUMO-specific protease (SENP7), mRNA 


NM 020646 


Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mRNA 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


NM 018970 


Homo sapiens G protein-coupled receptor 85 (GPR85), mRNA 


NM 003901 


Homo sapiens sphingosine-1 -phosphate lyase 1 (SGPL1), mRNA 


NM 014292 


Homo sapiens chromobox homolog 6 (CBX6), mRNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


NM_0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(LOC54516),mRNA 


NM_0 14428 


Homo sapiens tight junction protein 3 (zona occludens 3) (TJP3), mRNA 


NM 020466 


Homo sapiens hypothetical protein dJ12208.2 (DJ12208.2), mRNA 


NM 020448 


Homo sapiens hypothetical protein dJ462023.2 (DJ462023.2), mRNA 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 
mRNA 


NM 020424 


Homo sapiens hypothetical protein A-21 1C6.1 (LOC57149), mRNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM UiyoUD 


xiomo sapiens nypomcuoai protein ^jl/juu/iii^.^;, uuu^n 


XTTV/T A1 O/^AI 

NM_0 i you x 


xiomo sapiens ousni uomain ^«jv_/iv icpcaty i/uuiauiing uixvi^-rv. , 


NM_01o4i;> ^ 


xiomo Sapiens putative zinc linger proiem ^l»v-/^jjoio;, ixijn-ln/^ 


NM \Jly\JyD 


xiomo Sapiens nypotncticai protein ^L/vjv^jh-u/ j^, iiixviN r\. 


XTTVyf A1 OAQQ 

NM_oiyooy 


nomo Sapiens nairy ana ennancer ox bpin ^j-^iuoupriiia^ nunujivjg ^ yrxx^&^j, 
mRNA 


XTAvf A1 OQC!') 

JNiVl OloVoZ 


jtiomo sapiens nypoineiicai proiem 10 / t ^, mxsj.N^v 


NM Uloy/4 


xiomo sapiens uncyo ^t^.eiegansj nomoiog s\ ^ uinv^:/_>/-\j 5 iiixvin^v 


XTAyf A1/1/1QQ 

jnjvi ui44yy 


xiorno sapiens putative purrnergic reocpLor i i\jj y iiuviNn. 


NM OZOjjO 


xiomo sapiens oncosxaim ivi ^^oivxj, itjucnjln/\ 


NM_OzUjZy 


xiomo sapiens nuclear iactor 01 Kappa iigm puiypcpuuc gene ciuiaiH/ex m x>-ociio 

UXniOlLOI, aipila ^rNXXsJjXrVJ, IILIViN-rV. 


JNlvi U14ZU'f 


Wrvmn canipnc T^r^T 0 -TfA aif>r\ Avflrinn Vi 1 1 Pr rROTC^ TsJ A 
XlvJIIlO odJJlCIlo DvLim "ICiaiCil \J Val id 11 JVJ.11W1 ^JJV1\.^) 11Jxvj.>^v 


JNIVL UZUOZ/ 


xiomo sapiens xhjvjt i gene ^xivjvji ^, iiuvin^-v 


xta/i aaaac* 
lNivi uuouyj 


xiomo sapiens proteoglycan d yr xvvjj j, iiuvin^v 


INlVl UZUDjJ 


xiomo sapiens iiiuouiipiii i ^iviv^wi^iN i ) y iijjvin^-v 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


NM OOZZ1 / 


xiomo sapiens pre-arpna ^giODUimj mniDiior, vxd poiypepuuc ^xiixijj, iiu\j.>j-rv 


NM_0 18693 


Homo sapiens vitiligo-associated protein VIT-l (VIT1), mRNA 


NM 006777 


Homo sapiens Kaiso (ZNF-kaiso), mRNA 


NM 020430 


Homo sapiens similar xo o/vjljli ^sai ^i^rosopmiaj-iiKc / io/j, mx\j.>/\ 


NM_020142 


xiomo sapiens JNAiJxi.uDiQUinone oxiaoreuucxase ivii_/Xvv^ suounii nomoiog 
(^iwijv^joyoi ), mKJN/v 


NM_0Z01z3 


Homo sapiens enaomemorane proiem emp/u precursor lsoiog ^lu^jdoo^, 

m n\TA 

ITirvrN/V 


XTA /f A1CQ/K 
JNiVl 01oo4j 


xiomo sapiens stromal ceil proiem ^lul jj7 '^)-> rnxsj.N/iL 


xnv/r a 1 £G/i7 
NM 0ioo4Z 


xiomo sapiens msuim receptor tyrosine junabc auubtidic ^buwj? / ± j, iiixvlnxa. 


XTN/T A1£QA1 
JNIVL UI6541 


TJT^YA-irfc cotMAnc n_r\rA+Pin fr!immQ-1 7 GiiVtl itllt" (^^^^1070^ ml? Tsl A 

xiomo sapiens vj-proiein gainiiia-iz, btiuumt ^lvvjj7 /uj, iiuuna 


1NJV1 U10OJ7 


xiomo sapiens pn/ protein ^lwv^jjjuojj iiucvin 


XTA/f AlA^^O 
1NJV1 UIOjjZ 


Xiomo oapiciio Cai uu Ay pep iitiabc yj^\s\^*j j 9 jliixv-in^v 


NM 016302 


Homo sapiens protein x 0001 (LOC5 1 1 85), mRNA 


NM U1433Z 


xiomo sapiens small muscie proiem, ^v-iiiiKeu ^oivxryv/j nrxviN^-v 


"NTTVyf A1 CQ/19 


xiomo sapiens ucne jj/iviig-o ^lvrivjr-o^, rnxviNrv 


iNivl \J143o/ 


"Urf-vt-*-!/"* roni^nc Q"D \7" ( o p*-v /^ptprmir) i-n rr "f*f»o-i r^n V^_hAV R / COVS^i rYiT?TsI A 

xiomo sapiens oivi ^sex ueicniimiiig region i / uua o ^owao^ 3 iiuvLNr^ 


XTA/T AA^7/1< 


TT AtriA oonipno opppcenn/ r*rr^t<=>inc Pi A 1 AR A P9Q rTi'V^ 1 ^ ^7P^ ml? "NT A 

xiomo sapiens accessory proteins d/vt j i/xj>/\jrz^ ^jjao ijj / x^;, iili\in^-\. 


XTTV/f An 1 AQ/1 
JN lVi_UU i uy 4 


xiomo sapiens amiioriQc-scnoitivc cation cnaimci i, iicu.iuiiai ^u.cgeiicnii^ 
fAPr r N1 > k ml? 1ST A 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


1N1V1 UJooh^* 


TJnmA con-ipnc Tl /"»<=» 1 1 rPPPn^Ar qooaiPiq+p/^ ■mrfxtt>xr\ T-t AP70 /TR A. P7 mT?^JA 

xxomo sapiens o-ccn receptor-a^bijcidtcu. protein d/\t z*z/ z*y j } iiuxj-^-rv. 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


NM 016301 


xiomo sapiens protein x 0004 (iviJLx!) 1 1 o4), mKJN J\ 


NM_013387 


Homo sapiens ubiquinol -cytochrome c reductase complex (7.2 kD) (HSPC051), 
mKJN A 


NM_02046y 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
acetyigaiaciosaminyitransierase, rransierase x>, aipna lo-gaiaciosyirransierasc^ 
fABO") mRNA 

\ -L U-/ V_>» J y XX JUL ^ X Ik 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 


Homo sapiens polycythemia rubra vera 1; cell surface receptor (PRV1), mRNA 


NM_020377 


Homo sapiens cysteinyl leukotriene CysLT2 receptor; cDNAPSEC0146 from 
clone PLACE1006979 (LOC57105), mRNA 


NM 020355 


Homo sapiens HRPAP20 short form (LOC57090), mRNA 


NM 020350 


Homo sapiens ATRAP protein (ATRAP), mRNA 


NM.020380 


Homo sapiens AP15ql4 protein (AF15Q14), mRNA 


NM 020368 


Homo sapiens disrupter of silencing 10 (SAS10), mRNA 


NM 020344 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 2 (SLC24A2), mRNA 


NM 020396 


Homo sapiens BCL2-like 10 (apoptosis facilitator) (BCL2L10), mRNA 


NM 020384 


Homo sapiens claudin 2 (CLDN2), mRNA 


NM 007260 


Homo sapiens lysophospholipase II (LYPLA2), mRNA 


NM 000390 


Homo sapiens choroideremia (Rab escort protein 1) (CHM), mRNA 


NM 001994 


Homo sapiens coagulation factor XIII, B polypeptide (F13B), mRNA 


NM 000129 


Homo sapiens coagulation factor XIII, Al polypeptide (F13A1), mRNA 


NM 000505 


Homo sapiens coagulation factor XH (Hageman factor) (F12), mRNA 


NM 000504 


Homo sapiens coagulation factor X (F10), mRNA 


NM 005509 


Homo sapiens Dmx-like 1 (DMXL1), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NM_012089 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 10 
(ABCB10), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)071SS 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 8 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NM_005689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase DC (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NMJ)06384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
kinase interacting protein) (SIP2-28), mRNA 


NM_0 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 3 (GalNAc-T3) (GALNT3), mRNA 


NM__004481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA 


NMJ)00512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 
mucopolysaccharidosis type IV A) (GALNS), mRNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UDP- (GALE), mRNA 


NM 020310 


Homo sapiens MAX binding protein (MNT), mRNA 


NM 006250 


Homo sapiens proline-rich protein Haein subfamily 1 (PRH1), mRNA 


NM_005164 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 2 (ABCD2), 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGST1), mRNA 


NM 000728 


Homo sapiens calcitonm-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NMJ>20203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 
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NM 020231 


riomo sapiens x uiu protein (wiijouiu), mivrN/\ 


NM_020132 


Homo sapiens lysopnospnanaic acia acyi u ansierabe-gdiiinici i ^i-..r/vtt. i - 
gamma 1), mRNA 


xtr /r AO AO A /T 

NM_02024o 


riomo sapiens canon-cnionae couansporrer-niteraciing protcm ^Lu^joy^o;, 

XT A 


JNJV1 UZUZ4.3 


TJ/%T-rti-v canipnc rvriTr\r»Vir\-nrlr~i a 1 irnrvA-rf rprpntnr Tr»m'? / 7 Ci Of^S^QQ^ mTv"Nf A 

xiomo sapiens ini loononunai import rcocpLui jl sjilu^jl j> i 1 n v-l > r\. 


IN1V1 UZUZ^-U 


nomo Sapiens noii-Kjnd.sc ^cil/^-tz, ciicu tui pivjiciii ojt jla.^ ^i-A^/v-/«j\j.7:7v/y, iiixvi>.ro. 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


JNJV1 020 l/o 


riomo sapiens v^aruonic annyarase-rei area protein tu ^Lv^jDyjtjj 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


\tr K AO A 1 OA 

MM 0201/9 


riomo sapiens rJND protein (r JN D J, mKJNA 


\T\ >T AOA1 oo 

NM 020187 


Homo sapiens DC12 protem (1JC12J, mKJNA 


NM_020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-Rbeta 1,3- 
galactosyltransterase (ClOALrl 1), mKJNA 


NM_000352 


Homo sapiens Air-binding cassette, sub-tamily (Lr iKyMxCrj, memoer o 
(AJb>COo J, niKJN A 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


XTK A AAOOOO 

NM_002872 


Homo sapiens ras-reiatea v^j Dotuimum toxin suostrate z ^rno iamiiy, sman ^jrijr 
Diiiuing protein ixacz ) {ssjw^z ), rnr\jN/\ 


XTrV/T C\f\A 1 ^O 

JNJVL 004 IjZ 


riomo sapiens ornitnine aecarooxyiase antizyme 1 v vj/\z^i), mxsj.N/\ 


"XTTV/T A AO COO 

NM OOzdz/ 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


"KTA/f AAOOOC 

JNM_00zZiO 


riomo sapiens lammin receptoi 1 v o/kjl', noosomai proxem o/vj ^i^/^vjjvi j, 

i-n"D XT A 
mrsJN A 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA 


XTT\ A AAOOAO 

NM 002292 


Homo sapiens lammin, beta z ^laminm vjlaivijdzj, mjtsJNA 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


"XTTV A AA/" 1 AO 

NM 006192 


Homo sapiens paired box gene 1 (PAX1), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (PI 2), mRNA 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protem) (GC), 
mRNA 


"x ttv jr r\ i r\o A i 

NM0 19891 


Homo sapiens endoplasmic reticulum oxiaoreductm 1-Lbeta (,JiKL>l-J-.(.t>Jii A)), 
mRNA 


"VTTV /f /"v /\ S~ "~l r\ c 

NM__006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


"X TTV A f\f\ 1 AO /l 

NM 001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45 A), 
mRNA 


"X TTV A A 1 AO /l yl 

NM_0 19844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21A8), mRNA 


NJVl_U 1 9644 


Homo sapiens testis-specific ankynn motif containing protein (LOC563 11), 

rv%D XT A 

mKJNA 


NM_0 19842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 

^JvL^JNv^jj, TJuvlNA 


NM_0 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 

Z (rvLxiNiJz ), mKJNA 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


XT\ A A1 AOOA 

NM_019839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
RT TO fRT TR?^ mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette; sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 0046S3 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin-1 homolog 1 (IL-1H1), mKNA 


NM 018950 


Homo sapiens major histocompatibility complex, class 1, v (hU^A-r ), mKJNA 


NM 019610 


Homo sapiens hypothetical protein 669 (LOC5626/), rriKJNA 


NM 000523 


Homo sapiens homeo box D13 (HOXD13), mRNA 


NM 019607 


Homo sapiens hypothetical protein FLJ1 1267 (FLJ 1 1267), mKJNA 


NM_0 19604 


Homo sapiens class-I MHC-restricted T cell associated molecule (CRTAM), 
mRNA 


NM 012328 


Homo sapiens microvascular endothelial diiierentiation gene 1 (jvxuori), itikina 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


NM 013298 


Homo sapiens hypothetical protein (HSU79252), mRNA 


NM 013386 


Homo sapiens hypothetical protein (DKFZp586G0123), mRNA 


NM 013313 


Homo sapiens hypothetical protein (AF060862), mRNA 


NM 019116 


Homo sapiens similar to ubiquitm bmdmg protem (UBPH), mRNA 


NM_0 18961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3A), 
mRNA 


NM 018968 


Homo sapiens syntrophm, gamma 2 (SN ICj2), mKJNA 


NM 018967 


Homo sapiens syntrophm, gamma 1 (SNTCjI), mKJNA 


NM 018969 


Homo sapiens super conserved receptor expressed m bram 3 (SRfcB3), mKJNA 


NM_018964 


Homo sapiens solute carrier family 37 (glycerol-3 -phosphate transporter), 
member 1 (SLC37A1), mRNA 


NM 018945 


Homo sapiens phosphodiesterase 7B (PDE7B), mRNA 


NM 019066 


Homo sapiens MAGE-hke 2 (MAGEL2), mRNA 


NM 019060 


Homo sapiens NICE-1 protein (NICE-1), mRNA 


NM 019099 


Homo sapiens hypothetical protem (LOC55924), mRNA 


NM 019003 


_ . 11 • 1 '1 fw S~\ /~1 C A A S~ /~\ T"\ \T A 

Homo sapiens spmdlm-hke (LOC54466), mRNA 


NM 018952 


Homo sapiens homeo box B6 (HOXB6), mRNA 


NM 018951 


Homo sapiens homeo box A10 (HOXA10), mRNA 


NM 018942 


Homo sapiens homeo box (H6 family) 1 (HMX1), mRNA 


NM 019109 


Homo sapiens beta-1,4 mannosyltransferase (HMl-1), mKJNA 


NM 019052 


Homo sapiens HCR (a-helix coiled-coil rod homologue) (HLK), mKJNA 


NM 018985 


Homo sapiens hypothetical protein (HCGIV .9), mRNA 


NM 019096 


Homo sapiens GTP bmdmg protein 2 (GTPBP2), mRNA 


NM 018949 


Homo sapiens G protem-coupled receptor 14 (GPR14), mRNA 


NM 019048 


Homo sapiens hypothetical protem (FLJ20752), mRNA 


NM 019086 


Homo sapiens hypothetical protem FLJ20674 (FLJ20674), mRNA 


NM 019040 


Homo sapiens hypothetical protein (FLJ20498), mRNA 


NM 018988 


Homo sapiens hypothetical protem (FLJ2033O), mKJNA 


NM 019005 


_ . i . i f , • /•-!— 'T TIAIO^N __T) XT A 

Homo sapiens hypothetical protein (FLJ20323), mKJNA 


NM 019027 


Homo sapiens hypothetical protem (FLJ20273), mKJNA 


NM 019008 


Homo sapiens hypothetical protem (FLJ20232), mKJNA 


NM 019000 


Homo sapiens hypothetical protein (FLJ201 d2), mKJNA 


NM 019087 


Homo sapiens h^othetical protein FLJ20051 (FLJ20051), mRNA 


NM 018996 


Homo sapiens hypothetical protein (FLJ20015), mKJNA 


NM 019021 


Homo sapiens hypothetical protein (FLJ20010), mKJNA 


NM 019018 


Homo sapiens hypothetical protein (FLJ 1 1 12 /), mKJNA 


NM 019084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895), mRNA 


NM OlyU/O 


xlomo sapiens nypoinexicai proxem v-^-L/J iw-tj—j, iiu.xj.^^-v 


NM 019088 


Homo sapiens hypothetical protein F23149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM_0 18973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 1 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


NM 01909c 


ij^mA cnnipnc awIia rmplpntiHp era tpd channel beta 3 (CNGB3 ), mRNA 


NM OloyDo 


TJrtmA roniP-nc rVirAmACATTlP 1 S AT1PT1 TPflflinff lTaillC 2 (C150Rx*2), ITiRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH) 5 mRNA 


NM 000552 


TT rt «-,/\ oanioTic T/nn \X7i 11 a AronH fjaptnr (VWhl mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloprotemase 3 (Sorsby fundus dystrophy, 
pseuaoiniiammatory j ^liiYLro;, nuviNn 


NM 003255 


TT nn«ianp fironck i -^"UiV*! t Ar A"F m p 1 1 AAr Atpi n a c.p 2 f TTA/TP2 1 . mRNA 
xiomo sapiens tissue mniDiior ui nici<iiiujjiuiv>iiiao& ^ahyu j* * i,avai1 *■ 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C 5 integral membrane 
^^^v^- i cvr\ /qtyhy"" 1 ^ nnrlMr opnp pnpndinp mitochondrial protein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(oJ-^xlo), nuclear gene encoumg miiot,nuiiuiicu piuicm, uum^a 


NM 006745 


Homo sapiens steroi-^^-meinyi oxiuabc-iiKc yo^tmuijj, hxi^-l^x 


NM_006860 


TT^^rt fl n«i'n«fi rMtfofiTro fJTP "KinHino- ArAfpiti Qmrvilav to RAYYRAB1C (RAYL). 
xjLomo sapiens putative urir -Dinuing piuudu ammo-i lvj ivni/ivrujivy v- 1 -^ *■ ^ -*-^/' 

mJKJNA. — 


-v XK A AAA CI 1 

NM_000531 


TT A rtin conipnc nmitViinp p nrHnmovl transferase TOTC^ nuclear sene encoding 

mitnfV»f\nHrin1 -rxTAtPlTl TTlRN^A 

lIlllUC'llV/llvll lal |JHJlt»lllj llJLXX_L^lil. 


iNM OOUoU/ 


Urtmr* conipnc At* AC Arm 1 A A"i H 1 ll)RAAl 1 TT1 rx N A 


XTN A AAT^'JQ 

NM 002z>Jo 


lT rt inn conipnc Arr^li l HlA ( 0(^T TsT^ mRNA 

XjLOlTlO Sa.pl Clio UWwlU-Ulll \vyv_^J_vl>< 1 1 1A VJ. > -tv 


"NTlV/f AA01A1 

iNM 00Z3U1 


Wattia cnnipriQ laptate dehvdroffenase C fLDHC\ transcript variant 1, mRNA 


XTX/f C\ 1*7/1/10 

NM 01 /44o 


U/^T-nrk cunipnc l^ptatp HpbvHrncrpnaqp C TLDHC1 transcript variant 2, mRNA 


NM 000o9Z 


u ArnA canipnc ValliVrpin "R nlasma ^Fletcher factor^ 1 fKLKBl\ mRNA 

rlOmO So. pi Clio K-dlllrvlClll -P , jJlcioiiia. iwiuuwi Aavtvx^ a , 


-K TA A AAO 1 Q1 

NM 002 ibo 


TjAtnn ccniAtic inVifhin bpfa R Tactivin AB beta nolvoeptide) (lNHBB), mRNA 


■KTKyr AAOI Q1 

NM OOZl^l 


TjnmA conipnc inniKin alnna /^TNT-T A^ mRNA 

XxOmO Sd.piCIlb llllllU/lll, cLl±Jiia. \±±vxxr*-j, i.in.\^i ^ z v i 


TvTTV ;T AAOA1 ^ 

NM OOZOIj 


TU/-\Tvir* cqtai atic fArVV>paH Knv Ol A frhabdomvosarcoma^ fFOXOlA), mRNA 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


NM 0006U4 


UrttnA conipnc fol^f-A rpppntAr % ( oamma > l rFOLR3\ mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


NM 004742 


TJrt«,A f.ot%io«c< p A T1 ocoAr»iotprl nt*A+pin 1 ^RATAPl^ TYiRNfA 

tionio sapiens £5/\ii-associaieu. protein 1 ^j^rvj-rvi uuvi^n 


NM 004925 


rlomo sapiens aquaporin d yswirj), niiviMrY 


-v TTV jf AA^7 1 Ol 

NM_007182 


tt _ „ „ oo^io^c Poo occr»Ai?atiAn /"R «1 frF)^/ AP-6^ domain familv 1 (RASSF1). 
jtiomo sapiens ivas assot/idLiun ^ivctivji^o/ r\± u.*jmciiii iauuij a ^ x^w* 

mlvlNA 


NM_01S941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retaroaiionj v.v^i^-ino^, iiiiNj.N.rt. 


NM 01o93o 


riomo sapiens uuinuuiciii i ^ljxjini^, iiu\±ys^. 


"XTA A A1 O/IA^ 

NM 0124UO 


Ur\mA conipnc PP H Amain pnntaminp 4 fPRF)lVT4^ mRNA 

norno sapieno riv lhjiuciiii t/unwuijiig *^ xvx-/.Lvx-Ty, — — — 


JNJVi Ulo/Zo 


rr ArnA conipnc m\/ACin SC HVlVO S (~!^ mRNA 


tvta /r n i ^7 ^ /i f\ 


u ATTin O n n ; pno hwiothptical nrotein DKFZo586H0623 (DKFZp586H0623), 


>JlV/f oir^si 

INlVx UIODjI 


xjfxn-i a canipnc •zinc finder protein fZFPV mRNA 


iNlVl l/i / jUj 


TTattia canipn«5 surfeit 2 ^§^^^2^ mRNA 


"JvTIV/F 0 1 Q A 1 Q 


ttatyia conipnc 9RY (<ze>x dpterminine reeion Yl-box 18 (SOX18), mRNA 


JNIVI U 1 O^f Z / 


TT nmn conipnc RMA nnlvmpra«?e T transcription factor RRN3 (RRN3), mRNA 


XTN/T HI R^A^ 
INIVJL 


TTnmn <?aniens hvpothetical protein PR02955 (PR02955), mRNA 


JNIVI UloDZD 


Watma conipnc: Wnnthpfiral nrntein PR02369 (PR02369), mRNA 


XN1V1 UIOjZU 


Wattia canipTic hvnotbetical r»rotein PR02268 (PR02268), mRNA 


NM 018605 


Homo sapiens hypothetical protein PR01777 (PR01777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO 1068 (PRO 1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO1051 (PRO1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 01S592 


Homo sapiens hypothetical protein PRO0800 (PRO0S00), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM_0 18699 


Homo sapiens PR domain containing o (jrxUJiviDj, mrvXN/\ 


NM_017534 


Homo sapiens myosin, heavy polypeptide z 5 sKeietai muboic, auun v ivi x nz,j, 
mRNA 


NM_0 18461 


Homo sapiens uncnaractenzeQ nemaiopoicuo aLciiypiugcintvi twno ^iui&m 

JYLLJbU^O ^iVJLLJouZO^, mivlN/\ 


"XTTV JT f\ 1 ore n 

NM 018559 


U/Nwrt nnriiano 1-i«rtT^rkl-\7X?or»r»'I"\ar-irl f* cr\f PlflP TPSnOTI QP-7 TYTOtcin TT/SR7 1 mRNA 

xiotno sapiens iipopoiysaccnantic bpc^/iii^ ic-ojjv/n&ti / piuivui v-*- vljav ' /' " uvi,xi 


NM 018694 


Homo sapiens HSVI binding protein (LOC55913), mRNA 


NM 018663 


Homo sapiens zzicjua peroxisomal memoraiic piuiciii-njvc {x^\j\s~j*jo^-> j, hu^x^jt^ 


NM 018640 


Homo sapiens neuronal specmc uanscnpuon id-utui ui^x i ^v^^jjooj;, iaax ^ l v 


NM 018639 


Homo sapiens to box-contaming wi^ protein ^uL/jjoofj, iilinj.n^ 


NM 018449 


Homo sapiens AJJ-01Z protein ^wv^djoo^;, mjviN^ 


NM_018658 


Homo sapiens potassium mwaraiy-rectiiymg cnannci, suoidmny j, uicniuci 
(KCNJ 1 6), mKJN A 


NM 018671 


Homo sapiens nypotneticai protein v jjv^woy /uu;, iiuvina 


NM 018439 


Homo sapiens nypotneticai protein iiVLr/\^ i ^nvix^-rt.v^ i iijxsj.n/^ 


NM 017521 


Homo sapiens rJbv protein ^xioi\j.N/\-rxi v ), mivLN-rt. 


NM 017526 


Homo sapiens leptm receptor gene-reiaxea proLeui ^nouDivura j, ilAAVlN ^ rv 


NM 017513 


rlomo sapiens metapnase enromosome piotciu i ^nomui\ju;, nuu^n. 


NM 017532 


Homo sapiens pcD protein ^rio/VJz^+ZD;, mruN/\ 


NM 018682 


Homo sapiens nypotneticai protein j^-l^v^ivi v^uh-it ^n-L^v^iviv^vyti: 7, nu>u.^-rv 


NM 018680 


Homo sapiens nypotneticai protein li±jk^kj\~>z, 1 x ^xi-L^vwvj^^ijr^j nu\j.>r\. 


•«-» jf A1 (1 i)lM1 

NM 018428 


Homo sapiens nepatocenuiar carcmoma-associdicu anu^cxi uu v.-ti^^""/? uuu^n. 


NM 017528 


Homo sapiens putative meinyitransierdse ^ra^voj^-H+M-^^, iiuxin^ 


NM 017964 


Homo sapiens nypotneticai protein rLJzuoj / ^ri^jzuoj / j, insKi^sn. 


NM 017952 


Jblomo sapiens nypotneticai protein jtj-»jz,u / «?o yri^j^yj / jo^, nirvi>rv 


NM 017936 


Tj/\m/\ nn«iri«f Ut rT-»/-*fVk^froo1 i-»T-nt^in PT T70707 ^PT T90707^ mRNA 

Homo sapiens nypotnencai protein ri^j^u /u / v ri^jz,u /\j / j, husj.^^ 


NM 017933 


Homo sapiens nypotneticai protein tjuj-^u / ui v j/x-.j-i.v /ui;, nixvi^i-v 


"XTX /T /\ 1 TOO 1 

NM 017931 


Jtiomo sapiens nypotneticai proiein rLjzuD^^ v * J ^ J ^' v ' u - 7:7 /? ^"m^^- 


NM 017911 


Jblomo sapiens nypotneticai proxem rLJzvojj \^rL<jz,uujjj, iiuvj.>rv 


NM 01789o 


Homo sapiens nypoineticai proicm rt/j^uuuj v i?i^jz,v/u^r-7y, niixx^z-i. 


NM 017888 


Homo sapiens nypotneticai protein ri^jzujoi ^rLJzujoi;, husj.n^v 


NM 017&65 


jtiomo sapiens nypotneticai protein rt/j^ujo i v x^ x^j-^\j^~> lj, mrvx^r^. 


NM 017855 


Tj Amrt Viirrx/^fVio+i/^ol T\T*ntf»iT-i PT T90*? 1 ^ ^ P f T90S1 mRNA 

Homo sapiens nypotneticai protein ruzujij ^ri>jz.vjijj, nixsa^^. 


NM 017849 


tt ______ rtft «,' a „- "U-.r*>^Vi£»+TA>ol rvr^fpin PT T9ft^(Y7 HPT T9H^07^ mRlsFA 

Homo sapiens nypotneticai protein rjujzuou/ \ri^jA\jj\j/j 9 mraNn. 


NM 017845 


Tj rt „, rt • i__ rr ,^*-*u Afi/>o1 T-vT-r\+<=»in PT T90^09 rPT T90S09^ mRNA 

xlomo sapiens nypotneticai protein r i^jz,\jd\jz, ^r^j^uju^, iiuvl^n^ 


NM 017842 


tt^^^ „ _ v»TM-»^rV»o^r»ol TTT-i-\+tf»iTi PT TOHzlRQ rPT T9O-dS0^ mRNA 

Homo sapiens nypotneticai protein rLJzu^oy v ri_»jz.vHo^; ? 


NM 017820 


rlomo sapiens nypotneticai proxem rLjzunjj \ti^jz.\j**dd), iiun_lx^ 


NM 017&06 


rlomo sapiens nypotneticai protein jt.ljzuh-ljo ^jrx-fj^v/H-uu^, nuu^n 


NM 017800 


rlomo sapiens nypotnencai protein rju.jz,\jjyD ^rijj^ujyj;, nuxj.^rv 


NM 017795 


Urtv«/- l ^„ • ^ rT^/^+Vio-fr/^ol Txvrxt^iTi PT T9H^7R TPT T90^7R^ mRNA 

rlomo sapiens nypotnencai protein ri^jzuj /o ^ljzuj / mrvi>^v 


NM 017794 


rlomo sapiens nypotneticai protein jriwjz.uj / j yr l^j^vj / j j y ixix\±^<r\. 


NM 017768 


rlomo sapiens nypotnencai protein rLjzujji ^rL.jzujji;, uum>a 


XT* JT f\ 1 T7n 

NM 017757 


XT-rx*^^ ^ l^^rt+Vk^Tr^ol T\**rk+#»i-n PT T90^07 /HPT T90^07^ mRTsTA ! 

rlomo sapiens nypotnencai proxem ri^jzuju/ ^jtj^j^uju/^, iauvln/^. 


NM 017749 


rlomo sapiens nypotnencai proxem jt-uj z-u^-^h- ^ri^jzuzyH;, iiitsj.n^i 


NM 017733 


U/\r>-i/-\ P «nio«e Vitrt-»/\TV\<»Ti/>5il nmtpin PT T909f^S rPT T909f^S^ mRNA 
rlomo sapiens nypotneticai proxem r ljzuzuj yri^jzAj^yj^j^ iiuvlnx^. 


NM 01 //3Z 


jnomo sapiens nypoxnetioai piuLcin i lj ^ux-v^ v a -l— '^-^^vjz-y, ixixxj-^r-i. 


NM 017730 


Homo sapiens hypothetical^rotein FLJ20259 (FLJ20259), mRNA 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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JNaVL Ul / Djj 


h™„ Q„r.^n<! hvnothetical nrotein FLJ20039 (FLJ20039), mRNA 


1N1VI Ul /OJ-i 


Homo sapiens hypothetical protein FLJ20036 (FLJ20036), mRNA 


"MIVT 0 17694 

1N1VX V/ 1 l\J£*'-T 


Homo sapiens hypothetical protein FLJ20019 (FLJ20019), mRNA 


"NTM 017623 


Homo sapiens hypothetical protein FLJ20018 (FLJ20018), mRNA 


"MM 01R390 


Homo sapiens hypothetical protein FLJ1 1323 (FLJ1 1323), mRNA 


AN1VX ulOJ OZ. 


Homo sapiens hypothetical protein FLJ1 1292 (FLJ1 1292), mRNA 


INiVX viOJJ / 


Homo sapiens hypothetical protein FLJ1 1 137 (FLJ1 1 137), mRNA 


"NTM 018320 


Homo sapiens hypothetical protein FLJ1 1099,(FLJ1 1099), mRNA 


ANaVX v 1 OD i / 


Homo sapiens hypothetical protein FLJ1 1 082 (FLJ 11082), mRNA 


tsja/T O1R301 I 


Homo sapiens hypothetical protein FLJ1 1016 (FLJ1 1016), mRNA 


"MA/T H1R9QS 
rsivx uioZ7j 


Hnmn aniens hvnothetical nrotein FLJ1 1000 (FLJ1 1000), mRNA 


XTM" 01R9Q1 


Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA 


ANaVX V/ 1 o^yxj 


Hnmo saniens hvnothetical nrotein FLJ10983 (FLJ10983), mRNA 


XTM" 01R7R0 


TJnmn saniens hvnothetical nrotein FLJ10945 (FLJ10945), mRNA 


"NT1V/T fiiR966 


Homo sapiens hypothetical protein FLJ10902 (FLJ10902), mRNA 


xnvr ms9^3 

XNIVX \J A Ox-UJ 


Homo saniens hvnothetical nrotein FLJ10898 (FLJ10898), mRNA 


ANIVX v A O-t/ 


Homo sapiens hypothetical protein FLJ 10867 (FLJ10867), mRNA 


>Jlvr 01R933 

aNAVX UIO^JJ 


Homo sapiens hypothetical protein FLJ10826 (FLJ10826), mRNA 


"NTM" 01R909 

AN1VX u 1 OiUi< 


Hnmn aniens hvnothetical nrotein FLJ10747 (FLJ10747), mRNA 


TsTM" 0 1 R 1 QA 
INiYl UlOl 


Urmin QpnipnQ hvnothetical nrotein FLJ10724 (FLJ10724), mRNA 


1N1VX UlOi/1 


Mnrnn qanims hvnothetical nrotein FLJ10716 (FLJ10716), mRNA 


>j\a m ri 


Homo saniens hvnothetical nrotein FLJ10547 (FLJ10547), mRNA 


>JTV/f 01 RI 31 


H rtm n ^nipnc hvnothetical nrotein FLJ10540 (FLJ10540), mRNA 


"Nnwr nisi 9d 

INIVX UlOl ZJ-r 


Homo sapiens hypothetical protein FLJ10520 (FLJ10520), mRNA 


MM" 01 RI 14 

INIVX UlOl It 


Homo sapiens hypothetical protein FLJ10496 (FLJ 10496), mRNA 


TsTK/f 01 R107 

ANAVA V/lOJLv/ 


Homo sapiens hypothetical protein FLJ10482 (FLJ10482), mRNA 




Homo sapiens hypothetical protein FLJ10461 (FLJ10461), mRNA 


"MM 01 RORS 

ANAVA \J 1 OV/O-J 


Homo sapiens hypothetical protein FLJ 10402 (FLJ 10402), mRNA 


1MM 01R079 

ANAVA V-» 1 OU / .7 


Homo sapiens hypothetical protein FLJ10379 (FLJ10379), mRNA 


xnvf 0 1 R063 

ANAVA \J 1 0\J\JJ 


Homo sapiens hypothetical protein FLJ10339 (FLJ10339), mRNA 


KT\A O1R06? 

INIVX vlOuUZ, 


Homo sapiens hypothetical protein FLJ10335 (FLJ10335), mRNA 


7\TM 01ROSQ 

INIVX UiOuJ7 


Homo sapiens hypothetical protein FLJ10324 (FLJ10324), mRNA 


TJM 01R0S3 

INIVX VIOUJJ 


Homo sapiens hypothetical protein FLJ10307 (FLJ10307), mRNA 


MM 01R046 

INIVX u 1 OU*tU 


Homo sapiens hypothetical protein FLJ10283 (FLJ10283), mRNA 


MM 01 R006 
anava v/ 1 o\j\j\j 


Homo sapiens hypothetical protein FLJ10140 (FLJ10140), mRNA 


MM 01R004 

ANAVA \J 1 OV/UT 


Homo sapiens hypothetical protein FLJ10134 (FIJI 01 34), mRNA 


MM 017999 

IN IV A V/ A 1 y ^7 y 


Homo sapiens hypothetical protein FLJ101 1 1 (FLJ101 1 1), mRNA 


MM 017992 

ANAVL \J L / -J J 


Homo sapiens hypothetical protein FLJ10083 (FLJ10083), mRNA 


MM 017991 

AN AVX V-/ A I yy 1 


Homo sapiens hypothetical protein FLJ10081 (FLJ10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FLJ10043 (FLJ10043), mRNA 


MM 01797^ 
iNivx u i / y / j 


TTnmo ^aniens hvnothetical nrotein FLJ10036 (FLJ10036), mRNA 


NM 017973 


Homo sapiens hypothetical protein FLJ10034 (FLJ 10034), mRNA 


XTTV/f fil 7A1 O 

InaVX U 1 /OIU 


u™™ cmien! livnothptiral nrotein DKFZn761D081 (DKFZP761D081), mRNA 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


XTA/T fll 7^0.0. 


Homo <?aniens hvoothetical nrotein DKFZp434K0920 (DKFZp434K0920), 
mRNA 


NM_0 17566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKPZp434G0522), 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (CI 7), mRNA 
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NM 018656 


Homo sapiens bladder cancer overexpressed protein (BLOV1), mRNA 


NM_0 18702 


Homo sapiens double-stranded RNA specific adenosine deaminase (ADAR3), 
mRNA 


NM 014160 


Homo sapiens HSPC070 protein (HSPC070), mRNA 


NM_004288 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains, bmding 
protein (PSCDBP), mRNA 


NM 004060 


Homo sapiens cyclin Gl (CCNG1), mRNA 


NM 006521 


Homo sapiens transcnption factor binding to ICjHM enhancer 3 {l mi), mKiN/v 


NM 007035 


Homo sapiens keratocan (KERA), mRNA 


NM 000546 


Homo sapiens tumor protein p53 (Li-Fraumeni syndrome) (TP53), mRNA 


NM 003015 


Homo sapiens secreted frizzled-related protein 5 (SFRP5), mRNA 


NM 003012 


Homo sapiens secreted frizzled-related protein 1 (SFRP1), mRNA 


NM 017414 


Homo sapiens ubiquitin specific protease 18 (USP18), mRNA 


NM 016525 


Homo sapiens ubiquitin associated protein (UBAP), mRNA 


NM 017442 


Homo sapiens toll-like receptor 9 (TLR9), mRNA 


NM 016937 


Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA 


NM 016931 


Homo sapiens NADPH oxidase 4 (NOX4), mRNA 


NM 017433 


Homo sapiens myosin IHA (MY03A), mRNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mRNA 


NM 005536 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 1 (IMPA1), mRNA 


NM 017410 


Homo sapiens homeo box CI 3 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box C10 (HOXC10), mRNA 


NM_015922 


Homo sapiens NAD(P) dependent steroid dehydrogenase-like; H105e3 
(H105E3),mRNA 


NM 004129 


Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA 


NM_0 17423 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GalNAc-T7) (GALNT7), mRNA 


NM 016947 


Homo sapiens G8 protein (G8), mRNA 


NM 017434 


Homo sapiens dual oxidase 1 (DUOX1), mRNA 


NM 012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA 


NM 017418 


Homo sapiens deleted in esophageal cancer 1 (DEC1), mRNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


Homo sapiens apelin; peptide ligand for APJ receptor (APELBST), mRNA 


NM 000477 


Homo sapiens albumin (ALB), mRNA 


NM_007235 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 
mRNA 


NM_004585 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


NM 002134 


Homo sapiens heme oxygenase (decycling) 2 (HMOX2), mRNA 


NM 002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYP A), mRNA 


NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NM_0 13280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 
mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


NM_013410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM_013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nuclear gene encoding mitocnonanai proiem, iiuvln^. 


NM 004992 


Homo sapiens metnyi Lpu oinQing protein ^xvett oyiMJivjint,^ v- lvj - j - ,v --' x iall ^ ^ v 


NM 003926 


Homo sapiens meuiyi-v^pijr Dinuing uomdiii jjiuicin ~> \i.yi±j±s-j nuvi^ 


NM 006150 


nomo sapiens i^irvi Qomain oniy o ^i^ivrv^oj, hixvin-tv 


NM_0 13431 


TT«*«A oo-r-*i£»«c i—i 11 ^t- f»i»ii ic>r>f -i-n liVfa rf*rf*T\tc\Y cnHfamilv d member 4 fICLRC4)« 
nOino sapiens Kiner ecu lecim-iiKc icwcpuji auuianaij v_^ 3 iiiv ^ AiiL wa ^ v^^" 1 ^-*- ^ vj 


XTN >f A A 1 /I O *7 
JNM UU14Z/ 




NM UU14ZO 


riomo sapiens engrancu numuiug i ^xiiNi^, 


NM 0U344D 


llArnA cQm'pnc rrinr- finapr nrnfpin 1 S S fnTT7-96^ ^ZNl*'155) niRNA 


NM 016220 


TjArviA canine ^ n p finCTFT nrrfctRlTI ^71^1^? /''/Kl)2S > i TTlRNA 

xiomo sapiens zinc nnger proiein \^>r y uuu^n 


NM 015oj5 


Ua»via conionc \X7i1ty-»c himnr q ccr^r , i af"F»H TYTAtPiri ^WI'l'-l 1 TTlrvlN A. 

riomo sapiens wiims iLunur d-aauwictic-u. pujttiii ^wia imvn^i 


TvlTV A A 1 ^C?"} 

NM UIjo/3 


riomo sapiens vniin-iiKc \^ v xx^\->), i\.usami^ 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


NM 0163/5 


U/M«n ro^ianc iroT*-ioKlp» r»ViQTTTf» r\rritf»in c\v\ With TWO TCACatS rVCX-2r 1- mRNA 

rionio sapiens vanaDic undxgc protein on -/v wim iwu iwpwa.to \ ▼ v^^^. ^ a /3 »- 


NM 016437 


riomo sapiens uiDunn, gamma z ^r uduz-j, iiitvl-n^v 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 


NM 016089 


Homo sapiens isJv/vo-zinc linger protein oz,r 1-1 ^o-^r ij 9 iiixvln^. 


NM_013272 


Homo sapiens solute carrier iamuy z I (^organic anion transporter mcinuci 1 1 
(SLC21A1 1), rriKINA 


NM 015926 


Homo sapiens putative secreted protein (SIG1 1), mRNA 


NM_0 16224 


Homo sapiens olio ana rA aomain-contammg proiem onorAi ^njryvi;, 
mRNA 


NM 016276 


Homo sapiens senjm/glucocorticoia reguiatea Kinase z ^okjjs^^j, iiixvin^. 


NM 015884 


Homo sapiens ozr protein (ozrj 5 mKJN/\ 


"K TTfc JT A 1 /" O C ^" 

NM 016356 


Homo sapiens Jtcuzo ^KUZj, niKXN/\ 


NM 016321 


Homo sapiens rvn type l. glycoprotein ^ixjriv^vjr^, nuuNn 


NM_0 15900 


Homo sapiens phosphatidylserine-specific phospholipase Alalpha (PS-PLA1), 

TTlKJN/V 


NM 016533 


riomo sapiens mnjunn l ^iniinjzj, iiirviN/-v 


NM 016641 


riomo sapiens memorane mieraoung proieiii ui iv^joiu ^iviu\iu^, 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MAN1), mRNA 


NM_0 16249 


Homo sapiens melanoma antigen, iamuy jd, i, o<tiieci/tci>ti£> &pown^ v > avj -^*- vjajx -' a /? 

T> XT A 


NM 016153 


riomo sapiens lw-i y±~> w - 1 ^, miviN/A. 


NM 016551 


riomo sapiens seven rransmemorane protein livr/ox^j ^iivi/oj. -v? nuviii-L 


NM_Ulo52y 


Unmrt coni^nc ATPocp ominr^nrir^C'nTinli'niH fraA^AOrter-lilve ClaSS I. tVDe 8 A, 

riomo sapiens AirasCj arniiiopiioopiioiipio u. anopui lv^i , viaou , - - t w * *-j 
i^ pr 9 ^ATPSA?^ mR "NT A 


NM 016432 


riomo sapienb bynorctin ^l«vj^j i i^ry j 9 uuuNrv 


NM UloioZ 


riomo sapiens gnreim pieeursur ^luv^j i /joj y 


TvTA A A1 i^O'TA 

NM Uloz/U 


lTr»mn CQnipnc Xf Tiinr^F»1 lilr#> fartAr OP5l713^ mRNA 

riomo bapicno rvxtippci-iuvc idotui ^j-»v_/v^^ji / a^^, uuvli^i 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


NM 016231 


Homo sapiens nemo-nice Kinase ^lul j i /uij, iiuvlnxa 


NM 016225 


Homo sapiens K1UJ type ilia protein ^i^w^z> io70j, iiuvln/-v 


NM 016219 


Homo sapiens alpha 1,2-mannosidase (LOC51697), mRNA 


NM 016217 


Tj rt »v,ft nnn ; 0 «c- VkT-mr** -p/n.^ Vi^-r»-i^lr\rr /^-T "T>rricr»Ahilfl Vipadra^p fl OCS1 696 1 mRNA 
Homo sapiens nxiiJL^ ior nomoiog 01 urobupima ncau^ciae ^i_»v-/v^^ iu^^, iiuu, / x 


NM_016199 


Homo sapiens Uo snKJNA-associatea om-iiKe proiem i^om/ ^Lrv^v^oio^/o^, 
mRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NM_0 16447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lms 2 
(LOC51678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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NM 016079 
NM 016062 


Homo sapiens CGI- 149 protein (LOC51652), mRNA 

Homo sapiens CvxL- izo protein ilww i oh / uuuxn. 

xt ■ /~v^t i on -t-kt-z-k+^ir^ /T OP^ 1 f\AA\ mRNA 


NM 016057 
NM 016056 
NM 016047 


Homo sapiens COl-i/U protein (luv^j idhh;, ullvln^y 

Homo sapiens CGI-119 protein (LOC51643), mRNA 
Homo sapiens CGM10 protein (LOC51639), mRNA 

XT _ • „ r*s~*T gzc\ «i-A+oin /T C\f^^ 1 A9Q^ nYRNA 


NM 016016 
NM 016008 


Homo sapiens CGl-oy protein (LULDIOz^;, mivrs/^ __ _ 

Homo sapiens CGl-oU protein (Iajlo iozo), misdN/\ _ 


NM 015995 


Homo sapiens Kruppel-liKe iactor 13 id), imviNA 


NM 015980 


Homo sapiens HMP19 protein (lAJio 101 iimiN/\ 


NM 015958 
NM 015941 


Homo sapiens CG1-3U protein (luld 101 i) 9 mRiMn , _ 

Homo sapiens CGI- 11 protein (Iajioiouoj, misjNA . 


NM 015937 


Homo sapiens CGl-Uo protein ^jlajio louq-;, hirina _ 


NM 015929 


Homo sapiens iipoyltransierase iluujioui;, uunj>^ m _ 


NM 015921 


TT - ^„ j^miav.f r.o+irwn tolerant nmtpiTi PTTTA CX ,OC5 1 596\ mRNA 

Homo sapiens divalent canon toierant proiem ±/-v yi^\^\^-> ^^^^ _ 


NM 015908 


Homo sapiens arsenate resistance pruicm /vtvo^ ^rvxvoz^, im^^-fx . 


NM 015875 


Homo sapiens unnamed. JtiiiKV-xi protein yi^v^^j i dolj, iiimNn 


NM 015874 


Homo sapiens H-2rL binding iactor-z jj-^v_o uqua uumn/v _ 


NM 016283 


Homo sapiens adrenal gland protein au-uuh ^lu^ju / o^, nuvi^n. 


NM 016644 


Homo sapiens mesencnymai stem ceil protein .u^jh iJJ v> 


NM 016643 


Homo sapiens mesencnymai stem cen protein liov,hj ^u^juj^j, 


NM 016642 


Homo sapiens beta V spectrin (i3brJt!^v; 3 iiusjna 


NM 016638 


Homo sapiens SRp25 nuclear protein (LUUD io^y), missy s\ 


NM 016637 


Homo sapiens ncaml (LOC5 1 328), mRNA 


NM 016633 


Homo sapiens EDRF protein (LOC51 51 /), mKJNA 


NM 016625 


Homo sapiens hypothetical protein (LUC^ 13 1^), mKJN/v 


NM 016622 


Homo sapiens hypothetical protein (LOC5 1318), mRNA . . 


NM 016621 


Homo sapiens hypothetical protein (LOC5 131/), mKJN j\ 


NM_0 16609 


Homo sapiens hBOIT for potent bram type organic ion transporter ^u^u i 
mRNA — 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NM_016591 


Homo sapiens core 2 beta-l 9 6-N-acetylgiucosammyitransierase o ^uv.juwi;, 
mRNA 


NM 016585 


Homo sapiens testicular naploid expressed gene ^lncu;, iiusj.>i^v 


NM 016573 


Homo sapiens vjem-interactmg protein ^jukj^d u.y i), iiuva^^ 


NMJ) 16568 


xx * - ~~~.^4-^i-~ *-i*.rs £»x>f^r- cat "PT? • cnmato^tatin and angiotensin- 
Homo sapiens G-protem coupled receptor D/vjuriv, somdiobuiuii anu aiigiuiwiom 

like peptide receptor lzoy), mKJN/v — 


NM 016566 


Homo sapiens pparl (JLiJLolzoo), itikjna 


NM 016563 


-r-r * • _ /T AOC 1 OOC\ __T> "\.T A 

Homo sapiens Ris (LOC5 1285), mKJN A 


NM 016548 


Homo sapiens golgi membrane protein vjJr /3 ^u^^ izou;, nuviN^ 


NM 016499 


Homo sapiens nypotneticai protein (LUi^^ izz>^;, mxvi^^ 


NM 016490 


Homo sapiens hypothetical protein (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LULd iziy), mKiNA 


NM 016459 


Homo sapiens hypothetical protein (LULD iz3 / ), nmiN/v 


NM 016449 


Homo sapiens hypothetical protein (LOC51233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccmia related Kinase 3 vla^o i^i;, iiuvln/a. 


NMJ) 16427 


Homo sapiens transcription elongation factor (bill) elongm a/ ^l^n^^L,;, 

mPMA 

llUvlN^V ■ — 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NML016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC5 1201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC51 198), mRNA 
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NM 016341 


Homo sapiens pancreas-enriched phospholipase C (LOC51 196), mRNA 


NM 016323 


Homo sapiens cychn-E binding protein 1 (LOU:> 1 19 1), mKJNA 


NM 016317 


Homo sapiens neutral sphingomyelinase (LOC51 19U), mKJNA 


NM 016286 


Homo sapiens carbonyl reductase (LOC51 181), mRNA 


NM 016269 


Homo sapiens lymphoid enhancer binding iactor-1 (JLajus 1 1 /o), itikina 


NM_0 16245 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR2 
(LOC5 1 1 70), mRNA 


NM 016241 


— ' j * i /T AAC1 1 ZTA\ «,D\T A 

Homo sapiens endomucm-1 (LOC51169), mRNA 


NM 016230 


Homo sapiens flavohemoprotem b5+b5K (.LUCd 1 lo/), mKJNA 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC5 1 164), mRNA 


NM 016215 


Homo sapiens NEU1 protein (LOC51 162), mRNA 


NM 016210 


Homo sapiens g20 protein (LOC5 1161), mRNA 


NM 016161 


Homo sapiens alpha-l,4-N-acetylgIucosaminyltransierase (luld i iwj, ixusj-na 


NM 016123 


Homo sapiens putative protein kinase NY-KfcJN-o4 antigen (LULDi itikjna 


NM_016120 


Homo sapiens putative ring zinc linger protein NY -KJbN-43 antigen 
(LOC51132), mRNA 


NM 016033 


Homo sapiens CGI-90 protein (LOC5 1115), mRNA 


NM 016032 


Homo sapiens CGI-89 protein (LOC5 1 1 14), mRNA 


NM 016030 


Homo sapiens CGI-87 protein (LOC5 1112), mRNA 


NM 016028 


Homo sapiens CGI-85 protein (LOC5 1111), mKJNA 


NM 016027 


Homo sapiens CGI-83 protein (LOC5 1110), mRNA 


NM 016022 


Homo sapiens CGI-78 protein (LOC51107), mRNA 


NM 016018 


Homo sapiens CGI-72 protein (LOC51105), mRNA 


NM 016013 


Homo sapiens CGI-65 protein (LOC51103), mRNA 


NM 016011 


Homo sapiens CGI-63 protein (LOC5 1 102), mRNA 


NM 016006 


Homo sapiens CGI-58 protein (LOC5 1099), mRNA 


NM 015999 


Homo sapiens CGI-45 protein (LOC51094), mRNA 


NM 015982 


Homo sapiens germ cell specific Y-box binding protein tLUL.:> luo /), rmus a 


NM 015963 


Homo sapiens CGI-36 protein (LOC5107b), mRNA 


NM 015959 


Homo sapiens CGI-31 protein (LOC51075), mRNA 


NM 015950 


Homo sapiens CGI-22 protein (LOC51069), mRNA 


NM 015938 


Homo sapiens CGI-07 protein (LCJLo lUoo), mKJNA 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


NM 015914 


Homo sapiens hypothetical protein (LOC51U51), mKJNA 


NM 015910 


Homo sapiens hypothetical protein (LOC51057), mRNA 


NM 015901 


Homo sapiens unknown (LOC51055), mRNA 


NM 015893 


Homo sapiens preproprolactin-releasmg peptide (LUCMUDzj, mKJNA 


NM_015887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 
mRNA 


NM 015880 


Homo sapiens RIG-hke 14-1 (LOC51047), mRNA 


NM 015877 


tt * rr i t j i , , i , . * .,, /T AAC1 A/|C\ rwDXT A 

Homo sapiens Kruppel-associated box protein (L(JC^1U4^), mKJNA 


NM 015863 


Homo sapiens surfactant protein B (LOC51041), mRNA 


NMJ315854 


Homo sapiens retinoic acid receptor-beta associated open reading frame 
(LOC51036), mRNA 


NM 015849 


Homo sapiens pancreatic elastase LIB (JLUUD iu^z;, ttikin a 


NM 016075 


Homo sapiens CGI-145 protein (LOC5102b), mRJNA 


JNJVL UIOU/H 


TTnmAj cciriifnc rTrT 1 nrntpin ri^OC51027). mRNA 


NM 016063 


Homo sapiens CGI- 130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-111 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-1 8 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-121 protein (LOC51002), mRNA 
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NM 015948 ] 
NM 016040 ] 
NM 016571 : 
NM 015868 
NM 016281 
NM 016358 
NM 016291 
NM 015848 
NM 016506 
NM 016498 
NM 016460 
NM 016390 
NM 016091 
NM 016522 
NM 016258 
NM 016173 
NM 016516 
NM 016540 
NM 012196 
NM 015898 
NM 016357 
NM 016218 
NM 016240 
NM 016073 
NM 016315 
NM 016620 
NM 015896 
NM 016426 
NM_0 15928 

NM 016238 
NM 016376 


Homo sapiens CGI-19 protein (LOC51000V mRNA 
Homo sapiens CGI-100 protein (LOC50999V mRNA 

Homo sapiens lengsin (LGS), mRNA 

Homo sapiens NK-receptor (KIR-023GB"), mRNA 

Homo sapiens STE20-like kinase (JIK), mRNA 

Homo sapiens iroquois homeobox protein 4 (IRX4), mRNA . . — 

Homo sapiens mammalian inositol hexakisphosphate kinase 2 (IP6K2), mKJN A 
Homo sapiens cytokeratin 2 (HUMCYT2A), mRNA 

Homo sapiens hypothetical protein (HSPC252), mRNA 

Homo sapiens hypothetical protein (HSPC242), mRNA 

Homo sapiens hypothetical protein (HSPC192), mRNA 

Homo sapiens hypothetical protein (HSPC109), mRNA 

Homo sapiens HSPC025 (HSPC025), mRNA 

Homo sapiens neurotrimin (HNT), mRNA 

Homo sapiens high-glucose-regulated protein 8 (HGRG8), mRNA 

Homo sapiens HEMK homolog 7kb (HEMK), mRNA . 

Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 

Homo sapiens G protein-coupled receptor 72 (GPR72), mRNA 

Homo sapiens G antigen 8 (GAGE8), mRNA __ 

Homo sapiens HIV-1 inducer of short transcripts binding protein (FBI1), mRNA 
Homo sapiens epithelial protein lost m neoplasm beta (EPLIN), mRNA 
Homo sapiens polymerase (DNA-directed) kappa (POLK), mRNA 

Homo sapiens CSR1 protein (CSR1), mRNA _ 

Homo sapiens CGI-142 (CGI-142), mRNA 

Homo sapiens CED-6 protein (CED-6), mRNA 

Homo sapiens hypothetical protein (BM-005), mRNA . 

Homo sapiens dlu proiem ^r>i^u^, uuvm-r*. — — . — 

Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 

Homo sapiens androgen-induced prostate proliferative shutoff associated protein 

(AS3), mRNA 

Homo sapiens anaphase-promotmg complex subunit 7 (APC7), mRNA 
Homo sapiens ANKHZN protein (ANKHZN), mRNA 

' . 'i \ i • o i 1 / A TT'T IT "\ ml? "M A 


NM 016282 
NM 016453 
NM 016614 
NM_015365 

NM 007126 


Homo sapiens adenylate kinase 3 alpha like (AJsJ^ilj, itlkina 

Homo sapiens SH3 protein (AF3P21), mRNA 

Homo sapiens TRAF and TNF receptor-associated protem (AD022), mRNA 
Homo sapiens Alport syndrome, mental retardation, midface h^oplasia and 
elliptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 
Homo sapiens valosin-containing protein fV CP), mRNA _ 


NM 001059 
NM_005963 

NM 005561 
NM 006407 


Homo sapiens tachykinin receptor 3 (TACR3), mRNA 

Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 

mRNA — 

Homo sapiens lysosomal-associated membrane protein 1 ^ajvit l), hikina 
Homo sapiens vitamin A responsive; cvtoskeleton related (JW A), mRNA 


NM 000854 
NM_001953 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 
TTnmn sarins Hv^^lHpViyHp-^ -phosphate dehydrogenase (GAPD), mRNA 
Homo sapiens endothelial cell growth factor 1 (platelet-derived; (ECG* 1), 
mRNA 


NM_000927 
NM 015686 


Homo sapiens ATP-binding cassette, sub-family B (MDR/1AP), member 1 

fABCBl), mRNA 

Homo sapiens TED protem (TED), mRNA 


NM 014070 
NM 014069 


Homo sapiens STG protein (STG\ mRNA 

Homo sapiens SPR1 protein (SPR1), mRNA 
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NM O1406R 

1N1VX Ul*tUUO 


tfnmn <tanipns SFFTC 1 nrntein fSFF-Kll mRNA 


nm oi4osi 

1N1Y1 \J I 4UJ I 


TTnmn ^aniens PTD01 1 nrntein fPTDOll i mRNA 

AjLOIHO OdpiCllO AT A JL/v/ A A piULV^lil ^X IJUwl J- llAAVANXTk 


NM 01410Q 

lNIYX V/lHl \jy 


u nmn conienq PRD2000 rirotein rPRO2000^ mRNA 


TsTTV/T O14107 


u nT11 A co ni > n c PPOI 992 nrntein TPROI 992^ mRNA 


mm 01400^ 


U nrn A cariipnQ PPOI 600 r»rntf»in fPROI 600^ mRNA 
XTAvJIlHJ DapiCiio a Ivvluvu LJi v/ twill avv^ l uuu y 3 1 1 iavj. n 


mm 0140R4 

IN IVX \J i *+U OH 


il ftmn Qanipnc PPO0806 -nrntein fPPO0806i mPMA 

AJLvJlll\J oapiCllo A IVV/vOv/U |JXUvC/Ail \^A AVV^ UUUVJ y ? 1 1 1AV1 ^ xV 


NM_014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 




xiomo sapiens ri\uuj7/ proiem ^rivuvj7 /^j.mxviN^i 


MA/f O 1 4 1 7 ^ 
1N1V1 U 1*41 ZD 


XlOlilO bdpiCIlb l JWJUjZ, / pr<JlClIl ^i IVUI/JZ. / IIXXVLNrA. 


JNIVI VJl'fUol 


riomo sapiens r ssXj\)Ay / proiem y± xsxjkj z*y / ) y mx\_iN/\ 


mm o 1 407 7 


juOiTio sapiens in i i d proiem ^in i i jj, iiitvln/y 


MM HI ^167 
1N1VX__U 1 jjO / 


T-3Vvm/~v co-niArtc A/1 1 1 1 TYrrvtf=»in C\A \ 1 1 ^ *nnr»1f*5n" crf^nf* f»nr , nHino' mi 'tnplinnrlnal 
AAVJlIlO 2>d.piCIlb XVXJ-LrX pilJLClIl ^XVXJLX-/ X J y IlUivlCcti gCllC CiiiviJUiil^ AXJU HJOllOlUJl ltXl 

■j*\i~r\i'F > in ml? "M A 
|JHJtClilj lllAVlN^V. 


nm 014060 

1NIVX O 1H-UOU 


TTnmn canienQ MPT-1 nrntein fMCT-l i mRNA 

JLAVJllJHJ OCtpiWllD 1V1V 1 " 1 [JHJLt/111 ^lVlv^l 1 jj 11AA\_LN^V. 


nm oi4£09 

IN 1VL U 1 Hoy z. 


Wnmn canipnc ITT A A 1 1 1 6 nrntein fRTT A A 1 1 1 6 i mRNA 


NM O1406R 

INIVX \J 1H7UO 


TTnmn canienQ TCI A A 1 1 04 nrntein HCT A A 1 1 04 i mRNA 

jTaAJXIJUJ b<ipiCIlL> XVX-TV/iL X lUt \Jl \J LCJ.11 ^XTwJLTVTA. X lv/*t/j 1I1A\JLN/A. 


mm n i aq i 


TJ ATY1A cci-nipnc FT A A 1 074 nmfpin /TTT A A 1 074 l mPNA 

jriomo sapiens aVx/v/\i\j /h- proiexn ^jlvi/\/yiu f^)^ ixxxsj.n^-v 


mm n 1 40 1 i 


U Arnn conipnc ITT A A 1 045? Tvrn tein HTTA A 1 048 i mPNA 
JTAUrilL) ddpiCllo JlVJLrWA 1 \J i -tO prOlClIl i v X\JL/-\_rVXV/ t TOy 5 XI1X\J.N/-V 


mm 01406^ 

INIVX OIH.7U.7 


TTnmn cnnienc JC1 A A 1 049 nrntein HC\ A A 1 049 i mRNA 


MM O 14047 
1N1VX O 1 nyn 1 


TTnmn csmienQ TTT A A 1 041 nrntein Hv TA A 1 041 i mRNA 
JAXOXllU bdpiCllo JlXJLrVrV X X piUlClll ^XNJLrV-rV X UH X^, illXvlN/v 


NM 01 499^ 

INIVX \J LHy^D 


TTnmn QanienQ TCTA A0Q70 nrntein fPCTA A0Q70i mRNA 


NM OI^IO 

1NIVX \JL3jl\J 


TTnmn csmienc TCI A A0949 nrntein n<TTAA0Q49i mRNA 


NM Ol ^0^7 

1N1VX \JLJ\JJf 


TTnmn Q^rtienc TTTA A0Q16 nrntein /'TvTAAOQ^i mRNA 


MM 0 1 4044 


TTomn c-anienc TTTA A 001 1 nrntein HO A A 001 1 i mRNA 
XavJIIIO adpiCIlb J\JJ\JWJy 1 X piUlClXl l^XVX^rV-rVv-/ X 1^, 111AVJ.N A 


MM 014061 
INlYx yJLHyOl 


TTrktTirk conipnc l^TA AOR71 nrnfpin HnAA0871^ mPNA 
ATOmO SapiCllb £\As\r\\JO / 1 piOLCin l^JSJLrVrVUo / I IIIXSJ-N/a. 


TvJM H14Q41 
IN 1V1 U 1 Hy*t 1 


U nrnn conipnc XfT A AOR^9 r»rntein /T<TTA A0RS9i mPNA 

xioino sapiens jsaj\t\\joDjL proiem yjs^ifxrsxfaDz.), iiixvin 


MM 01 ^76 


jnLomo sapiens KiAAUo*fo protein ^i\j-ft_^vuc>*+oj, ttiivin/\ 


NM 01471S 

1NIVX \J IH / 1 J 


TTnmn QanienQ Tv T A A 071 9 crene nrnrlnet rRTTA A071 9 i mPNA 


NM 014R71 

1N1VX O 1 HO / 1 


TTnmn canienc TTTA A 071 0 oene nrnHnet TPfTA A 071 0 1 mRNA 
JtlUinU SdpiCIlo J\~lJ^r\\j / XO gCUC prOiXUivl I^XVJjrVjrVO / lO/, IIXtvlN/A. 


MM O14700 
in ivi \j 1 h- / yy 


XaOIIIO SdpiCIlo llCpildCollIl ^X1JC/A AA Jy llLTVlNxv 


NM Ol 467S 

IN 1VJL O 1 HO / O 


TTnmn canienQ PCTA A0685 crene nrnrlnrt HCTA A0685 i mRNA 

XxOillO bdpiCllo J\J/\A.UUOJ gCllC piOVALLVvL ^iv^ijrvrvuuoj J 9 1 1 lAvi N S\. 


MM Ol 401 1 

IN IVX O 1 *rO I 1 


TTnmn QsinienQ TCTA A 0671 crene nrnHnet fTCTA A 0671 i mRMA 
XTaOIIIO SdpiCIlS XVXrVrVOO / X ^CllC piOUUlvl \r%^Lr\x\\J\j / X J 9 lllXVlN^V. 


MM 014741 


TTnmn QnnienQ TCTA A0659 crene nrnHnrt fK"TAA0657^ mPNA 

XaOIIIO o dpi Clio JLVX-TV-TVOO U gCllC piOiXLLCl l v XNJ-rVrVV/Ow»*-y, 1 1 1A VI > r\. 


MM 014669 


TTnmn ^aniens TTTA A0645 crene nrnrlnrt HCTA A0645 i mRNA 

AAOIllO OdpiCllO XwA/Tk^xV/O'T-/ gCllC pi UIAIAL^L \X±*1X^*l\\J\J'^*J 111AVI N ii 


NM 0148^8 

A > 1VJL UltOJO 


TTnmn <ianienci KTA A06^7 crene nrnHnrt TTTTA A06^7 » mRNA 

AA,01110 OdpitllO 1\AT\JVUU J / jt^WlXW piOVJ.LAL/L ^l\JJXrVu W J / y 5 lllANA^lxT. 


MM 014774 

IN IVX UlH/ / 


TTnmn canien<i TTTA A 0404 crene nrnHiint rK*TA A0494^ mRNA 

XaOIIIO SdpiCIlo JTiI/V/\u'+7 t T gCIlC piOU.UL/L l^XSJ_rt-f^O'+-7 t T^5 XllXvXN^V 


NM 014870 


TTnmn cinnienQ "RTTA A 0478 aene nrn^nrt HCTA A 0478 1 mRNA 

XAOIIIO OdpiCllO AVA^\_rA.\7*"T / O ^CllC piOOlAV/l ^IVJJTXI.V'T / t> J 9 1 1 1AV1 > I\. 


NM 014856 

A>AVA \J A _^ \J 


TTnmn <;anien<; TCTA A0476 crene nrnHnrt H<CTAA0476i mRNA 


NM 014864 


TTnmn ^aniens KTA A0475 crene nrnHnet TTCTA A0475 i mRNA 


NM 014857 


TTnmn <;anien<i TCTA A 0471 crene nrnHnrt fK7AA0471 i mRNA 

A AVJlllW OdpjWllO i\ArLf\V*T/ A gCll& piVJUlAl^V ylvliLii.V/^ / A y 5 11AA\_LN^X 


NM 014812 


TTnmn ^aniens KTA A0470 crene nrnHnrt ffCTA A0470i mRNA 
AA01110 odpiciio x\~i~ixjr\.\j'~T / \j gene piouiAL/L \^A^x-T»-rvv/*T / vy, iialvan^v 


NM 0148^6 


Homo ^aniens KIAA0451 crene nroduct (TCIAA0451 i niRNA 

A IV/lliU Ou|JlwllO i\A/VTV.V~J A ^WllV piUUlAV/L yiVJUlilu 1^ ± /j 11LLVL ill. 


NM 014675 

A T AVA \J A ~ Vy / 


TTnmn <?anien<; KTA A0445 crene nrnHnrt fiCTA A0445^ mRNA 

lAUlllv OdpiCllO x\A/Vrv\/*T*TJ gCllC pi UUUvl ^l\J/vTl.v 1 ! w/ /j L 1 IAVJ. ^ XV. 


NM 014751 

A " AVA \J A «^ / w' X 


TTnmn «;anien«; KTA A 0490 aene nrnHnrt H<CTA A0499i mRNA 

AXU111U odpiOllo XX JLTLrVv"^. -7 gCHC piOVlU^C ^J^ArLrl. V*Ta. 7 / j liJULVlir\ 


NM 014724 

IN AVA \-/ A^ / 


TTnmn QanienQ KTA A0496 crene nrnHnrt fKTA A0426i mRNA 

XXVJlllw OdpiCllO JCVJUt^rV0*T^-.O J^CilC plUUUUl \^M^JLr\XlL\f^T^*\J J 9 1 1AAV1 > JTx. 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA0319), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (K1AA0304), mRNA 


NM 014807 


Homo sapiens K1AA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 



459 

BNSDOCID: <WO 030746 54A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 015153 
NM 014747 
NM 014873 
NM 014846 
NM 014738 
NM 014640 


Homo sapiens KIAA0244 protein (KIAA0244), mKNA 

Homo sapiens KIAA0237 gene product (KIAA0237), mRNA 

Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 

Homo sapiens KIAA0 1 96 gene product (KIAA0 196). mRNA 

Homo sapiens KIAA0195 gene product (KIAA0195), mRNA _ 

Homo sapiens KIAA0 173 gene product ikiaau i / i ), mruN n. _ 

Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


NM 014666 
NM 014641 
NM_0 14737 

NM 014770 


Homo sapiens KIAA0 1 70 gene product (KIAA01 70), mRNA 

Homo sapiens Ras association (RalGDS/AF-6) domain family 2 (RASSF2), 

mRNA — — 

Homo sapiens KIAA0 1 67 gene product (KIAA0 1 67), mRNA 


NM 014739 
NM 014865 

NM 014748 
NM 014876 
NM 014764 
NM 014875 


Homo sapiens KIAA0 1 64 gene product (KIAA0 1 64), mRNA 

Homo sapiens chromosome condensation-related SMC-associated protem 1 

(KIAA0159), mRNA 

Homo sapiens KIAA0064 gene product (KIAA0064), mRNA 
Homo sapiens KIAA0063 gene product (KIAA0063), mRNA 
Homo sapiens DAZ associated protein 2 (DAZAP2), mRNA 
Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM 014642 
NM 015340 
NM 014634 
NM 014783 
NM 014008 
NM_014066 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 

Homo sapiens leucyl-tRNA synthetase, mitochondrial (KIAA0028), mRNA 

Homo sapiens KIAA0015 gene product (KTAA0015), mRNA 

Homo sapiens KIAA0013 gene product (KIAA0013), mRNA 

Homo sapiens JM1 protem (JM1), mRNA _ 

Homo sapiens HT002 protein; hypertension-related calcium-regulated gene 
(HT002), mRNA _ 


NM 014154 
NM 014153 
NM 014150 


Homo sapiens HSPC056 protem (HbrCUDoj, ixlkjna _ _ 

Homo sapiens HSPC055 protein (H0PCU.0), m±\JN/\ 
Homo sapiens HSPC052 protem (Jtlc>rUUDZ^ itikjn j\ 


NM 014149 
NM 014029 


Homo sapiens HSPC049 protem (tibrLAwy ), iiikjn/\ 

Homo sapiens HSPC022 protein (HSPC022), mRNA 


NM 014027 


Homo sapiens HSPCO 1 8 protein (HbrUU I ©), niKJN J\ 


NM 014019 


Homo sapiens HSPC009 protem (Hbruuuyj, hikin/v — 


NM 015372 


Homo sapiens hypothetical protein (HMN44A4A), mKJN j\ 


NM 015343 


Homo sapiens hypothetical protein (rloAU l iy l oj, iukina 


NM_0 14063 


Homo sapiens src homology 3 domain-containing protein rur-o j ynir ~>jj 9 
mRNA — 


NM 014052 


Homo sapiens Cj W iZo protein (uw izoj, iumna — 


NM 014888 


Homo sapiens predicted osteoblast protein (GS3786), mRNA 


NM 014030 


tt«~»„ • _„ _ /^i /^/-n i-r\1/=»rl -r&n&rxtrxr' lnna^f*-intcr3.ctor 1 ( CjI 11). TTlK NA 

xiomo sapiens kj protein-coup icq rccepiur ivinaac iah^lo^vux i ^vjxx^y, iA ^^ 


NM 014077 


Homo sapiens DKFZP586O0120 protein (DKFZP5 8600120), mRNA 


NM 015425 


Homo sapiens DKFZP586M0122 protein (DKFZP586M0122), mRNA 


NM 015456 


Homo sapiens lJlsJrZ,Pjoo±>Ujiy protem ^L/KTZir jouduj 17;, inpu^r* 


NM 015393 
NM 015421 


Homo sapiens DKFZP564O0823 protein (DKFZP5 6400823), mRNA 
Homo sapiens DKFZP564K2062 protein (DKFZP564K2062), mRNA 


NM 015415 
NM 015527 


Homo sapiens DKFZP564Blo/ protein (j^isj*z,rDo^r>io/ ), mruN/* 
Homo sapiens DKFZP434P1750 protein (DKFZP434P1750), mRNA 
Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 
NM 015434 
NM 015699 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 
Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 
Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 
NM 015702 


Homo sapiens hypothetical protein (CL640), mRNA 
Homo sapiens hypothetical protein (CL25022), mRNA 
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XNiYX \J 1 -/ / \J~J 


Hr»mn ^aniens CGI-96 nrotein fCGI-96) mRNA 


NM 01S3R0 


Homo ^aniens CGI-51 nrotein fCGI-51 j mRNA 


"MM 01414*} 


Homo saniens B7-H1 nrotein (B7-H1 1 mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


XTM 014^06 
1N1V1 UltJ70 


Xl/\mn cani ptiq *7\r\c t~i HHrm Hnmain pontaininf? 1 f77NR/D 1 ). mRNA 

XxUlIlU od |_/lClli> 1 1 UUU11 VXUXXldiXX vV/ll ic&xxxixxg, a /> ,j * * 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


JN1VL U144J/ 


rxomo sapiens zinwiron rcguxaicu urdiiopuxici-ixivc' ^uvn-/y 3 uuM^rv 


JNiVt U IjjOj 


nomo sapiens z»inc< linger, liiipriiiLcu v.*-' jllvjl ^^j iiiixx>.r^. 


IN IV1_JJ 1 *f Z J Z 


xxOlTlO Sapiens veSlCiC-abbOOld.lCU. IxlCllluidxic pi \j ivxxi ^jruapwuitvin 
rUAMP9i mPNA 


MM 0149^1 


HVvmn cnmVnQ n-nQtrpam lYmdmcr tran<sP/rinhon factor RNA nolvmerase I fLJBTF), 

XXAJlllU duUlCllb ULJoLl &CX111 U 111^.1111 LI cllio^/1 1 pllvii iavivij ^* j. \. pwij iiiviuuv \^ »— ' * _/ j 

mRNA 

IIIIVIN/^ 


"MM 0149^ 


UAmn conipnc nHinnitiTi-lilrp 4 THT 4^ mRNA 

XIUIIHJ odpiCIlo UUlCJUlLll 1~11IV^ *T \^\-/ XJ J-j-T J y A L liV_l >i V 


"MM 014^8^ 


Homn Qar\ipnQ tpQtiQ 7inp. fin^pr nrofpin ^'TTiP'P^ mRNA 


"MM 01A^2T7 


TTrvmr* canipnc 'H*r\r\nmriHn1iTi *\ ( liViimiitPillQ^ ^'T , 1VfOT^)'} , ^ TtlRNA 


"MM 014^4R ! 


IlAmn cQnipnc tm-nnmoHiilin 9 /'npiironal i r'Tl\/fOF)'2.^ mRNA 

iHJIllO odpiCllo LI vJp^JlUv^VXLAUll £* ^llUUlUllui/ \^ X IVlV/i.-'i- y 5 iiuviii v 


"MM 0144/^4 

IN IVI U 1 *r t TV}*+ 


Hrvmn ca-nipn<3 tii1-m1nintpr<?titia1 ■nP"nViHti < ? antiffen fTlN-AGrt mRNA 

oa[JlL'lla LUUUlUllllvl Ollliai llV^-L^lll 1 LIO aiiLi^v/Xi. \^ x i_l "x -i iiu\iii i 


"MM 0149SR 

IN IVI ulHZJO 


Hrvmn cunipnc Qvnflfitonpmfll potithIpv "nrotem 2 fSYCTP2 i mRNA 


NM 014170 
±>i ±vx \J x *tj / v/ 


Hnmo Qatiipn*! ^prinp/tlireonine 1cina<»e 23 ^S'L'iC23^ mRNA 

XXvJl llw O li [. J 1 ^JL 1 0 dvl lilt'/ LJlJJL vUlllllU IVlliaOv M*<J iaaan-L x 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


Vfy o 1 AAfxl 
xNlVl 


TTrvmrv wnipne ei 1 c\\i—rf*r\f*at T\vr\tf*'\Y\ rSRPTTT I TnR TV A 
XXV*IIlly odplCIlo oUolll I Cpval piUlClll ^ulvl \JX-tji iiii>_ixxx. 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


XT\/f n 1/1^9(1 
INIVL UlHjZU 


riomo sapiens puiative nemc-uiiiuiiig piutcni ^ovuLy^, 1 1 ixnj. > r\. 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM_014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 


"X TA A A1 /IT7A 

iNM_U14z /U 


rlomo sapiens somxe carrier iamiiy / ^canonic amino acia uansporicrj y~ 
system^, memoer y ^oi^v^ / t\y ), ii]j\a.\/\ 


IN iVL_U 1 ^IZ Z> Z 


TJrvmrk ooT^-i^nc? o/~\1 1 if parripr -FamilA/ 9^ ^TVTi tr^r^ Virkn/iT*m1 psmP'T* r\mi tninp 

xxomo sapiens soiutic idmcr lariiiiy jLj ^iiiiL<joiiuiiui iai ^ainci, viiiiuixiit 
troncrvrkH-p^r^ mpmhpr 1 ^ (*^\ C^1^\ A 1 ^ i nuplpar <tptip pnpoHiTKT mitoplionfirial 

LldilbpOl LCr 1 HlCIllL'Cl 1 J lOJLV^ZrjrVl J ^J, llU-Ol&al gv^llw wiv/uunig, 1111 luumjiiui iai 

rvrntpin mRMA 

piWlV^Ali, 11 IX VI N JTx. , 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


MM 0 1 4449 

1N1V1 Ul Z 


UnmA ccinipn c Qialio nr»iH KinHin cr Ta-HVp lpptin R (RlCrl T^.ClR} mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


1N1V1 Ul^OD^f 


xxomo sapiens scriLriTi/oiJivi\_/-bpcuiiiL/ piuicd.oc jj^inx x j 9 i i xx vi n 


INIVI UI^DOj 


xiomo sapiens spoil tiyioepipnyscai uyopiat>ia, laic \ v o-l»x-/iw^, xixxvxn^ 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VH1, alpha polypeptide 

^OV/lNOrVJ} xixxxJLN-rV 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 

fQPXT19A^ mRixJA 


"mm oia^a^ 

IN IVI U ItjOj 


T4r»mrk ccinipn Q cnaQtip ofoviJi r\"T r^ViarlpvniY-^iacmpnav ( <5aC^in^ fSAC"!S» 1 mRNA 
XXUlIlw odpiC-ilo opclollv^ did A. id Ul V_xlldl it V \J1j\. Od^LXV/llci.j' ^oav/oniy ^u^x\»yv_j iiuviirx 


"MM 0149Q^ 
IN IV1_U 1 *tZ o J 


pvnriViO'niiplpa^p n^RP4^ mR TsJA 

CAUl 1UVJ11 LXV^XV^CtOV-' ^XVXVX *T^, XIXXVJL^ jTV 


"MM 0 1 A4Q A 
IN IVI___U I f4 O 


u nnir . cqnipnQ riKnQnmcil T»mtpin IrinnQP QOlrT) r>o1vner>tide 6 HR P5s f> TC A fi) 

nOIIiO odpiCllo IlUUoOiIldl piUlClll uU IVllldoC, ^VJSJu-', \/^ J1 ji J ^t J n*-*^ v_r ^xn-x i_jvFXV-rvvy, 

mRNA 

llxxvINxA 


NM 01494S 


Pfnmn Qaniens rinp fincrpr nrotein 7 rRNP7 i mRNA 

XAvlXXV-l Ofl-JJlwllO llllg XXlX^wX kJXV/l-wXXX / yxvj.^lX / lliXVL v 


NM 014372 


Homo sapiens ring finder protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-bindine protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), niRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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JNJVL UHjJj -t 

NM 014410 I 
NM 015725 I 
( 


To - nr)irTin P A p->* rnmhnr v. AS oncoeene family (RAB26), mRNA _ 

sapiens clusterin-like 1 (retinal) (CLULl), mKNA 

lomo sapiens photoreceptor outer segment all-trans reunol dehydrogenase 
PRRDH), mRNA . • , ^m pm — 


NM 005973 1 
1 


3omo sapiens papillary renal cell carcinoma (translocation-associaied, ^PRCC), 


NM 014337 1 
NM_0 14348 

NM 015720 


Homo sapiens peptidvlprolyl isomerase (cvclopmlin)-like 2 (PPIL2), mRNA 

Homo sapiens similar to rat integral membrane glycoprotein POM121 

(POM121Ll),mRNA 

Homo sapiens endoglycan (PODLX2), mRNA . 

1 .• i • Ji.„ CP n mv-p o (PKTY>L2} mRNA 


NM 014386 
NM 014390 
NM_014321 


Homo sapiens polycystic kadnev disease z-wce z (r**AJ~L.^), 

Wnmo sapiens EBNA-2 co-activator (lOOkD) (plOO), mKMA ^ 

Homo sapiens origin recognition complex, subunit 6 (yeast homologj-like 
(ORC6L), mRNA 


NM_0 14566 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 ^Rll>i>, 
j^j^jSTA — 


NM_014565 
NM 014352 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OKlAi), 

mRNA — 

Homo sapiens POU transcription factor ( uu i i 1 ), mKW A _ 


xnv/T niA*»R1 

JN1V1 Ul^Oi 

NM 014582 
NM_014142 


Homo sapiens odorant-binding protein 2B (OBP2B), mRNA . 

Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 

Homo sapiens nudix (nucleoside diphosphate linked moiety J^-type motif 5 
nsrUDT5\ mRNA . — — — — — — 


NM_014502 


Homo sapiens nuclear matrix protein NMP200 related to splicing factor PRP19 
(NMP200), mRNA . 


NM 014328 
NM_0 14222 

NM 015678 
NM 014461 
NM 014520 


Homo sapiens nesca protein (NESCA), mRNA 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 

( 1 9kD, PGIV) (NDUFA8), mRNA 

Homo sapiens neurobeachin (NBEA), mRNA 

Homo sapiens contactin 6 (CNTN6), mRNA 

H„™ sapiens MYB binding protein (PI 60) la (MYBBPiA), mRNA 


NM 014221 
NM 005927 
iNjyi ui'to^j 
NM 014462 
NM_0 14622 

NM 014240 
NM 014564 


' Homo sapiens mature T-cell proliferation 1 (MTCP1 ), mKNA 

Homo sapiens niicrofibrillar-associated protem 3 (MEAT3), mRNA . 

Wnmo saoiens male-enhanced antigen (MEA), mRNA 

Homo sapiens Lsml protein (LSM1). mRNA 

Homo sapiens loss of heterozygosity, 11. chromosomal region 2, gene A 

(LOH1 1CR2A), mRNA . 

Homo sapiens L1M domains containing 1 (LJMPl ), mRNA — _ _ 

Homo sapiens LIM homeobox protein 3 {Ltu^i), uusj*i\ _ 


NM 014553 
NM 014387 
NM 014379 
NM_014514 


Homo sapiens LBP protein (LBP-9), mRNA 

Homo sapiens linker tor activation 01 i cens ilai iiuiin^ 

Homo saniens neuronal potassium channel alpha subunit mRNA 

. , 11 • _ r£>r>f*-nti\r fhrpp domains* short 

Homo sapiens killer cell lmmunoglobuhn-like receptor, tnree uomama, »im 

cvtoplasmic tail, 1 (KIR3DS1\ mRNA 


NM_014513 


Homo sapiens killer cell lmmunoglobuiin-iiKe recepiui, iwu uumams., snun 
cvtoplasmic tail, 5 (KIR2DS5). mRNA _ _ 


JN JVJL_U 1 1 Z 


Homo sapiens killer cell immunoglobulin-hke receptor, two domains, short 
cytoplasmic tail. 1 (KIR2DS1), mRNA . 


NM_014511 


Homo sapiens killer cell immunoglobulin-hke receptor, two domains, long 
cvtoplasmic tail, 3 (KIR2DL3\ mRNA . 


NM_014219 


" Homo sapiens killer cell immunoglobulin-hke receptor, two domains, long 

cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (OR2DL1), mRNA 


NM_0 14765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 
(KIAA0016),mRNA 


NM_0 14406 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 3-like (KCNMB3L), mRNA 


NM_0 14407 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens inositol 1,3,4-triphosphate 5/6 kinase (ITPK1), mRNA 


NM 014425 


Homo sapiens inversin (INVS), mRNA 


NM 014214 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (IMPA2), mRNA 


NM_0 14271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1) 
mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (IL17R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (IL17B), mRNA 


NM 014333 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


NM 014262 


Homo sapiens hypothetical protein B (HSU47926), mRNA 


NM_0 14424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7), mRNA 


NM 014473 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A), mRNA 


NM 015371 


Homo sapiens hypothetical protein (HS322B1 A), mRNA 


NM 014345 


Homo sapiens endocrine regulator (HRIHFB2436\ mRNA 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


NM_014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM_014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


NM 014212 


Homo sapiens homeo box CI 1 (HOXC1 1), mRNA 


NM. 014260 


Homo sapiens HLA class II region expressed gene KE2 (HKE2) 5 mRNA 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 


NM 014354 


Homo sapiens HGC6. 1 . 1 protein (HGC6. 1.1), mRNA 


NM_014571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), 
mRNA 


NM 014606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA 


NM 015726 


Homo sapiens H326 (H326), mRNA 


NM 014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPRS 8), mRNA 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPRS 7), mRNA 


NM 014498 


Homo sapiens type II Golgi membrane protein (GPP 130), mRNA 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA 


NM_015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 
mRNA 


NM_015715 


Homo sapiens group III secreted phosDholmase A2 fGIII-SPLA2 > i mRNA 


NM_014291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NM_0 14364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM 014585 I 
t 


lomo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion | 

ransporters), member 3 (SLC11A3), mRNA , ., , .. piJA 

• Trimr . r ^ r ,; rT1 " niitative secrft^ lipnnd homologous to tjxl (rJ-X-lj, itikjna _i 


NM 014344 J 
NM 014439 1 
NM 014440 ] 
, NM 014438 ] 
NM 014210 
NM 014355 


tao salens Interleukin-1 Superfamilv z (P1L l(ZETA)), mKNA 

Homo sapiens Interleukin-1 Superfamilv 1 (FILl(EPSlLON)), mRNA 

Homo sapiens Interleukin-1 Superfamily e (FIL1), mKNA _ J 

Homo sapiens ecotropic viral integration site 2A (iiVI2A), mKNA 

Homo sapiens enolase alpha, lune-specific (ENOIB), mRNA 


NM 014600 
NM 014601 
NM 014503 
NM 014549 
NM_0 14388 


Homo sapiens bri-aomain containing j \hiixj->/> . _ ■ — 

Homo sapiens EH-domain containing 2 (EHD2), mRNA 

Homo sapiens down-regulated m metastasis (DRIM), mRNA . J 

Homo sapiens DKFZn434P211 protein (DKFZP434P211), mKNA 

Homo sapiens novel putative protein similar to YIL091U yeast nypotneucal 84 
kD protein from SGA1-KTR7 (DJ434014.5), mRNA 


NM_014618 

NM 014392 
NM 004389 
NM 014343 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 , 

(DBCCRl), mRNA 

Homo sapiens neuron-specific protein (D4S234B), mkNA zrryH 

Homo sapiens catenin (cadherin-associated protein), alpha 2 (CTNNA2), mKNA 
Homo sapiens claudm lb <u.ujjnidj, _ — - — 


NM 0148S7 
NM 014207 
NM 014335 
NM 014206 
NM 014453 


Homo sapiens hypothetical protein from BCRA2 region (CUUu:> J, mRNA 

Homo sapiens CD5 antigen (pSo-bZ) «_lo;, mKJNA 

Homo sapiens chromosome 15 open reading frame 3 (C150RF3), mKNA 

5 »p^n S chromosome 1 1 open reading frame 10 (CI lorflO), mRNA 1 
Homo sapiens putative breast adenocarcinoma marker (J2kl>nm ±h 1U1U ^ A 


NM_014382 


Homo sapiens ATPase, Ca++ transporting, type 2C, member 1 (ATP2C1), 
mRNA : —\ 


NM_014570 
NM 014278 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 

(ARFGAP1) mRNA 

Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


NM 014495 
NM_004037 

NM 014324 


Homo sapiens angiopoietin-hke 3 (ANGPTL3), mRNA ; 

Homo sapiens adenosine monophosphate deaminase 2 (isoform L) {AMTUZ), 

mRNA — 

Homo sapiens alpha-methvlacyl-CoA racemase (AMAtR), mRNA 


NM 014476 
NM 014423 
NM_0 14590 


Wr»™ sapiens alnha-actinin-2-associated L1M protein (ALP), mRNA 

Homo sapiens ALL1 fused gene from 5q31 (AF5Q31), mKJNA — 

- — — : . j rtl ,o^^nroi famiivW env(C7^ member 1 (syncytm) 

Homo sapiens endogenous retroviral iamny w,cnv^/;, lutuluw a v j j j 

(ERVWE1 ), mKNA — — 


NM 014486 
NM_014384 


" Hn™ saoiens neuronal thread nrotein ( AD7C-NTP), mKNA 

Homo sapiens acyl-Coenzyme A dehydrogenase lamuy, memoer o y^^r^oj, 


NM 014274 


Homo sapiens Alu-binding protein with zinc finger domain jAPtvzjy, nuum 


NM 014444 


" Homo sapiens gamma tubulin ring complex protem (76p gene) ( /W), mKNA 


NM_007082 


Homo sapiens RAB, member ot RAS oncogene tamiiy-mce ^wujua;, 


NM_013412 


Homo sapiens RAB, member of RAS oncogene tamily-iiKe za ^KAiJLZA;, 
transcript variant 1 , mRNA — 




" Homo sapiens peroxisome proliferative activated receptor, aipna ^rARAj, 

niRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type H (DI02), transcript variant 2, 


NM_013989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 
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NM 004323 


Homo sapiens BCL2-associated athanogene (isAolj, mKJNA 


NM 000156 


Homo sapiens guamdmoacetate N-metnyltransierase (uajvuj, mKiN/v 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


NM 005523 


Homo sapiens homeo box Al 1 (HOXA1 1), mRNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


NM 006249 


Homo sapiens prolme-nch protein BstNI subfamily 3 (PRB3 ), mRJNA 


NM 005529 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPCj2), mKJNA | 


NM_005187 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 


NM_005565 


Homo sapiens lymphocyte cytosolic protein 2 (SH2 domain-containing 
leukocyte protein of 76kD) (LCP2), mRNA 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 


Homo sapiens cyclin C (CCNC), mRNA 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNCj), 
mRNA 


NM_013936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NM_0 13937 


Homo sapiens olfactory receptor, family ll, subfamily A, member l (OR1 1A1), 
mRNA 


NM_013940 


Homo sapiens olfactory receptor, family 10, subfamily H, member l (ORlOHl), 
mRNA 


NM_013941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (OR10C1), 
mRNA 


NM_0 13938 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 
mRNA 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens variable charge, X chromosome (VCX), mRNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired immunoglobul in-like receptor beta (PILR(BETA)), mRNA 


NM_0 13439 


tt i • t i i • i*i u. _ 1 1 /TlTT T5 /AT T>TT A "\\ 

Homo sapiens paired lmmunoglobulin-hke receptor alpha (PILR(ALPHA)), 
mRNA 


NM 013446 


Homo sapiens makonn, ring finger protein, 1 (MKRN1), mRNA 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM_0 13450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), 
mRNA , 


NM_0 13448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZ1A), 
mRNA 


NM_000033 


Homo sapiens ATP-bmding cassette, sub-family D (ALD), member 1 (ABCD1), 
mRNA 


NM 002593 


Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA 


NM 004504 


Homo sapiens HIV-1 Rev binding protein (HRB), mKJNA 


NM_004131 


Homo sapiens granzyme B (gran2yme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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— r - . ^ ^ a \ „r>vr A 


NM 000487 H 
NM 004597 H 

0 

NM 006194 fc 
NM 013330 ir 
NM 012476 I 


}NRPD2), raRNA _— 

fnn ^ capons paired box gene 9 (PAX9),mRNA 

j^^n,™^ anterior homeobox 2 <VAX2j,mKNA 


NM 012253 I 
NM 012268 I 
NM 002017 I 
NM 006769 1 
NM_002260 1 
i 

NM 005317 
NM 004417 
NM 012125 
NM 001236 
NM 013343 
NM 013344 
NM 013236 
NM 013380 
NM 013362 


J^^ens transketolase-like 1 IIXTl^rr^A^ 

5^^n R similar to vaccinia virusHmdm K4L ORF (HU-K4J^nRNA 

lomo saoiens Friend leukemia virus integration 1 (1-L11), mRJjA 

4omo sapiens LIM domain only 4 1LMU4), mR N A ■ ■ , ■ ■ , ■ C 2i " 
Somo sapiens killer cell lectin-like receptor subfamxly C, member 2 (KLRC2), 

HgrnoggjcDB dual specificity ^S^Sl^^^'^ j 

TTnmn ce , r ^„ s cholinergic receptor, muscarinic b (UAKM.,), liiKNA 

Hnmn sapiens carbonyl reductase 5 (t-Kki;, mKNA 

Homo sapiens NAG-7 protein (NACi-7), wktul 1 

Homo sapiens leucine zipper-like, protein { UA* h luKNA 

Homo sat > ien s like mouse brain protein E46JF46L} t n^NA _ 

W „ mrt sapienS zinc finger protem 228 (ZNJ^S^ 

^ 4iens zinc finger protein 225jZNF225) mRNA _ 

TTomn sapiens zinc finger protem224JZN^ — 


NM 013398 
NM 013361 
NM 013360 
NM 013359 
NM 013250 
NM 013249 
NM 013256 
NM 013371 
NM 013403 
NM 013378 
NM 013270 
NM_013381 


TTnTTlfT ^ ^, finp, protein 223 (ZN^2^inRNA_ —J 

-u^T^en^n^finger protein ,221 (ZNF22 H 

Ij^o sapiens zinc finger protein 215 (ZNF215}. mRNA, _J 

Homo sapiens zinc linger nroxem ISO (IUiZ,it>s) i/jnt io h 

Homo sapiens interleukin 19 0L19), mRNA . 1 

Homo saoiens zmedm (ZIN), mRNA . ^ — 1 

t^m-o sapiens pre-B lymphocyte gene 3 (VPREB3 ), r^A 

■ Homo sapiens testes-specific protease 50 C1SF5U), mi^A fTrJID n " 

■ Homo sapiens thyrotropin-releasing hormone degrading ectoenzyme (TRHDb), 


NM_013315 
NM 013353 


" SonTsapiens transmembrane phosphatase with tensm homology (TPTE), 

" Homo sapiens tropomodulin 4 (muscle) (TMO^jnRNA. 

-— " T ...... ,„ntpin " <TMEM2) mFN* 

Homo sapiens transmembrane protem - ( i pi r 


NM 013390 
NM 013319 
NM 013254 
NM_0 13309 

NM 013356 
NM 013257 


Homo sapiens transitional epithelia response, protein (TERE 1 ), mRNA 

Homo sapiens TANK-bindmg kinase u 1BK1), rnRNA 

Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 

mRNA _ — . ^ , /ct nfiAR^ mRNA 

Homo sapiens mnnocarboxvlate transporter 3JSI .CI 6AM, tokwa 

Womo sapiens serum/glucocorticoid regulated kmase-hke _(SGKL), mKNA 


NM 013376 

INXVI U JO 

NM_0 13352 


H sapiens CDK4-binding protein p34SEIj_(SEIl), mRNA _ 

Hnmn sapiens secretogranm III (SCG3), mKJNA — __ - 

Homo sapiens squamous cell carcinoma antigen recognized by T cell (SARI-/), 

- -^sapiens RAB3 A interacting protein ^^^1^^^^--- 


NM 013401 
NM 013237 
NM 013261 


Homo sapiens pxl9-like protein (PX19), mRNA . — -- — — 

' Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
1 (PPARGC1), mRNA . ■ 
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INJVl Ul jZOO 


TJnmn cnnipn<; nlacental nrotein 13 fPP13). niRNA 


"KTAyf A1 S9 


TTr»mr» conipnc rmtative nrotein O-mannosvltransferase (POMT2). mRNA 


XTA/f fi 1 ^919 


Unmrt <:nr»ipn«; nroprarnrned cell death. 6 (PDCD6), mRNA 


TvTTV/f A1 1'2Q'7 
INiVL UIjO^/ 


u nmn coni^n<; over-exnre^^ed breast tumor Drotein (OBTP), mRNA 


NM_013389 


Homo sapiens NPC1 (Niemann-Pick disease, type CI, gene)-hke 1 (NPC1L1), 
mRNA 


IN XVI UIJjZO 


iininn ^aniens colon cancer-associated nrotein Mic 1 (MIC1), mRNA 


XTN/T H1 ^9^R 


T4nmn Qaiiipn«; TYNAT dornain-containins (MCJ), mRNA 


NM 013269 


Homo sapiens lectin-like NK cell receptor (LLT1), mRNA 




iin-mr* cQi^i^nc Viii pr ppll immimoo'loriiilin-like receotor. three domains, Ions 

XT(JII10 adpiCIlO ivlllCl wC»ll li.lJJ.Hcli WJf^\\J\-> U-l 111 lllVV^ AWWJ^/fcVi, w £-5 

cytoplasmic tail, 1 (KJR3DL1), mRNA 


JN1V1 UlJJll 


y nrtl A canipnQ -inciilin nnQtrpam factor 1 (IUF1). mRNA 


NM 013278 


Homo sapiens interleukin 17C (IL17C), mRNA 


JNJVl_Ul^zyz 


Tj^iYi r\ conipTiQ frlrmp PWRT C2-24! mvosin lieht chain 2 (KLXJMMLC2B), 
rruviN^v — — — — 


NM_0 13288 


Homo sapiens DNA binding protein for surfactant protein B (HIJMBINDC), 

-nVRTs! A 


NM_013244 


Homo sapiens UDP-N-acetylglucosamine:a-l 3 3-D-mannoside beta-l,4-N- 

a^^f^^^lii^rkOQTriirivltranQfprase TV-homolo£ (HGNT-IV-HY mRNA 

<ACC Ly 1 J^,l LIU Uod.il 111 1 LI dllOlt/l oo^ xv livjiiivjiv^g, \iivjii A T 7 5 




TJnTYir\ cQnipnc <j(\r\ q h rktmnin -tp cm 1 a teri testicular RNA helicase (GRTH), mRNA 


NM_013281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 

mJtvJNA 


NM_0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 
mjKJN/\ 


MM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


NM_U1334z 


Tj i n. ri ->A ponipnc r rr v P / } /T?9 A^ fiiQion nartnpr fin childhood Leukemia! (TFPT), 
nonio sapiens iltj y^xziZ.r^ j iu&hjii poiuici ym Lmiunufu i^vu^imuy v / » 

m 1ST A 

nTJvrN/V ._ 


NM_0 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophm-l/B-cell stimulating 
fapfor-^ fPT P! mRMA 


N1YL_U loD /Z 


u ArnA corvipnc r»-\rct#=»inp Vnnt Qimprfarnilv 1 B1VTP antagonist 1 (CKTSFIBI), 

XlOlllVJ b <1 1 J 1 CI 1 o OViMClllC' ISJ.l\Jt otljJwl JLCillliijf ij j-»j.tjj. uniwgwiiiui- * \ '-'■^ y? 

mT?>JA 


iNlVi UIjjZ/ 


Hnmo ^aniens CGT-56 torotein CCGI-56\ mRNA 


IN1V1_U i _> z .5 u 


Wnmo c»m>nq PD?4 antiffen Tsmall cell lune carcinoma cluster 4 antigen) 
(CD24), mRNA 


TsIA/f 01197^ 
IN ivi ui / yj 


TTnmn <;aniens carbohvdrate Irinase-like fCARKL), mRNA 


iNiYt wijj yz? 


Rnmo <;aniens chromosome 16 ooen reading frame 5 (C16orf5), mRNA 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


"MM 0067Q9 


Homo ^aniens mortality factor 4 (MORF4), mRNA 


lNiVl^_UUU3!7 / 


u Amn Q5ir»iPTi<; cvtorhrorne b-245 beta Dolvnentide (chronic granulomatous 
Hiqpa«;pi TCYBB i mRNA 


J.N1V1 UUJl/70 


TJnmn Qaniprm mu<5culin (activated B-cell factor-1) (MSC), mRNA 


1NJV1 UUOlH^f 


Wrimrk canipn*; PTan7vme A (aranzvme 1 cytotoxic T-lvniphocyte-associated 

ijUJIIivJ Oii-Ui^iio ^iciiizj yiiiw \^gic*ii^jjr inv^ i j vj wwaiv + j r J 

Qprinp p<:tpra<?e 3! (GZIVTA! mRNA 




TTomn ^aniens elvcvl-tRNA synthetase (GARS), mRNA 


XfM 00440^ 


tinmn ^aniens distal-less homeo box 2 (DLX2), niRNA 




TTnmn <?aniens coatomer nrotein comnlex. subunit alpha (COP A), mRNA 


NM 005181 


Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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b 

NM 003560 I 
( 

NM 004004 I 
NM 005198 1 


lin ^p cassette (sub-family C, member 7) (CFTR), mRNA 

fomo sapiens phospholipase A2, group VI (cytosohc, calcium-independent) 

ri^p^rtiunction protein, b e ta2.26kD(connexin26)(GJB2),mRNA 
-lomo sapiens choline kmase-hke (CHKL), mRNA _ 


NM 012482 ] 
NM 012256 1 
NM_012479 1 

NM 012255 
NM 012474 
NM 012473 
NM 012466 
NM 012465 


lomo sapiens zinc finger protein 281 (ZNf/SU, m«NA 

Homo sapiens zinc finger protein 212 (ZNF212), mRNA . 

Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenas.e 

activation protein, eamma polypeptide (YWHAG), mRNA 

Homo sapiens 5'-3' exoribonuclease 2 (XRN2), mRMA 

Homo sapiens uridine monophosphate kinase (UMPK), mRNA 

Homo sapiens thioredoxin, mitochondrial (TXN2), mRNA; _ 

Homo sapiens tetraspanin TM4-B (TM4-B), mRNA 

Homo sapiens tolloid-like 2 (TLL2), mRNA _ 


NM 012464 
NM 012290 
NM 012455 

JN1VL \J 1 

NM 012251 
NM 012451 
NM_012448 

NM 012447 


Homo sapiens tolloid-like 1 (TLL1), mRNA 

Homo sapiens tousled-like kinase 1 (TLK1), mRNA _ — 

Homo sapiens SEC7 homolog (TIC), mRNA __ 

Homo sapiens T-cell lymphoma invasion and metastasis 2 (TIAM2), mRNA 

Homo sapiens transcription factor A, mitochondrial (1* AM), mRNA; _ 

Homo sapiens synaptogyrin 4 (SYNGR4), mRNA ■ 

Homo sapiens signal transducer and activator of transcription :>B (STAT5B), 

mRNA 

Homo sapiens stromal antigen j (STAG3) mKNA 


NM 012445 
NM 012443 
NM_0 12244 


Homo sapiens spondin 2, extracellular matrix protein (SPON2), mKNA 

Homo sapiens sperm associated antigen 6 (SPAUo), mKNA . 

Homo sapiens solute earner family 7 (catiomc ammo acid transporter, y+ 
Q Y <:t<Mn) member 8 (SLC7A8), mRNA 


NM_012243 


Homo sapiens solute carrier family 35 (UDP-N-acetylglucosamine (UDP- 
aicNAc^ transporter), member 3 (SLC35A3), mRNA _ 


NM_0 12434 
NM 012432 


Homo sapiens solute carrier family 17 (anion/sugar transporter;, membei 5 

fSLC17A5), mRNA — — 

Homo sapiens SET domain, bifurcated 1 (SETDB 1 ), mKNA _ 


NM 012427 
NM 012236 
NM_0 12424 

NM 012421 


Homo sapiens kallikrein 5 (KLK5), mRNA __ 

Homo sapiens sex comb on midleg homolog 1 (SCMH1 ), mRNA 

Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 

mRNA . — — =tjt 

Homo sapiens rearranged L-mvc fusion sequence ^),mKNA 


NM 012415 
NM_012410 

NM 012409 
NM 012402 
NM 012400 


»•» ""' t> Arvc/i c ^^t^-iric-iao ^Amnlnp of B CRAD54B), mRNA 
Homo sapiens RAD54, £>. cerevisiae, nomoiog ui, p ^ . — ■ 

Homo sapiens type I transmembrane receptor (seizure-related protein) (PSK-U, 

mRNA r—rr 

Homo sapiens prion gene complex, downstream (PRND), mKNA . 

Homo sapiens partner of RAC1 (arfaptm 2) fPORl ), mKNA 

Homo sapiens phospholipase A2, group IE) (PLA2U2D)_^nKJNA . 


NM 012399 
NM 012088 
NM 012395 

MTV/1 ni9"^Q1 

NM 012385 


Homo sapiens phosphotidylmositol transter protein, oeia yr^rn^h _ 

Homo sapiens 6-phosphogluconolactonase (PGLS), mRNA 

Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mKNA 

Homo sapiens prostate epithelium-specific Ets transcription tacior (FDbl J, 

Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA . 


NM 012383 
NM_012375 


Homo sapiens osteoclast stimulating factor 1 (OS1F1), mRNA 

Homo sapiens olfactory receptor, family 52, subfamily A, memoer i <vk->2~D, 
mRNA " 
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NM_0 12368 


rlomo sapiens oiiaciory receptor, iarniiy z, buuidimi^ v^., mcinuw i y<js^.\^ i j, 
mRNA 


NM_0 12360 


riomo sapiens oiiaciory receptor, iamiry i, buuiduui^y jr, iiicinuti o v vjXAA °/s 
mRNA 


NM__012352 


rlomo sapiens oiiaciory receptor, ianiiiy i, buuidimry ^v, xiiciiiu&i ^ \Ksx\*i.r±*.j 9 

i-»-»X>XT A 

mKJNA 


XTTV K A1T3C1 

NM_012351 


rlomo sapiens oiiactory receptor, iamuy iw, bULuaniiiy j, memu^ i ^uamvj i;, 


xttv yr nni/ic 
JNJVI_U1z34j 


Tjnmrk po«io«c miAlpar A- 0 rrilp^ Y mental rpfarHatinn "nrntpin interacting nrotein 1 
nomo sapiens nuciear nague j\. jxiciiiai iciajLoaiivjii piuiwiii iAj.iwa.vi.iii 0 ww*** * 


XTTVvT ruo^/M 
INJVl \}\Ld £ ¥\ 


riomo sapiens neuro iciibiii rcocpLoi ^ loivi.^j hll^±^i~^ 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


XTTV /f f\ 1 0 1 /I O ' 

InJVL U1Z34Z 


TT ~ nnrkiann niifofiTrd froncmPTYlKraTIP rvrotpit"! I^NTN/f A 1 TnR T^J A 

riomo sapiens putdtive irdrioiiiciiiui due piuicui ^j.Nivi..r\i, iijxxi^^. 


JNM U1Z33/ 


riomo sapiens iidsopndryiigcai cpiiiioiium apevvi.Livv ^luitm j. v- 1 ^ a /j ""^^^ »• 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


JNM U1zUo4 


rlomo sapiens major intrinsic protein 01 iciit> nuei i^ivrir^, iallvi^xa. 


NMJH2214 


Homo sapiens mannosyl (alpha-l,3-)-glycoproteinbeta-l,4-N- 
acetyigiucosammyitransierase, isoenzyme /\ ^ivivj/-\- 1 hs\j, iiuvin^-v 


NM 012213 


rlomo sapiens maionyi-v^OA aecaruoxyiase ^ivajlt i y^is iiuvin^v 


NM_0 12325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 

/A A A TD"D "C 1 \ -km "D XT A 

(jVLA±^KJbl J, mKJN/\ 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 

/T TI"XTV >f 1 \ »viD XT A 

(l^b liVLl ), mKJNA 


NM_012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


"KTA Jf 1 A 

NM_012314 


rlomo sapiens Killer ceil lmmunogiODuim-iiive reoepLor, iwu uuiiidni^, 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


XTTV Jf 

NM_0l23l3 


rlomo sapiens Killer ceil immunogiODuiin-iiKe receptor, two uoiiianib, aiiuu 

i^-. rf/vnln n *nin •foil 1 /T/" TT) O T"\ C "1 \ twT? TXT A 

cytoplasmic tan, ~> \jssj\j.ij\^j j, njjviN/\ 


JNM_UlZ3 lz 


riomo sapiens Killer ceil lirimunogiouuiin-iiKe rct/cpLoi, iwu uuniaina, ^huh 

ATrfAr»1ocmiA foil 1 /T^TP OTT^QO^ ml?TsJA 

cytoplasmic tan, z ^jsjjvzjl'ozj, iiiivin^v 


iNM__UlZj0/ 


nomo sapiens Qiiiereniicuiy cApreai>cu. m d-uciiouaiuinvviiia ui uic »uiig 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


xnvyr Anifi') 
JNJV1 OizjUZ 


nomo sapiens lauropmim yjsju\j-\\j / o\jj, iiu\±\r\. 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


JNJVL UlZZoo 


tl ccjm'pnc TP AAA liVf* r»rntf»in ACTA A00S7^ mRNA 

nomo sapiens irwvivi-iiKe protein ^ri^Lrw-vouj / j> iiitsj.n^v ^ 


xnvyr niooc^ 
JNiVL UlZZoo 


nomo Sapiens xviv^ivr -r cidtcu. gene ^j^i/vrvv/v/z.vj^, liuvi^i-v. 


XTTV A AIOOCI 

JNM__UlZZo3 


nomo sapiens potassium voitage-gaLcu onaimci, auuiaiiuiy vj, iiiv^niu&i ^ 


iNlVi_U 1 ZZoZ 


ttrtmn c^nipnc rxritz* ccium vnltacrp-cratpH pVlflrlTlpl Tslc-Tel 3. ted familv. member 1- 

like (KCNE1L), mRNA 


JNJV1 UlzZ/o 


tTr\mr\ coni p»-n c inT^rrrin V*i»to 1 Viinrlin CT ■nrr^tf^in i'ttIpIh ^1T1^ 0 (\ \ TtR 1 RR^^ TTlRTv A. 

nomo sapiens mtegrin ueia 1 Diiioirig proLcni ^nit/iuoiiiy x»f, hix\_l-s^i. 


NM 012211 


Homo sapiens integrin, alpha 11 (ITGA11), mRNA 


INM U1Z2// 


tTrvmn c^niPnc nonrrAQtiA V»f»fo r*^!! crrvvix/TVi ^C\C\CW ^TTsJCt AR^ TnRN^A 

riomo £>dpiens pancrcatio ueid ecu giowui iau/iui vjzaj. y, mcu^n. 


JNM 


nomo sapiens mteneuKin- 1 receptor duidgoxiibL iivjmuivj^, 1 ^jjjixii iy, aiixv_l>^v 


NM_012259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM_012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NM_0 12087 


Homo sapiens general transcription factor HIC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NM_012203 1 
i 


lomo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 
tiRNA . — -rr = 


NM 012202 ] 
1 

NM 012084 ] 
NM 012191 


3omo sapiens guanine nucleotide binding proton (Ci protein), gamma 3 

GNG3), mRNA . ■ 

Homo sapiens Glutamate dehydrogenase-^ (UlAJIjI), mRNA. 

Homo sapiens putative tumor suppressor (FUS2), mRNA . _ — 

Homo sapiens forkhead box E2 (FOXE2), mRNA 


NM 012185 
NM 012183 
NM 012153 
NM_0 12080 

NM 012148 
NM 012147 


Homo sapiens iorknead box ui ^uauj;, llLtVLNrv 

Homo saoiens Ets homologous factor (EHF), mRNA _ 

Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 

(DXF68S1E), mRNA 

Homo sapiens double homeobox, 3 (DUX3), mRNA _ . 

Homo sapiens double homeobox, 2 (DUX2), mRNA — 


NM 012145 
NM 012144 
NM_012140 

NM 012137 
NM 012134 
NM 012133 


wnmn sapiens deoxvthvmidylate kinase (thymidylate kinase) (Ui yjv^, mkl>IA 
Mnmn sapiens dvnein, axonemal. intermediate polypeptide, 1 (1JNA11;, mRNA _ 
Homo sapiens solute earner tamily (mitochondrial iwuiia, uicaiuuAyiaic 

transporter), member 10 (SLC25A10), mRNA 

Homo sapiens dimethvlareinine dimethylammohydrolase 1 UJUAril), mRNA 

Homo sapiens leiomodin 1 (smooth muscle) (LMOD1), mKJNA 

Homo sapiens coatomer protein complex, subumt gamma I (COPG2), mRNA 

Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012132 
NM 012131 
NM 012130 
NM 012129 
NM 012127 
NM_012126 


Homo sapiens claudin 1 / (vjljjjn i / j, imvrMrt. _ 

Homo sapiens claudin 14 (GLDN14), mRNA 

Homo sapiens claudin 12 (CLDN12), mRNA . 

Homo sapiens Cipl-interacting zinc fmeer protein (ClZl), rnKNA 

Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 
(CHST5), mRNA 


NM_0 12075 


■ . « j +e*]e^m£>*^e* ft\ alnVia oloViin cluster (CGTHJoA), 

Homo sapiens Conserved gene telomenc xo aipna giuuui ^• usitl v-"-* x /» 

mRNA 


NM 012122 
NM_012116 

NM 012113 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA _ 

Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c 

(CBLC), mRNA 

Homo sapiens carbonic anhydrase XIV (CA14), mRNA 


NM 012071 
NM 012110 


Homo sapiens BUP protein (BUP), mRNA 

Homo sapiens cystem-ncn nyaropnoDic aomd.ni z, v^^^w? 

Homo sapiens brain-specific membrane-anchored protem (j*a>MAr», mRNA 


NM 012109 
NM_012107 

NM 012104 
NM 012105 


Homo sapiens bromodomain containing protein 75 kUa numan homolog iBF Ij), 

mRNA — — — — 

Homo sapiens beta-site APP-cleavme enzvme (BACH), mRNA . 

Homo sapiens beta-site APP-cleavmp enzvme 2 (BACE2), mRNA 


NM 012103 
NM 012102 
NM_0 12099 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA _ 

" Homo sapiens areinine-glutamic acid dipeptidejRE) repeats yoiKj^ m*I>)A 

Homo sapiens CD3-epsilon-associated protem; antisense to ERU^-1 (ASb-1), 
mRNA ■ 


NM 012098 
NM_0 12067 

NM 012093 
NM 012066 
NM 006276 
NM 007054 
NM 002201 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA — 

"' Homo sapiens aldo-keto reductase family 7, member A3 (anatoxin aldehyde 

reductase) (AKR7A3), mRNA 

Homo sapiens adenylate kinase 5 (AK5), mRNA 

Homo sapiens hypothetical protein (2pD7-FC4), 

Homo sapiens splicing factor, arginme/serme-nch 7 (35kD) (SFRS7), mRNA 1 

Homo sapiens kinesin family member 3A (KIF3A), mRNA 

Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA _ _ 
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xnv/f (\c\noiA 

INIVI \)\J/£1H 


Wrvmn <5ar>ien<? cvtosolic acvl coenzvme A thioester hydrolase (HBACH). mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
fST C^AVl mRNA 


INIVI 


Homo ^aniens low densitv linoDrotein-related protein 2 (LRP2), mRNA 


inivi vjyjD i^y 


Unmn <5ar»ipn^ ^aualene enoxidase fSOLE\ mRNA. 


In 1VX UujOZi o 


Unmn Qanipn*; nl ako lYhilin 4 fPKP4^ mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 

^riVJL/j ^, llixvl >ix 


xjTuT 0.0^199 
IN IVl UUjjZZ 


u ftrr ,A Qonienc: tuKhv like nrotein 1 fTULPl i mRNA 


"MTv/l HA97A7 
INxVl U\JZ /*f / 


cnru^riQ mi tncrpn -activated nrotein kinase 4 flvlAPK4\ mRNA 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


INxVl_UUo4Z I 


u Arnf v canipnc Ki-pfplHin A-iiYhi mtpn* Piianine nucleotide-exchanffe nrotein 1 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


JNJVl UU43U4 


TT^rv,^ oor-k-if>i-tc anc»r»l5»ctir» IvmnVinmfl kinase i f AT ,TC"i ttiRNA 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


JNM_UUoZo / ! 


Urttv«A nQtM^nc fiocnp -fo r»tr*-r r^otVixx^w inViiHitor riinrtnTntpin-aQ^ociated coatrulation 

JlTOITIO Sapiens IISSUC ld.ClOl pdinWdy UIIIILiILUI ^lipoiJUJLwin aaauuiaivu uuaguiauuu 

inhibitor) (TFPI), mRNA 


vnv/r f\f\f\ciAA 
JNJVl_UUUy44 


UrtTvirt conipnc r>rntpin t-*"h r» c-r»Vi a +q ^ ^ fnrmprl v 9"R^ natalvtin Qiiliiinit alnha 

XlOmO Sapiens piOieinpnUopnclLcloC D ^HJllIiciijr -^aj J, v/aiai ii*-- ouuuiui, a-ipiici 

icrkfrfcT-t-n /'^al^inp-nrin A alnVia^ ^PPP^PA i mRNA 
1SOIOII11 ^Cd-ICIIICLIIIII r\ <n\Jli€LJ \ir r r j v^^i. j , iailvl^^v 


xTjv/f noi 1/19 
INIV1__UU I 1*+Z 


Wr»mr\ cqtii^tiq am<=»1nopnin Of rViromn^nme ameloorenesis inmerfecta 1^ 
CAMFT mRNA 


NMJ301171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 
fAVKCCf^ mRNA 


KT\A 0071^1 
INIVI UU/jJi 


T-I r\mn canipnc mnlfimprin nvtlVTRN^ mRlNTA 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


INIVI UU/JJH 


JiOIliO StlplCIlo pU.Ld.LlVC VjrvVJ piUlvUl ^vjxvuy, i 


JN IVI_UU / jjj 


TJrvmn conipnc miQninp niir'1pr»tiHp ViitiHino" nTntpm fCr nrotein ) aloha 12 iGjnA.12i« 
jtiomo sapieno guanine nuwicuuuc uiiiu-in^ ijisji^in y\j ±ji.\ji\*ila.j hl^jliu ± ±* ^vnw vi-;, 

mPNA 


INIVI v/VJ / OOO 


u nrnn cariipn<; nhn^nholina^e A2 recentor 1 180kD (TLA2R1), mRNA 


NM_0O7350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 
rPHTDATi mRNA 


INIVI UU / -J KJ'-t 


Unmn <;ar>ipri«; intporal tvne I "Drotein TP24B^ mRNA 


MM 007349 


T-Tnmn «ianipn<; nnelennorin-like nrotein 1 fNLP li+ mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), niRNA 


XTM 0073x11 
IN1VI_UU / 1 


T-TrkTnr» ccini c Hnmain HinfiinD" oliitamici acid-rich nrotein TSH3BGR\ 

XHJIIlV/ odUlCilo Oil-' UAJlll&lll Lylllvllll^ ^lUlCXllllW OvlU 11V11 L/lV»«will yuii^x/vjivy, 

illiVlN/Y 


NM 0O7370 


u nmn Qanipn<? rpnliration factor C Tactivator 1^ 5 (36 ^kD) fRFC5\ mRNA 


MM 00734.R 

INIVI Uv / JHO 


iiAtnA canipnQ artivatinfr transcriiition factor 6 fAXF6i. mRNA 

X a_\J ± 11V_^ o Ck \-f X lo Avii vallli^ u alio vi ip tiv/ii luv/ivi yx v/j *. 


MM 0O4SS0 


Unmn Qonipnc Rho-a^ociated coiled-coil containing nrotein kinase 2 rROCK2), 
mRNA 


NM 005574 


Homo sapiens LEVI domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


1N1VJL V/VJUJO 


Homo <;anipn<; RarH-like homeobox 2 fBARX2 > ). mRNA 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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NM 001563 



NM 005266 



Th^eTIubfamil y N. member 1 (KQ^rnRNA 

Homo sapie ns gap lunction pr o tein, alpna 3, v ■ 



NM 001874 



NM 007332 



NM 003313 



NM 001494 



NM_0O1607 



NM_003145 



NM 000852 



NM 000827 



NM_005252 



NM 005803 I tiomo say™™ "»"'"" t ^ 7 - — „. T7 ^ ^cxtA 

>TT 1 004459 sapiens fetal Alzheimer ^ggn^LZ^g^ 



HOmO sapiciia gap jm^^ " " 2 ~ r — ■ . 

j^^ T i^ S n a rhoxv peptida S eM(CPM) mRNA ■ 



Homo sapiens a n kvnn-liKe wim toibubuu,^ - - - A 

Tj^^^nlti^ ue specific transplant e r^ n P35B (TSTA3), mRNA 

wnmn sap iens GDP dissociano^iirAjbj tor 2 (GDI2), mKNA ; r 

— . , ^ a „i^ov.c-ff»rnRp. 1 fneroxi 



Homo sapie ns (ilJP dissociatio n — -/» rr— — — 

fo^iens acetyl-Coenzyme A ac^toferase 1 (peroxiso 
Soenzyme A thiolase) (ACAA1), nuclear gene encodmg rmtochondnal protein, 
mRNA 



Somo A sa P ien S signal sequence receptor, b i^translocon-associaidiTotein beta) 



f SSR2"), mRNA • /^QTPn mRNA 

~ Homo sapiens glutathione S- transferase pi (GSTP1), rnKTMA 



Homo sapien s gmtatnione s-nwiMa^ ' — , frr . TA n m Tg\.\ 

H g ap ien S glut amate receptor, io nofro ^ic, AMPA 1 (GRIA1), mRNA 

igr^afen s v-fos FBJ murine ost eoma viral oncogene homolog (FOS), 
mRNA 



Homo sapiens flotillin 1 (FLO Tl), mRNA 



NM 004081 



NM 004055 



NM 004042 



NM 003085 



NM 000612 



NM 006995 



NM_005739 



NM 006267 



NM 002882 



NM 003884 



NM_005258 



Homo c^pi ^ns deleted in azoosper mia (PAZ), mKJNA 

— " C C^ADMO mRNA 



Hnmn sa piens calpain 5 (CAP N5\ mRNA 



Homo A miens arvlsulfatase F ( ARSFV mRNA 
— r . : 1™ u«+o /Qxrrwi mRN^ 



Homo sapiens sy nuclein. beta (SNCB), mRNA - 



Homo sapiens msuim-iiKe gr ow in x au^. — - . ,, irnyv 
H^^bS^oi^ subfamily 2 ^ iber A2 
Homo sapiens RA S guanyl releasing protein 1 (calcium and DAG-regulated) 
fRASGRPl), mRNA 



Lmn saniens RAN binding protein 2 (RANBP2), mRNA, 
— ^ .xtl- j: 1 n? AisTRPlY mRNA 



Homo sap iens xs^±^ uiuxxu x b i-^— - > - — T>1wTA 

H omo sapiens RAm ^m^protein 1 (RANBP1), mRNA 
tt™™ sap iens p300/CBP -asso ciated factor (PCAF) mKJNA 
— e . ~rr~ .„„uu,^ m i, cp t fp^aclc regulatory prt 



NM 001130 



NM 001099 



NM 005155 



NM 006898 



NM 006894 



NM 004111 



NM 001828 



NM_007315 



NM_005005 



NM 003362 



NM 005221 



H«m o sapiens p300/UBf -as sociaxea ia^»i , * w~ „ ~ - 

Homo sapiens GTP cyclohydrolase I feedback regulatory protein (GCHFR), 

mRNA 



TWin sa piens amino-termmal enhancer of spliT(AES\ mRNA_ 
— ^ • , «^,io+p MPPPY mRNA 



HOmO sapiens aimuu-iviiiiuiux j ■ 

Homo sapiens acid phosphatase - prostate (ACPP V A - 
Homo capo ns palmitovl-protein thi oesterase 2 (PPT2), mKJNA 

: ~k _ t\o /TTrwm\ rrtPlvJA 



nUI HU aapi^HO K C4.x^^ v V _y^ 1 — _ ■ 

Homo sapiens ho m e.n box D3 (HOXD3), mRNA 
Homo sapiens fla v in containing monooxypenase 3 ^Q 3 /' "^^ - 
— ^ — , . ^/irtmir. fiase 1 fFENl), mKNi 



Ho mo sapiens navm oo iiummi K m WW ^ B — ~ - z — - ^^Vn ^pma " 
Homo sapiens flap stTucture^specific^ onuc lease 1 (FEN1), mRNA . 



H.OmO SapiCIlb nap uiv^.- °k — / _ T pxTA 

Homo sapiens C harot-Levden crystal protein (CLC), mRNA 
Homo sapiens signa l transducer and activator of transcription 1, 91kD (STAT1), 
mRNA 



Cmo sapiens NADH dehydr o^s7(utt^^ subcomplex, 9 (22^7 
B22) (NDUFB9), mRNA 



Homo sapiens nracil-DNA glycosylase (UN G), mRNA , 
Homo sapiens di stal-less hom eo box 5 (DLX5), mRNA 



NM 000479 



NM 005160 
NM 001619 



NM 001611 



NM 003403 



tiomu aapi^na uuun-iv^ ^ — — r 

Homo sapiens anti-Mullerian hormone ( AMH), mRNA 



NM QQ3793 
NM_001922 



Homo s apiens adrenergic, u c ia, i^w-^ — - — — - 

Homo sapiens adrenergic, beta^e cepto T^ ase 1 (ADRBK1), n^g A 

Homo sapiens acid phosphatase 5, iarj rteresistant (ACP5), mRNA 

Homo sapiens YY1 transcription factor (YY1), mRNA 4 

— . 7, • T? //^TOT7\ m SMA 



Ho mo sapiens cathepsin F (CTSF), mR NA ^ - 

Ho" mo sapiens dopachrome tautome W (dopachrome delta-isomerase, yrosine- 

related protein 2^1 (PCD, mRNA 
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JNlVl_JJUO^ 1 Z 


Wnmn <;anipn<! 1 -acvlfflvcerol-3-t>host>hate O-acyltransferase 2 (lysophosphatidic 
acid acvltransferase. beta) ( AGPAT2), mRNA 


mm ooorio 


Homo sapiens eamma-aminobutvric acid (GAB A) A receptor, alpha 5 
(GABRA5), mRNA 


mm 0004^0 


Homo «?aniens nlatelet-activatine factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAH1B1), mRNA 


mm 00^006 


Wnmn «;aniens selectin P lieand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 




TTrkmr* cn-nipn^ mannnwl f alpha- 1 6-) -glycoprotein beta-1 ,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 


IN 1VJL_UUZhU!7 


PTrvmn cani phq mannowl fheta-1 4-) -glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


xnv/r nniiinR 

JN 1VL_UUZ*+U o 


u Arnn cQnipnc mannnwl f aloha- 1 6-) -glycoprotein beta-1 ,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


JN JVL__UU Z4U O 


ll A mn eamVnc mnnnnwl fallYha-l ^-)-{?lvCOProtein beta-1. 2-N- 
Q^^H/1(y1iir»nQamm\/l Iran <?f erase fMCrATl). mRNA 

AwC Ly Lf^X U*-'VJ&alllll.l_y l Ll ulJOivi a^v ^ivxvji *- J- *■ jy x*jj.^x _ _ 


JNIVL UUDyZJ 


TTrkmr\ Qpr^ip^TK: mi tnoen -activated nrotein Icinase kinase kinase 5 fMAP31C5) 3 

lIJLXvl . - 


MM 00799S 
IN 1V1_U \JjLZ.LJ 


TTnmn saniens isovalervl Coenzyme A dehydrogenase (IVD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


1N1VX \J\J\J\J 1 I 


TTnmo <?ar>iens adenosine A3 receotor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


JNJV1 UU13ZO 


TTnYvir* co-ni^nc Vi\mor*rptin ffYrexin) recentor 2 (TTCR 1 R2 ) . mRNA 


NM_003605 


Homo sapiens O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
o r* e*+\ A rrinr-occimiTiF'*r»n1 vn pnt i d e -M -ac etvl p1 uco s aminvl transferas e) (O GT) , 

-mRNA 

IlLtvl N^A. 


NM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subumt of VLA-4 
rerentor) TTTGA4) mRNA 


NM (\(Y\ 1 Q7 
J.N1V1 vUj 1 ^ / 


Hnmo qar)iens transcription elongation factor B (SILL), polypeptide 1-like 
rTrFRU.) mRNA 


NM 006183 


Homo sapiens neurotensin (NTS), mRNA 


MM 009 S94 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


MM 00947 R 


TTnmo <;ar>iens mvoeenic factor 3 fMYODl), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


MM 0094^6 
JLN 1V1 uUZHjD 


T4nmn car»ien«; membrane wotein palmitovlated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


xtaa nn9^n^ 


ir ftrnn coTvipnt; lerrin cra1arto<;ide-bindinff soluble 1 (ealectin 1) (LGALS1), 
mRNA 


MM OOORR7 
INiVl UUUoO / 


Wnmn <janien<; inteerin alnha X fantieen CD1 1C (pl50), alpha polypeptide) 
HTGAX) mRNA 


MM 000410 


Hnmo ^aniens inteerin ataha 2b (platelet glycoprotein Hb of Ilb/JLUa complex, 
anticen CD41B) (ITGA2B), mRNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM 000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM 000834 H< 


D-aspartate2B 


(C 

NM 000833 H 
(C 




NM 002084 H 

NM 000805 H 
NM_001940 K 
n 

NM 001219 t 
rf^M 007155 I 
NM 007136 i 
NM 007250 I 
NM 007167 1 


jyvJA ■ — " 

Tnmo sapiens calumemn (CAL^mj^j^ lttL ptor) mRNA 1 

^^^^^^^^^ 


NM 007153 J 
NM 007152 
xrN/f nn7l SO 

NM 007147 
NM 007145 
NM 007127 
NM_007125 




NM 007124 
NM 007122 
NM_007120 

NM 007106 


Homo sapiens UDPglycosyltransterase/iannly.pOlypepua 
mKNA — ■ 


N1VL UU / i io 

NM 007117 
NM_007218 

NM 007233 
, NM 007114 


JIomoja£iensTAT^ 


NM 007112 
NM 007111 
NM 007109 
NM_007108 


Homo sapiens transcription elongation factor B (Sill), poiyp P 


NM_007105 


Homo sapiens solute carrier a 


NM_007163 

NM 007101 
NM 007165 




NM 007252 
NM 007273 
NM 007195 




Knvr 007284 




NM 007196 
NM 007171 
NM 0072 If 


i fPOLG2), mRNA . 
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NM 007254 


Homo sapiens polynucleotide kinase 3 '-phosphatase (PNKP), mRNA 


NM 007221 


Homo sapiens polyamme-modulated factor 1 (PMF1), mRNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


NM 007169 


Homo sapiens phosphatidylethanolamine N-methyltransterase (FlsMT), mKJNA 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 
(PACSIN2), mRNA 


NM 007190 


Homo sapiens Sec23-mteractmg protein pl25 (P125), mRNA 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 
mRNA 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 
(SLC21A9),mRNA 


NM 007172 


Homo sapiens nucleoporin 50kD (NUP50), mRNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (51kD) 
(NDUFV1), mRNA 


NM_007181 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 1 
(MAP4K1), mRNA 


NM 007230 


. • i 1111 T*» 1 1 /TV K A XT1 TT 1 \ T> *K T A 

Homo sapiens mannosidase, alpha, class IB, member 1 (MAN IB 1), mRNA 


NM_007164 


Homo sapiens mucosal vascular addressm cell adhesion molecule 1 
(MADCAM1), mRNA 


NM 007216 


Homo sapiens alpha integral binding protein 63 (KIAA1017), mRNA 


NM 007213 j 


Homo sapiens JM4 protein (JM4), mRNA 


NM 007102 


Homo sapiens guanylate cyclase activator 2B (uroguanylm) (GUCA2B), mRNA 


NM 007227 


Homo sapiens G protem-coupled receptor 45 (GPR45), mRNA 


NM 007275 


• i 1 * 1 i fT^T TC\ 1 \ Tl "VTA 

Homo sapiens lung cancer candidate (FUS1), mRNA 


NM 007262 


Homo sapiens RNA-bmdmg protein regulatory subunit (DJ-1), mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 
mRNA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


NM 006585 


Homo sapiens chaperonin containing TCP1, subunit 8 (theta) (CCT8), mRNA 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


NM_007220 


Homo sapiens carbonic anhydrase VB, mitochondrial (CA5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_007100 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit e (ATP5I), mRNA 


NM_007231 


Homo sapiens solute carrier family 6 (neurotransmitter transporter), member 14 
(SLC6A14), mRNA 


NM 007203 


Homo sapiens A kinase (PRKA) anchor protem 2 (AKAP2), rnRNA 


NM 007202 


„ _ ■ . -. /nriT r » x i *_ " _ i r\ / a A Til /XX Tl X T A 

Homo sapiens A kinase (PRKA) anchor protein 10 (AKAP10), mRNA 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 8 
(ABCA8), mRNA 


NM 000506 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


NM 006736 


Homo sapiens heat shock protein, neuronal DNAJ-like 1 (HSJ1), mRNA 


NM_006553 


. „ . „ » _ _ . 11 1 a* j i /T TT?I T? T\ I "X /*~* 1 \ 

Homo sapiens erythroid differentiation and denucleation factor l (HFL-EDDCrl), 
mRNA 


NM 006984 


Homo sapiens claudin 10 (CLDNIO), mRNA 


NM_005502 


Homo sapiens AlP-bmdmg cassette, suD-iamiiy j\ v /vt>v_,ij, memoer i 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 
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NM_006978 H 

IT 


^^-^^^m^^^ C3HC4 type) (ZN*1«* 

lRNA J 

^^_uro P lakin 3 (UPK3),jngNA^ . 


NM 006953 H 
NM 006952 H 
NM 006951 K 

2 

NM 006950 i 


olvmerase II, D, 100*P (TAF2D"), rnRJjA 

TnrP » Bap ieng svnapsm UbYMl >, mRNA TJ^WK^ mPNA 


NM 007056 i 
NM 006949 1 
NM 006948 1 
( 

NM 006946 J 
NM 006945 
NM 006944 


»„™ Jpen small rn lin f .-nch gggmjg <N™^B I , ^ 


NM 007009 
NM 006940 
NM 007017 
NM 006943 
NM 007084 


i^^iS^ pellucd. bmdma prote,n !Sf 38> .uKI-lA _____ 


NM 006942 
NM 006941 
NM_006934 




NM_006933 




NM 006930 




NM 006925 . 
NM_006924 


UpJicjn£factor)_(SFRSl), mRNA 77pXRX37^nRNA □ 


NM 006917 
NM 006987 


Hfrm ~ capons rahphilm 3A-liKe (without . . - ,7prr 1 


NM_007055 

NM 006915 
NM 006914 

•vm jf f\(\ fKW *2 


-^^4iii^y^ se m (DNA direct } u } (RPC155) ' 

- Wnmo sapiens RA«-related orphan receptor » n^;, 


NM 006913 
NM 006911 
NM 007043 
NM 007033 
NM_007081 


- h HnmnMf ^ng similar to S. cerevisiae K^ki ^kfcRl), .^U ^ 

^^iiRAB^ember of RAS oncogene faxmly-like 2B (RABL2B), 

mRNA " ifi , hrti 1 Hvrnrr"^""l fPSGl\ mRNA 


NM 006905 
NM_007016 

NM 007024 
NM 007030 


mRNA 

il^iiiS^rote^ -^j 

Hnm0 cnr^ns hrain-specific protein P 25 alpha (pZS),jn_i 

Homo sapiensir^osinKAj^^ 


NM 006901 
NM 007075 
NM 007003 
NM 006899 


' Homo sapiens JM5 protein (JM5), mRJS A 
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NM 007011 


Homo saDiens heat shock transcriotion factor 2 binding Drotein fHSF2BP\ 
mRNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS 1 -2), mRNA 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


NM 00704S 

I^CIVX \J\J t V/"i»' 


Homo saniens FGFR1 oncogene nartner (FOP\ mRNA 


NM 007051 

1NJ.YJL \J\J / \J X 


Homo saniens Fas (TNFRSF6} associated factor 1 fFAFl\ mRNA 


NMJ)06979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


KTM" 00701 S 


TTnmr* cnnipnc r*Vir*nHrr»mor1n1 in T nrppiirsjor ( CTPTA/T-T^ mRNA 


MM 006S00 

IN 1V1 V/vU O vJ 


Unmn cnrvipnQ rnrrinnpmhrvnnir antioen-related cell adhesion molecule 7 1 
fCEACAM7i mRNA 


NM 0070 IS 


Homo saniens centrosonnal nrotein 1 fCEPl i mRNA 


NM 006889 


Homo saniens CDS 6 antieen CCD28 antieen lieand 2, B7-2 antieenl (CD 86V 
mRNA 


NM 006982 


Homo saniens cartilage naired-class homeonrotein 1 (CART IV mRNA 


NM 007058 


Homo saniens calnain 1 1 ( C APN 11^ mRNA 


NM 006888 


Homo saniens calmodulin 1 (nhosohorvlase kinase delta^ (CALM1V mRNA 


NM 007047 

1N1VJ. \J\J 1 \J*T / 


Homo saniens butvronhilin subfamilv 3 member A2 rBTN3A21. mRNA 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), nnRNA 


iNXVA Uu07yZr 


T-T/-ATnr\ ccmiVnc T^7 T\Tntf»in /TR7^ "mT?"NTA 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


MM" 007009 


O vj 1 1 Ivj od^FiCXio ^JliLctllVC LLUllUl oUlJpj^l vooUl yx\J L± \JJ 9 1 1 JUtvj. N rV 




TTr\nnr* CQm'pnc r**icr\l5»ti'n Tpcict5inr*f* JiQQAfintpH 1^1? A • TYlT?^rA 

XxUIlHJ o£l|-FXdlo ^lo|JlClLlll 1 COlolCllvC- GooULiaiC'U ^V_-AW».y 3 XllXVi^i^v 


■LN1VJL l/UUOZO 


TTnmn cnnipiiQ tvrnQinp '^-monooYvcrpnaQf/lTVT^to'nVian S-monooxvcrena^e 

activation protein, theta polypeptide (YWHAQ), mRNA 


MM 006761 


Hnmn canipnQ t"VTTwinp ^-moTioovvcrpna^^/fTVTito'nba'ri S-monooxvP'enase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


MM O0^7R4 


l-Tnmn c5»-r*"if*nc AA/Tj rf*r\f*i*t Hnmnin ^ I YQ tiiT?"N^A 

ilUIIIU oapiClla VV JL/ ICpC-ClL (JUlllCllll «J ^ VV 1«/|\J lj 1 1 LL VJ. 'I xv 




UrvmA conipnc cprinp nrofpaQP inTii Hi for Iva'Zfll tvr»p S TSIP S^i mRT^A 

XJL^JlllL' odLliWilo ovi lilt' pi U L&ao& ilULllL/ilAJl , IvaZidl Ly L/t'j w' ^k_>i XJ.^)aV«^^ 5 llllViiiit 


MM OO^RIO 


UrttviA cani <=*n q iil^iniTinr»l-r , vi*opiS"roTTiP p TpHiiptji^P i^6 4VF)^ ^nbiinit iTTr^CR^ 
JT1VJ1 1IU octlilvllo UU1U LlillUl wjr IVJ^ /, " U - Wine v_/ ituuoiaot/ y\j .t j duuuiui ^uyvyivy) 

mRNA 


NM 006798 


Homo saniens IJDP fflvcosvltransferase 2 familv nolvnentide Al (TJGX2Al > i. 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 006827 


Homo saniens transmembrane trafficking nrotein (TiVj r P21 > ) mRNA 


NM 006853 


Homo saniens kallikrein 1 1 (K.LK1 1^ mRNA 

X. XVli.1V/ OdL/lwlllJ iVUllllvl Vlll X X 1 XVXJXV 1 X / y IllXvl ' J. X. 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


MM 0067S6 


T-Tr\mr\ cnr^ipnQ "rranQprintinn pi on era ti on fflptor A fSlTTl 1 (TC^T* Al^ mRNA 


MM 006094 


T-Tomo canipTiQ TsiyI rVinman T*-p.p11 lpnlcpmifi viniQ tvnp T\ bindincr nrotein 1 

XJAJlllVJ aclJjlC.llo loA.1 y^lltlllldll X C/^ll iv^Lirv^lllla. vliuo Ly LJ\s X J L/xllViliig, piuiwiii x 

(TAX1BP1), mRNA 


MM 006752 


Homo <;anipn<5 <:iirfpit S fSTTRFS^ mRNA 


MM 00681 Q 


Womn Qanipnc crrpcc-inHnppH-nrio^nVionrotpin 1 ^H^Qn70/H^nQ0-orQ"flni7inp 

iiuiiivj oapiCllo oil Co& lllUU^CU piiuapiiv/pi uitui i ^Jtlop / \J/±xayJs\J ui ^aixi^jiiig 

nrotein^ fSTTPI^ mRNA 


NM 006780 


Homo saniens SMA3 (SMA3^ mRNA 


NM 006749 


Homo saniens solute carrier familv 20 (nhosnhate transnorter^ member 2 
(SLC20A2), mRNA 


NM 006747 


Homo saniens sipnal-induced nroliferation-associated t?ene 1 (STPAl^ mRNA 

XXV lllw uCipivllO Olp^l -i C4 1 lilviUvVVA pi VlAlvAUWVU UUJV/VlUVVvl ChVllW X I IwlXX X X. X J ^ 11U.V_1> *- 


NM 006873 


Homo sapiens stoned B/TFIlA-alpha/beta-like factor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NMJ306867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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NM 006868 I 
NM_006839 I 
r 

NM 006812 I 
NM 006656 I 


Tnmo sapiens RAB31, member RAS oncogene family (RAB31), mKNA 

lomo sapiens inner membrane protemTmUochondnal (mitofihn) (MM1), 

nRNA ~~ 

-Tomo sapiens amplified in osteosarcoma (OS-9), ""^A 

• ,,:,a:a,i C .c i /"mr-TYiT-ironp <rifllidase) fNEUj), mRNA 

lomo sapiens siahdase 5 (memorane buumaow^ r> 


NM 006791 1 

"MAA 006766 1 

NM 006804 1 
NM_006770 


tan sapiens MORF-related eene 15 (MRG15), mRNA 

a -™. zinc fineer nrotein 220 (ZNF220), mRNA 

5^4"" ^roido^enic acute rc&^E*** related (MLN64), mRNA^ 
Homo sapiens macrophage receptor with collagenous structure (MARCO), 
qtRNA " " — 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 
Ho^apiens leucine-ziuoer-like transcriptional repnlator, 1 fLZTRl), mRNA 


NM 006767 
NM_006840 


. ; — * Z. -,~™ ^ rri «Vm ii in -1 ilce recerrtor subfamily B (with JLJVi 

Homo sapiens leukocyte lmmunoglobunn-iiKe recepiui, ^ UAfli J v 

and ITIM domains^, member 5 (LILRB5), mRNA 


NM_006866 


: ; — ; H : IZT^i ^,1^ 1i*Vf> rerentor subfamily A (Willi 1JVI 

Homo sapiens leukocyte lmmunoglobulin-liKe recepior, bUDxmiiiij v 

Homatnl member 2 (LILRA2\ mRNA 


NM_006863 


: ; — ; 1 ■ 7. i„u,,i;^ rer»f»r»tor subfamilv A (witn livi 

Homo sapiens leukocyte lmmunoglobulm-liKe receptor, suuKuwijr ^ v 

domain), member 1 (LH.RAR mRNA . 




"Homo sapiens leukocyte immunoglobulin-like receptor, subtamily a <wnh 1M 
and ITIM domains), member 4 (LILRB4), mRNA , r 


NM_006865 


Homo sapiens leukocyte immunoglobulin-like receptor, subtamily A (without 
TM domain), member 3 (LILRA3), mKJNA — tw^Ttm 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, sublamiiy n ^wuh IM 
and ITIM domains), member 3 (LILKBJ), mKJNA ■ — 


NM 006738 
TsTM 006762 


Homo sapiens lymphoid blast crisis oncogene (LUC), mRNA __ 

Homo sapiens Lysosomal-associated multispannmg memorane proieu.-^ 
CLAPTM5), mRNA = 


NM_006737 


car.if.rK; killer cell immunoglobulin-like receptor, three domains, long 

toil orKTR^DT,?,^ m^NA . 

cytoplasmic iaii, \xs~u>*~>u uuuu - — 


NM_006801 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 (KDELR1), mRNA . 


NM 006844 
NM 006858 


""Homo sapiens ilvB (bacterial acetolactate synthase)-iike (jxVBL), mRN A. ^ 

"w«mn samens putative T1/ST2 receptor binding protein (IL1RL1LG), mRNA. 


NM 006764 


" " Womo sapiens interferon-related developmental regulator i (IFRD2), mRNA 


NM 006831 
NM 006794 


Homo sapiens ATP/GTP-binding protem (HEAB ), mKNA . 

Homo sapiens G protein-coupled receptor 75 (GPK/5), mKJNA 

— =^ . • 7- Kfta £ Onrmexin 3(T> (GJB6), mRNA 


NM 006783 
NM_006733 

NM 006731 
NM 006730 
NM 004366 


Homo samens gap mnction protem, beta 6 (connexm jui ^vjjxjq^, 

Homo sapiens FSH primary response (LRPR1, rat) homoiog i (tSHPKHl), 

niRN A — — — 

- womn samens Fukuvama type congenital muscular dystrophy (FCMD), mRNA 
Homo samens deoxyribonucleic T-like 1 CDNASH1L1), mKNA _ 

— — — • vi ™j. nkovmpi o (CI (~7\T9"i mRNA 

Homo sapiens chloride channel z ^lv^inz;, iiuxi^t. . . 


NM 006725 
NM 006806 
NM 006763 

"MTV/f ftftfi7R9 
■TNlVX vjv/u / 


Homo sapiens CD6 antigen (CD6). mRNA 

Homo sapiens BTG familv. member 3 (BTG3), mKNA 

Homo sapiens BTG familv. member 2 (BlCi2), mRNA 

"Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
Hke 2 ( APOBEC2), mRNA — — : — 


NM_006793 

NM 006818 
NM 004289 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 

Homo sapiens ALL1 -fused p—« from chromosome lq (AF1Q), mRNA 

Jjlomo sapiens nuclear factor (erythroid-derived 2)-like 3 (NFE2L3), mKNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


NM_006523 


Homo sapiens A.-proiyi aminopeptiaase ^amuiopcpuuaac r j niv.e i>x ±~>± ±->j s 
mRNA 


NM 006537 


Homo sapiens ubiquitin specinc protease d (.uorjj, iiuvin/^. 


NM 006564 


Homo sapiens Lr protem-coupieci receptor (ii lvio iiv^, iiiis^ln^ 


NM_006573 


Homo sapiens tumor necrosis iactor ^nganaj superidmiiy, mcniuci i ju 
(I JNrbr I3B), mKINA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 

/nrXTTTO CTTO\ wiT>XTA 

(INrKory), mKJNA 


NM 006528 


Jbiomo sapiens tissue iactor painway lnniDiior ^ u rr uu^^*^ 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed l-like (TCTEIL), mRNA 


NM 006519 


Homo sapiens t-compiex-associatea-Lesris-exprcb£>cu i i^c i v. av -'- i - i - /A -' a ^9 imun«. 


NM_006602 


Homo sapiens transcription iactor-iiKe 3 ^oasic nciix-iuup ucha; - Lj -v> 
mKNA 


NM 006593 


Homo sapiens l-oox, Drain, l ^ijo-kij, miviN/\. 


NM_006679 


Homo sapiens putative opioia receptor, neuromeam iv ictcpiui 

Mir** /'TAP^PT ^ rviPXT A 
HKe ^1/V^-5IVLJ, inixIN/Y 


NM_006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM 006558 


Homo sapiens oamoo-lilce pnospnotyrosine protein, 1-01 i\js. v 1 ^ A ^^^3 huxxn^ 


NM 006603 


Homo sapiens stromal antigen z (oiauz;, nuviNiv 


NM 006717 


Homo sapiens spinaim (^oriiN j, itlkjn/\ 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NM_006654 


Homo sapiens sue 1 -associated neurotropmc iactor target ^rvjrxv bigiidiimg 
adaptor) (SNT-1), mRNA 


NM 006622 


Homo sapiens serum-mauciDie kinase ^oiNisj, m±uN/\ 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


NMJ306516 


Homo sapiens solute carrier tamily 2 (tacilitatea glucose transporter), memoer i 
(SLC2A1), mRNA 


NM_006632 


Homo sapiens solute earner tamily 1 / (sodium pnospnatej, memoer j 
(SLC17A3),mRNA 


NM_0065 1 7 


Homo sapiens solute earner iamny 10 ^monocaruoxyiiL. aoiu uaii&pun.ci&^, 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_00659S 


Homo sapiens solute carrier tamily iz ^potassium/cnionae traubpurLcrb^, mcmuci 
7 (SLC12A7), mRNA 


NM_006515 


Homo sapiens bril domain and manner transposase msion gene ^oeiivi^iv.;, 
mRNA 


NM_006664 


Homo sapiens small inducible cytokine suotamiiy a (L-ys-^ys^, memoer z / 
(SCYA27), mRNA 


NM 006514 


Homo sapiens sodium channel, voltage-gated, type aipna poiypepuae 
(SCN10A), mRNA 


NM 006559 


Homo sapiens CrAF-associatea tyrosine pnospnoprotem poz ^oaniooj ^o-rtivioo^, 
mRNA 


NM_0065ll 


Homo sapiens regulatory solute earner protein, iamny i, memoer 1 ^js^o^ 1/^.1^, 
mRNA 


NM_006583 


Homo sapiens retinal pigment epitneiium-ueriveu rnouup&in uuiiwiug 
mRNA 


1NIVX UUvjOUt 1 


Wnmn Qanien*; rpt finder Drotein-like 3 rRJFPL3\ mRNA 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM_00649S 



NM_006547 



NM_006611 



mRNA ~ ~~ 



NM 006546 



NM 006665 



— : Z±TZZ i^^aran^p. fHPSEV mRNA 



NM 006497 



NM 004667 



NM 006527 



N M 006658 



NMJ)06496 



NMJ)06529 



NM 006530 



NM_006581 



NM 006700 



NM 006684 



H omo sap iens ivji — — -pxta " 

'ti w.t domain and RLD 2 (Hfc,Kl-Zj, mmm 



H^^f^hgt domain and R^-S^g^j^^Tr- 
-S — ■ rrtnr: H^vkS^ ?GSBS\ mRNA — 



— 



mRNA 



NM 004113 



KmI006495 



NM 006532 



NM_006566 



Homg sapiens cojnplement lacxor SpiS ^- ; , jjf^fiT 1 ; 

ItT Sio sapiens ecott oijcg^ti^iL slte 2B (EV ^^TT 
Ho mo sapiens cc p w sm ^rich leukenuaigneHEIJLl 



NM 006639 



NM 006586 



NM 006565 



NM_006574 



mRNA " 



NM .0066 88. 
NM 00649 3" 



NM 001750. 



q^n nsaniens Clq'^ela^a ctoi^C^n ^A 
^—-^^^^^^ 5 (CLN5), mRNA 

4= ■ i„^otorir> FFasTl mR NA . — 



NM_006624_ 
NM_00669T 



Momo sapiens ; — — 

Homo sapi ens adenovirus •> bl a omums h ^ Tf , ftT ,-v ^p-M /T 
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NM 006716 


J"iOmO SapiCnb dC/liVdUJl VJ1 o pildbC i\JIlaoC ^auiv^j xxxx.vx't-t ». 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


NM 006670 


"ioiTio sapiens ja^ oncoietai tropnoDiasi giyoupiuicm vy uuuin 


NM002069 


. :iomo sapiens guanine nucieouue Dinamg piutcm ^vj piutwui/, oi p na iiuuuiung 
activity poiypeptiae i ^vjin/yii ) } mtviN/v 


NM 001165 


JblOmO Sapiens OaCUlOViral LrSJr repeat-t/UIitdUinig J ^o-uvw;, xxxxvx^z-v 


■K TTV X AAAOfll 

NM_000391 


tt on-n-t^k-no r»<=»t-r*-ir1 l-i-r*r»"fiicr»i-n/ n *oi c -n ^iiTYYn Si 1 7 1 *a f"p i T1 iTITi Ll 1 £ ( .1 3T1 S 1(V — 

flOUlO Sapiens CCIUIU -lipUlUbOlIlUblb, IlCUItJIldl 3 laiv unautnw yjuiioivY 

.OieiSCnOWSKy UlbCdbC^ ^v_vi-'lNZ. ^, ilxTxJLN r\ 


JNJV1 UUD^^fU 


TJattia oonipnc {^TP-hirirliTi cr nrotein Phfi7 fi\TT07^ mRNA 

xTLOlIlO SapiClxS VJ 1 1 "UUlUlllg IJ-lvtwixx / / J j xxjj-x-i^a^ 


JNiVl UUjj4u 


Wr\mr» conipnQ Vipat «ihorV 70VD nrrvtein IB (HSPAIB^ mRNA 


JNM UU!>34D 


WrkTnrt cQnipnc "hf»at «:Viork 70VD r>rntein 1 A rHSPAl A\ mRNA 


JNM UU3w>40 


TT Amn oo-rvi pn c? XT A "hi Qtr>nf» ffimilv mpmhpr T rFT4PT^ mRNA 
jnLomo sapiens jxh- xiiol*jiic/ i<niniy 5 iiic/iiiuc-i j v AA " A uuvii^ i 


JNM UU3D4J 


Uatyia cQm'pnc "Hfzl ViiQtnnp familv memher TT rH4Firj mRNA 

XltJIIlU adpiCIlb Ll^T molUllt XCHHliy, lliwlllUW ax. ^xx-tx -»-xy, liu-^-j. « 


NM_003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


JNM 003540 


Momo sapiens rl^ nistone iamny, memucr \^ v n ^ r ^ ) ■> 11 11X1 


NM 003539 


TJ-._v.rt pnmonp XJ/1 Vvi ctrvnf* family; TYif^TnKl^r T% ^WAP'T^^ TTiRN^A 

xxomo sapiens txr* msionc iamiiy, ixiciiiucr jj ^rx t +jr±j^, liixxj.^-rv 


NM 00353b 


rlomo sapiens ri*+ nistone iamny, memucr ±\ yrx^+r r^.), iiiivin^v. 


NM_005323 


Homo sapiens HI histone family, member T (testis-specific) (H1FT), mRNA 


NM__003752 


rlomo sapiens euicaryouc translation lniuauon idt/tor 3, buuuiiii o\i lv/ivi-/^ 


XTX/f C\C\ A AO A 

NM 004929 


JnLomo sapiens caioinam i, ^zokl/j ^v^/-vj_,r> i tiuvLNx^. 


NM 006122 


rlomo sapiens mannosiuasc, aipna., uidoo z.r\, mcinuci ^ yiyxs^±^*^r~%^.j i xixxnj.^x-v 


NM006301 


1-lomo sapiens miTOgen-aciivateu proiem jondoc lviiidbc isjiidoc iz, ^ivx^-yo. jivi^, 


NM 006299 


Momo sapiens zinc imger proiem i7J ^z-.tN-r lyo j 9 iijjvL>rv 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


NM 006385 


rlomo sapiens zinc linger protein jll i ^z^inj/zi i^, iixisjLN-rv 


"XTA X A A /TO CltZ 

NM 006296 


rlomo sapiens vaccinia rciatea Kind.be z ^ vrvivz,^, iiuvinz-y 


NM 006295 


momo sapiens vaiyi-trviN/\. syntnetdbc z ^ v ruvoz,/, xiixvi^rx 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


NM_006294 


xlomo sapiens uDiqumoi-cytocnrome u reuuuLdoc umuiiig pujtcui ^uyvvivu;, 
mRNA 


NM 006293 


rlomo sapiens l 1 ivvJj protem tyrosine Kindac v i i xiiivin^x 


NM 0063 1 1 


T T nonionc nimlpor ri~ppnfnr rtA-rpnrPCCAf 1 J^vf OR 1 1 TYlrv ISI A 

rlomo sapiens nuc tear receptor co-reprcoboi 1 v inv^v^xvi^ 5 xxxrviN.rY. 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAJP2), 
mKJNA 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAJP3), 
mKJNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


■x ttv x AA/r^ozr 

N MO 062 8 6 


Homo sapiens transcription iactor ■L'p*^ v rizr uiTnciiz-duuii pdiuici z.) v xjrx-/ir^^, 
mRNA 


NM_006284 


Homo sapiens JAJA box Dinoing protein ^loJrj-as&ocidicu ldctor, ivin/a. 
polymerase 11, n, jukjj {ii^zri), mrsjLN/v 


NM_006342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 

,r)TvT A 

mRNA 


NM_006283 


Homo sapiens transtormmg, acioic coiieu-con contammg piutcm i {liw^^lj, 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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ir 

NM 006450 H 
NM 006422 ¥. 
NM 006446 t 
( 


iRNA " 

[omo sapiens suhcing lactor ^kum^x^i, ,i,TrTT\ 

fArviA eapi^ns A kinase (PRKA) anchor protein 3 (AKAP3), — 

[^l^n^^ 21 (organic anion transporter), member 6 

SLC? 1 A *), mRNA — r 


NM_006278 I 
s 


i^^S^ytamsfaase 4C (beta-galactosidase alpha-2,3- 


NM_006378 I 
< 
i 


g^Sp^^ 

lomain (TM) and short cytoplasmic domain, (semaphonn) 4D (SEMA4JJ), 


NM_006379 J 


^^^^^^^ta^W^^ domain, 
secreted, (semaphonn) ^ <a£,ivi/^w> — _^ — mrmbrr 1 0 


NM_006274 

NM 006453 
NM 006270 


Homosapi^ifmall inducible cytokine subfamily A (Cys-Cys), memoer 

(SCYA19), mRNA • 

^T^^ transducin (beta)-like 3 (TBL3), "^^^^ 

Hon^^E^t^^ 


lNivi Wryj^yj? 
NM 006355 
NM 006315 
NM 006394 
NM_006263 


H^g^g^finger protein 15 (RNF15)^gA -4 

Homo sapiens ring fin** protein 3 (RNF3) mRNA . 

Womo sapiens regulated in glioma jjjJVj), — . rpv o 

Homo sapienTr^easome (prosome, macropam) activator subumt 1 (FA^s 

alpha) (PSMER mRNA __ " "1 


InJVL uuozoz 
NM_006261 


w^mn aniens oeripherin (PRFH). mRNA — — 

-fo^ks^^^ 


NM_006260 
NM 006259 


Sa^nl^^ 
pendent inhibitor (PRKR1), mKJN A __. ,,,irrJA ~~ 1 

fHo^ 

c — r t • iimtT fPPKCO) mRNA 


NM 006257 
NM 006255 
NJVl_UUOZJi 


Homo sapiens protein kinase < theta (rKK A')i thri 

"Somo sagprotein kinase", AMP-activated, beta 1 non-catalytic subumt 


NMJ306252 




NM_006251 


- Horsapi^' proL tanase, AMP^i^T^ 1 catalytic subuni. 


NM 006247 
NMJ306246 


Homo sapiens protein phosphatase Z, reguiaxory buuumi v 
_ JsoJorm(PPP2R5F,>, regulatory su bunit B (B56), delta isoform ~ 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory suounn d v j, 


NM_006244 


(PPP2R5D), rnRNA^ mWa<;e2 reg ulatorv subunit B (B5 6), beta isoform 
Homo sapiens protein phosphatase 2, regulatory suounn d V d „ 


NM_006243 


(PPP2RSB),jnRNA_ regu latorv subunit B (B56), alpha isoform 
Homo sapiens protein phosphatase 2, regulatory suounn d y& „ v 


NM_006241 


mRNA — . — ■ — i,» .mi ni 1 mPFFl^ 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-bmdmg domain i ^bJr 1), 


NM_006238 
NM 006237 


-^h^^^ receptor, delta (PPAKUj, 
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IN1VI \J\J\}£.J\J 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


INIVX uwUZ -J -J 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


INJVJl UuOz,J 1 


Hnmn saniens nolvmerase (DNA directed), epsilon (POLE), mRNA 


IN 1V1_U U O D J o 


Homo saniens solute carrier family 25 (mitochondrial carrier; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


IN 1YJL \J\J \J£*£* \J 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


TsJIV/T 00697A 

1N1V1 UUOZZH 


TTnino saniens nhosnhotidvlinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD51 -interacting protein (PIR51), mRNA 


iNJVL_UU0ZZ-5 


rr nrnA cor»i/»nQ -nmtp'in ^nentidvl-nrolvl cis/trans isomerase) NEMA-interacting, 4 
(parvulin) (PIN4), mRNA 


JNJVL UUOzZZ 


T-Tr\mn c^nipnc nmtpin fnpntidvl-nrolvl cis/trans isomerase! NJLMA-interacting 1- 
1i1rp> fPTMl T ^ mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 
rpTNTl^ mRNA 


NM_006218 


Homo sapiens phosphoinbsitide-3 -kinase, catalytic, alpha polypeptide 
fPTK^PA^ mRNA 


>JN/f Oftfi? 1 *K 

INIVI \J\J\J^XJ 


Unmn saniens nhosnhorvlase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_0O63O5 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 

rnRNA 


NM_006212 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2 5 6-biphosphatase 2 
rpFTC FR?^ mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


JNJVL^UUozuy 


rj nrnr > c^nipnc prtnTinrlpntiHe nvronhosnhatase/nhosDhodiesterase 2 (autotaxin) 
fFTsTPP?^ mRNA 


"KTN/f n0690<i 
IN 1VI__UUDZ VJ D 


Unmn ^aniens nhosnhodi esterase 6H cGMP-soecific, cone, gamma (PDE6H), 
mRNA 


IsJA/T 006904 


Homo saniens nhosnhodiesterase 6C, cGMP-specific, cone, alpha prime 
n>DE6C) mRNA 


NM 006198 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


TMM 0061 9S 


Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


MM 006191 


Homo sapiens paired box gene 4 (PAX4), mRNA 


NM 006191 


Homo sapiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 


TnTN/T 0061X9 

1N1V1 UUUlOy 


Homo saniens olfactorv marker nrotein fOMP), mRNA 


"NTM 006186 

4.NJ.VJ. UUU 1 O VJ 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMA1), mRNA 


NM 006184 


Homo sapiens nucleobindin 1 (NUCB1), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA 


NM 006372 


Homo sapiens NS1 -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


"MM 006176 

J. > JLV1 uuUl / VJ 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


7\TM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 I 
NM 006158 I 
NM 006393 I 
NM 006316 I 
NM 006153 I 
NM 006424 1 
( 

NM 006317 1 


fo™ .aniens neurogenic diherenuafaon 2JN^jg^2^N^ 

Tnmn ; nfi ^ .^filament, light polypeptide (68kD) (NEFL), mRNA 

lomo sapiens nebulette (M^LJ, mKJNA — _ 

4omo sapiens DNA-hindine transcriptional activator (NCYM), mRNA 

4omo sapiens NCK adaptor protein 1 (NlKij, mkl>IA _ 

3omo sapiens solute carrier family 34 (sodium phosphate), ineuibu , 

ST .C.SAA2\ mRNA . 

Homo sapiens brain acid-soluble protein 1 mRNA 


NM 006343 
NM_006457 


Womo samens c-mei pmto-oncogcne tyrosine ismn, y — ■ 

Homo sapiens LIM protein (similar to rat protein kinase C-bmdmg enigma) 

CUM), mRNA 

Homo sapiens LIM and SH3 protein 1 (LASri),jnRWA _ 


NM 006148 
NM_006383 


T . , „ A ^„ t vino c P catalvtic subumt-uuerac ling 

Homo sapiens DNA-dependent protein Kinase caiaiyuv, suu 

protein 2 (KJP2), mRNA . TFrrvri 


NM_006459 

NM 006147 
NM 006332 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 

iiiRNA. — " — " 

H o^n* interferon regulatory factor_6_(IRF6), mKJNA _J 

Homo sapiens interferon, gamma-inducible protein 30 (IFI30),mRNA 


NM 006337 
NM 006308 
NM_006403 

NM 006143 


Mnmo sapiens microspherule protem 1 (MCRS1), mRNA 

Hnm „ . im c w snnck 27kD protein 3 (HSPB3), mKMA 

Homo sapiens enhancer of fomentation 1 (cas-like docking; Crk-associated 

substrate related) fHEFl), mRNA _ . ■ 

Homo sapiens G protein-coupled receptor 19 (GPR19), mKNA 


NM 006302 
NM 006478 
NM_006338 

NM 006360 
NM 006329 
NM 006404 


Homo sapiens glucosidase I (GCS 1), mRNA ^ 

twu, sapiens GAS2-related on chromosome. 22 (GAR22), mRNA 

Homo sapiens glioma amplified on chromosome 1 protein (leucine-nch) 

(GAC1), mRNA _ ■ 

Homo sapiens dendritic cell protem (GA17), mRNA . 

Hnm- -r^" a fihidm 5 CFBLN5), mRNA ^ 

H^la^s protein C recepmr^thelial (EPCR) (PROCR), mRNA 

Homo sapiens Deleted in split-hand/split-foot 1 region (JjSSl),mRNA 


NM 006304 
NM 001355 
NM 006139 
NM 006371 
NM_006136 

NM 006448 


Homo sapiens D-dopacnrome tautomerase 

Homo sapiens CD28 antigen (Tp44) (CD28), mRNA . 

Womo sapiens cartilage associated protein (URTAP), mRNA 

" Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 

CCAPZA2), mRNA 

Homo sapiens trinucleotide repeat containing 1 (1NK11), »»*UMA _ 


NM 006333 
NM_006419 

NM 005453 
NM 006324 


• Hnm ^ nndear DNA-bindmg protem (C1D), mKiNA 

"Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 

1^m-cellchemoattractant)fSCYBl3),mRNA . _ 

" „ omo sapiens zinc fineer protein 297 (ZNF297), mRNA 

— . _ ;„f ;„i Zloi7^1rM-imf>nt nrntem 1 (CFDrl ), mKJNA 

Vfnmn sapiens cramotacial aeveiopmem pruicm ^ /, — __ 


NM 006375 
NM 004466 
NM 004484 
NMJ302856 


Homo sapiens cvtosolic ovarian carcinoma antigen 1 (COVA1 ), mKJNA 

Homo sapiens glypican 5 (GPC5), mRNA . ■ 

Ho™ sapiens elvpican 3 (GPC3), mRNA . — 

Homo sapiens pofiovirus receptor-related 2 (herpesvirus entry mediator B) 

(P VR T ,2\ mRNA 1 i \ n i /TTn 


NM_001420 

NM 001634 
NM 000483 
NM 001645 


Homo salens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 

antigen C) (ELAVL3), mRNA , Ti mn mlTTI f\ 

Homo sapiens S-adenosylm*thinnine decarboxylase 1 (AMD1), mKiNA _ 

Homo sapiens apolipoprotein C-H (APOC2), mRNA 

Homo sapiens apolipoprotein c:-I (APOC1), mRNA . 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2 A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3), mRNA 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM 006006 


Homo sapiens zinc finger protein 145 (Kruppel-like, expressed in promyelocytic 
leukemia) (ZNF145), mRNA 


NMJ)06004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NMJ)06003 


Homo sapipns ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
(TSC22), mRNA 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo sapiens triadin (TRDN), mRNA 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFL1), mRNA 


NM_006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TAB1), mRNA 


NMJ)05989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM 005988 


Homo sapiens small proline-rich protein 2 A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


NM 006049 


Homo saoiens small nuclear RNA activating comnlex oolvDentide 5 1 9kD 
(SNAPC5), mRNA 


NM_006080 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3 A (SEMA3 A), mRNA 


NM_006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 0059S1 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM 006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 

E- C E. J .n — L. c v LI 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPEE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM 005969 


Homo sapiens nucleosome assembly protein l-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


NM_006097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM__005932 


Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 00592S 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens mi crofibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM 005924 H 


Z uZ^Zr, Knv ? (growth arrest-specific homeo box) 

omo sapiens mesenchyme homeo box z ^gro w m y 


NM 005920 H 
(i 


g^afte^M^^ 2, polypeptide D 
r^te enhancer factor 2D) (MEF2D)^rgNA— ^ 


NM 005919 JH 





(i 

1 NM 005918 I 

L g 

NM 005917 I 
NM 005913 1 


^^^^^^ 
^ m n saoiens melanocortinJjeceptor(MC4R^ ^^Vf^T^F^ 


NM 005912 1 
NM 005911 1 
NM 005908 J 
NM 005907 1 
NM_005898 

NM 006060 


L ^J^o^thionine adenosyltransferase II, alpha (MAT2A), mKJNA 

Homo sapiens^nbrane component, chromosome 11, surface marker 

(MUSn,mKNA _ — own^ C7NFN1A1'), mRNA 

Homo sapiens zinc finger protein, subfamily, 1A 1 ClKarosj^ajFIjlAii, 


NM 006059 
NM 006038 
NM_006084 


Hnim ,o f ^«c ^.rmatoeenesis associaTecl PDJ (Mftft" 

#5mo sapiens interferon-stimulated transcription factor 3, gamma pttD) 

llggg^^ • .^lAnlrticle-promotedpj^^ 


NM 005897 
NM 005896 




NM 006028 
NMJ)06120 

-v-nv k An^no^ 


Homo sapiens major histocompanDinry compi^, 


jNjyi uuovjZ'O 
NM 006051 
NM_006079 




NM_005894 


^^^^^^^^^^ 

'CD^T Y mtt>J A — , 


NM 006016 
NM_006078 


\'!. ■' 1: CD1 64 an*.*- .nalomucm (CD164), mRNA J 

- ■iolsa^nscleium channel, voltage-tiependent, gamma subumt 2 


NM_O06030 




NM 006085 
NM_006015 


" S ens sUaWP n^mx-^yd. aca. dependent relator o, 
IjLmatin. subfamily f, member 1 (SMARCFIL mRNA — 


NM.__UUouoo 


Homo sapiens aldo-keto reductase family 1, member At (aldehyde reductase) 


NM_005891 

NM 006020 
NM 004056 


J ^oC^e^e^ymeA^i^^ 2 (acetoacebyl Coenzyme A 

thiolase^ ( ACAT21 mRNA , . „, r . I||T7T| ., 

Hm ,n sapiens »iwi„timi repair: alkB homolog (ABH), mRNA 

Hj^sapiens carbonic anhydrase VTO (CA8). -—ft 1 


NM 005664 
NM 005662 
NM 005836 
NMJ)05660 

NM 005659 


TTomo sapiens voltage-depen&artaj^^ ^ A 

Homo sapiens tr^ signal inhibitor protein p!4.5 (UK114), mKJNA 

--Imo sapiens solute cairi^S^^-ffl^ ^porter), member 2 
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MM 005706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mRNA 


>JM 005807 

1N1VA V/vJOUi* 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


MM 005749 

1N1VX \J\J -J 


Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA 


MM 005655 


Homo sapiens TGFB inducible early growth response (TIEG), mRNA 


MM 005653 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


MM 00^654 


Homo saniens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


MM 005SR5 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


iNIVl UUj 


"HVvmn csnvipn*? Iran <N<Trint ion factor 17 fTCF17)„ mRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


IN JVI__U Uju4j 


u at «a oonipriQ TATA box binding nrotein fTBPVassociated factor, RNA 
polymerase II, K, 18kD (TAF2K), mRNA 


XTTV/T fiPi^AAl 
JNiVl UUDO'fJ 


Wrvmn canipnc TATA box binding nrotein (TBPVassociated factor, RNA 
polymerase H, 1, 28kD (TAF2I), mRNA 


JNJVL_UUDDHl 


TJrvmr* coni^c TATA hmc binding nrotein (TBP)-associated factor, RNA 
nnlvmerase II E 70/85kD (TAF2E\ mRNA 


inivi_uu j o / y 


u nTT1 n ^aniens TATA box bindine nrotein (TBP)-associated factor, RNA 
nolvmerasel C HOkD (TAF1C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
nolvmerase I A. 48kD (TAFIA), mRNA 




Homo sapiens synaptotagmin 1 (SYT1), mRNA 


MM 00563R I 


Homo sapiens synaptobrevin-like 1 (SYBLl), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


MM OOSR71 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


mm nn^^ii 


Unmn ^aniens SRY fsex determining reeion YVbox 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX13), mRNA 


XTN/f nn^^9Q 
in ivi_uu z> ozy 


Wnmrk Q5mif»n<; solute carrier familv 6 f neurotransmitter transporter, creatine), 
member R TST r6A8^ mRNA 


>jm nn5f^n 

IN 1VJL_ V UJUJU 


Wnmo ^anien*? solute carrier familv 21 (prostaglandin transporter), member 2 
TSLC21A2) mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
fSLClA5^ mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


MM 005R77 

1N1VA V/UJ O / / 


Homo saniens solicine factor 3a, subunit L 120kD (SF3A1), mRNA 


MM 005695 


TTomn ^aniens svndecan bindine nrotein (svntenin) (SDCBP), mRNA 


MM 005693 


Hnmn ^aniens small inducible cvtokine subfamilv A (Cys-Cys), member 8 
(monocyte chemo tactic protein 2) (SCYA8), mRNA 


MM 005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma -like 2 (pi 30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM 005607 H 
NM 005789 H 

NM 005672 H 
NM 005865 H 


■ ^ : , Vinasp. 2 CPTK2V mKNA 


NM 005729 t 
NM 005604 t 
NM 005709 i 
NM 005767 1 
NM 005835 1 
( 


1 receptor I family^ Proup S) (P2Y5) mRN^ 4 

fZr. sapiens solute carrier family 17 (sodium phosphate), member 2 


NM_005793 J 

NM 005600 
NM 005599 


Jo^aplfnuc^ 

^pt^ciph^ (TSIM23-H6), mRNA_^ . ■ 

^^^n.mtrilase 1 (NTT1), mKNA -— — 


NM 005598 
NM 005596 
NM 005665 
NM_005594 


Hnmn sapiens nescient helix loop nelix MiNni.n h -i 

^^^^^^^^^^n^^K j 

^fe^f^ 

Homo sapiens nascent-polypeptide-associatea compi v v , 

(HKCK), mRNA _ — — ~~\ 

Horn ^ oa pier, s mvoeenic lactor 5 (M* tl>), inRNA. > -j=rr. 


NM uuD^yj 
NM 005592 
NM_005845 




NM_005874 




NM 005588 
NM_O05587 


-^^i^iMADS box transcription enhancer factor 2, polypeptide A 1 
fm Y ««vte enhancer factor 2A) (MEF2A),jnRNA ffKLROtt 


NM_005810 


-g^apTen" TlaneT^eine^-like receptor subfamily G, member uKLRGl)J 


NM 005581 
NM_005578 

NM 005577 
NM 005576 
NM 005573 
NM 005572 
NM 005568 


sapiens lipoprotein, Lp(a) (LPA^rnRJjA^ . —4 

Ht>Tr n ca? ir,n S laminBl (LMNB 1), mRNA 

-_ggmn sapiens lamin A/C (LMNA^im^jjA 

-tSo-saniens L1M homeobox P^gSJJfeB&^^S^- -— j 


NM 005780 
NM 005566 
NM 005564 
NM 005558 
NM 005556 
NM_005557 

NM 005553 


- "Ho^o sapiens lipoma H^li^i^iy^f^ 

Hnmo'sapiens lactate dehydrogenase A (LU11A), uillHA _ 

4 S sapiens IftSSTfeSgml^ (LCN2) ' 

Homo sapiens ladinm 1 ILaUD. mKNA_ . 

Homo sapiens kinesin 2 (60 : 7Jil^l(KNS2J^mb^A_ . 


NM 005552 
NM 005551 
NM 005550 
NM 005832 


Homo sapiens kallikrein 2^^^)^^ _ 

Homo sapiens kinesin family member C3 (KIFG3), mKNA — 

Homo sapiens potassium large conduce cakium-activated channel, 
subfamily M, beta membej^CNMB21^NA . 
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"KTTVvf Cif\ CC/lfl 

NM_005D4y 


Uatyia ponipnc r^ntci ccii im vol ta cr*»-cratpd channel shaker -related subfamily, 
mpmhpr 10 HCCNAIO^ mRNA 


JNJVI UUDD'tO 


Homo canipnc IvqvI -tRNA <;vnthetase fKARSV mRNA 


JNiVl UUjjH/ 


Homo cnnipn<i in vol unfit! fT"VT,i mR in A 


IN lvl_U U D D *t D 


Homo canipns immunoglobulin sunerfamilv containing leucine-rich repeat 
fKT R i mRNA 


iNlvl UUjojj 


tinmn ^aniens ironuois-class home o domain protein (TRX-2A), mRNA 


1N1V1 \J\JDDHH 


Untun ^aniens insulin recentor substrate 1 (JLRSl\ mRNA 


1N1V1 UUJJHO 


Homo saniens insulin-like 3 CLevdie cell) (INSL3), mRNA 


IN1V1 UUDj'tZ 


Homo Qn-nienc; insulin induced pene 1 fINSIGl l. mRNA 


TsjA/i nnssA.1 

1N1V1 UUjjHI 


Homo saniens inositol nolvnhosnhate-5 -phosphatase, 145kD (INPP5D), mRNA 


IN1V1 UUJJJ7 


Homo saniens inositol nolvnhosnhate-5 -phosphatase, 40kD (INPP5A), mRNA 


1N1YL \J\JJ.JJ 1 


Homo saniens inhibitor of growth 1 family, member 1 (ING1), mRNA 


lNlYl uUJJJJ 


Homo saniens interleukin 12 receptor, beta 1 (IL12RB1), mRNA 


1N1V1 \}\JDDj Z. 


Homo ^aniens interferon alnha-inducible protein 27 (lb 127), mRNA 


iNlVl UUjjj 1 


Homo caniens interferon ffarnma-inducible protem 16 (JUKI 16), mRNA 


INlYl UUjjjU 


Homo enni^nc icoritrate dehvdroffenase 3 rNAD+) alpha (IDH3A), mRNA 


NM 005808 


Homo sapiens HYA22 protem (HYA22), mRNA 


inm uuiozo 


u nTnr v CQn ; pnQ Vi<aot chnrV 40VTj nrotein 0 fHSPF2 ) mRNA 


NM_005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


"KTTV A AACO? 

NM 


tjftmrt dOT-vi»-Mo l-^rrlTvwwe+prrnVI C\ 1 _bf»ta 1 Hphvdroo^nase 1 rHSDllBl^ rilRNA 
Homo sapiens nyQroxyoLcruiu. v*- ^ ucwj v-i&ii_y w & 1 v x ^^-^ x±ji -jt uuvni 


xnv/T AA^ coo 


Jtiomo sapiens nomeo doa rvi ^nuAni;, iiitnj.n^\. 


NM_u055zl 


Urt«-»rt nor\i/»Ti o v»i~»r«#»r» Kay 1 1 rT-rpll Ivmnhoma ^-as^ociated breakoointi 
Homo sapiens nomco doa i i ^i-ucii ij^mpinjnici j aoouv/iaiv/u vtuvpvini-; 

mnY 1 1 *\ mT?NA 


lNiVI__UUI>Z> 1 o 


Wrvmo Q»nien<; ^-hvdroxv-^-methvlfflutarvl-Coenzvme A syntbase 2 
fmitochondrial) (HMGCS2), mRNA 


"xta/t nn ^ 1 ^ 

INlvl UUjjIj 


Homo ^aniens bomeo box HB9 (HLXB9) mRNA 


IN1V1 UIODIO 


TTrvmA o^tviryic maior hi Qtoromnatibilitv comnlex class I. E frlLA-E), mRNA 


1NIV1 UUD / 1Z 


Hrkmn canipn^ HFT? V-H T TR -associating 1 (TIHLA1 V mRNA 


INlvl UUjo^ 


Hnmn ccvnipnQ P"FRH1 1 familv member in MTiC class I reeion fHCGIX), mRNA 


NM_005513 


Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 


1N1YI UUjOOj 


Homo ^aniens Cr nrotein -couoled recentor 55 TGPR55 ), mRNA 


INlvl UUjOO^ 


Homo caniens G nrotein -counled recentor 52 fGPR52 #, mRNA 


1N1V1 UUJJ 1Z 


Homo ^aniens privronrotein A renetitions predominant fGARP i, mRNA 

lTUlllU od^lltllo ftl_Y wW|Jl 111 xX ivpwiiuuiiu pi vuviiiuiMiiv ^-m-»-»- j j 


1N1V1__UU JOJ 1 


Homo ^aniens tumor sunnressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


INlvl UUD /*tV 


Homo Qaniens dvnein axonemal liffbt nolvneotide 4 (DNAL4., mRNA 


"M\/T nn^R7 / > 
INlVl UUjo /Z 


Homo canienQ breast rarrinoma amnlified seauence 2 fBCAS2\ mRNA 

XiOillw ocl|Jldlo Ul VxClo L L/dl V^lllvrlllc* CLiiijJiixiW'Va ovvjuviiw — * i^-^"*— / 5 - ^. 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


NM UUDoUU 


riomo sapienb mgniy cnargcu prutciii \lj ijo iuu^, uuvi^n 


JNM__UUj /jZ 


iT Arnr . canipnc ^ 4 _-K rr » /= » /" /- a 1 r» -m tn HpnpnHpTit parbobvdrate-reco_niition domain) 

rlOTIlO Sd-PlCllo tVpC It/dlwltllll VXCLI^llV-lt'lll-j ^Cll L/\^li.Ji' via t* ivvvguivivii \iviiiuuiy 

lpr>tin cimprfamilv mpmhpr 1 fr»rtilat?e -derived # fCLECSFlV mRNA 

ICUllll, sU|Jd lwiiilljr lllClllUv^i 1- ^ai iiiagv/ uv/iirvuy V / ' 


TJlVf 00,^07 


Homo Qaniens cofilin 1 ^non-musclei TCFL1Y mRNA 

X1\JI1 1U odplvllo VVJ11 1111 1 ^ 1 1U1 1 lliuoviuy ^v^j. ui /, a***.-*-!. * 


xnv/r nn^ R9^ 

IN IV1_U U J oZJ 


Homo ^aniens R AS cmanvl releasing nrotein 2 fcalcium and D AG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM_005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM 005719 H 
rr 

NM 005883 H 


3 (21 kD) (ARPC3), 


NM OObojo ri 
i NM 002023 t 
NM 000108 h 
d 
t, 

NM 001621 1 


rmT1A c» r i ms A kinase (PRKA) anchorprotein 8 (AKAPa), mKNA 

" ./ t>"KT A 

ehydrogenase complex) (DLD). mRNA _ 

lomo sapiens aryl hydrocarbon receptor^ ^HR), mRNA _ 


NM 001101 1 
NM 001100 J 
NM_000054 J 


tao sapiens acta, beta (AC1 Bj^roK^j A 

^^^n^eTpr-Qtein 265 (ZNF265) mRNA, T^rTl 


NM 005455 
NM_005433 

NM 005429 


^^iinIV-yes-1 Yamaguchilar^ia viral oncogene homolog 1 (YES1), 


NM 005499 
NM 005427 
NM_005425 


Homo saniens SUMO-1 activating enzyme S ubunit2_OJBA2), mKNA 

— — t , • n r^rx rvviX\ mRNA — 

Wnmn sapiens tumor protein p 13 (ir/i), mts inm . 

HornolapTens transition protem 2 (during histone to protamine replacement) 


NM_005424 
NM 005423 


SapSi^^ 

VinmAlnev domains (TIE), mRNA lin p>TA 

wAmA sapiens trefoil factor 2 (spasmolytic protein 1) (TFF2), mRNA 


NM 005422 
NM 005421 
NM 005420 
NM 005418 


Homo sapiens tectorin alpha (TECT^r^A^^^^^ 

Homo sapiens suppression ot tumorigemcit) > tt L— — — 


NM 005470 
NM 005416 
NM 005460 
NM_005412 


Homo sapiens small prohne-nch protein 3 (i>rt^ u p>M 
-^^p^s"svnuclein, alpha interacting protein (gynphil m ^^g^— 
"^olipTens serine hydroxymethyltransferase 2 (mitochondrial) (SHMT2), 

mRNA — r~. " i • i r ,iiir ft fCi— Cvrt rrrrr'bm' 13 


NM_005408 


" Homo sapiens small inducible cytoKine sublauuly A (C^ uys;, mem 


NM_005402 
NM 005397 


fRALA), mRNA 

-tHo^sipTenl^ 


NM 005395 
NM 005394 

■KTA Jf AA ^ 1 0A 

NM uuooyu 
NM_005389 

NM 005450 
NM 005386 
NM 005384 


- TT Mini postaeioticjjgjggat^^ 

-+f T ° mn ^Zyr^. dehydrogenase (lipoamide) alpha 2 gDHf 2 ^ mRNA 

- Homo sapiens p^m-l^a^ar^O^aspartate) O-methyltransferase 

(PCMT1). mRNA — " ~ 

Homo sapiens noggin (NtXi), mRNA . _ 

Homo sapiens neuronann (NNAi;,mkNA -— ) A 

-jB^^^c^^^^ ? T TnT^£t \ ~ 


NM 005383 
"NM 005382 
NM 005381 
NM 005380 
NM 005468" 


Z\ Homo sapiens sialidaseAfevto^^ 

Homo sapiens neurofilament 3 (150kD medium) (Nhf 3), ipkina . 

Homo sapiens nucleolm (NCL), mRNA _ pNA 

Homo sapiens neurobl**or^^ 

Homo sapiens N-acetylated alpha-link^ acidic dipepbdase-iuce, ILLAL 
DTPEPTTOYLPEPTroA SF fNAALADASEL), mRNA _ 
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NM_0Uj3 /4 


Wrvmo ccmipn«: mpmhranp nrnfpin nalmitovlated 2 (TViAGUK. p55 Subfamily 
mpmhpr 2 1 fMPP2 > l mRNA 


INJVL UUjJ/o 


PTz-kmo canipn«i mvplnnrnliferative leukemia virus oncogene (MPL), mRNA 


TvTAvf f\(\S.171 

INJYL_UU-> j /Z 


Wrm-ir* Qar>ipn<; v-mn^ "Molonev murine sarcoma viral oncogene homolog (MOS), 

nYRNA 


INIYA, WDHJy 


TTnmo <sanien«: mveloid leukemia factor 2 (TV0LF2), mRNA 


XN1VI UUjj07 


u nmn Qanien<? MCF 2 cell line derived transforming sequence (MCF2), mRNA 


XTA/f Art^l/^C 

NJVx UUDjOo 


iTArvkn c^nipnc mvnoTobin C\A V£\ mRNA 


JNXYl UUjjOj 


TTnmn <ianipn«: melanoma antigen familv A 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


JN1V1 UUDjDI 


TTnmn Qarvipn<: melanoma antigen familv A 2 (7VIAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


"MTV A f\f\ 


TJnmn c^inipn c linsiGf* Vinrmnnp-tvPn^iti ve (1,1 PR) TixRxNA. 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM_005472 


xr^«-»^ r, an 0 rvAtocciiim irrkitfa o-^_cT5itpH pViannpl T<?lv -rel ated tamilv. member 3 
ixoirio sapiens potassium, vuiuxgc-gaicu uiiaiiucx, xoiv iv^icuvvv* A«.ii.i.i.ijr, iuvhjwvi ~* 

(KCNE3), mRNA 


NM_005495 


riomo sapiens solute carrier iamuy i / ^souium piiu&piiaic^, m^muwi -r 
(SLC17A4),mRNA 


NM_005456 


rlomo sapiens mitogen-acuvatea proiem Kiiicifc>c o uiiciavuiig h 1ULU111 x 

Z^yT A T>V £TT> 1 \ ■m'P'NJA 

(i\4AJrJVoir 1 mKlN/\ 


NM_U0:>34J 


Untvirk coniArtc Ho roc Wqtvpv r?»t wrpAma viral nnco?6n6 liomolos (JHLRAiS )• 

nOIHO SapiCno V — Xid — I do Xlal vcy l ul oaiv^iua vuai uiivugvuv iAVAXiVAv^j 

mRNA 


JNM_UU!)34Z 


tr^t-i^rk conipnc "hi cr"h-mr»Kilit\/ crroi ir> Tnonni^tone chromosomal^ orotein 4 
^rnvivj^+j, miviNrv ____ 


JNJVL UUD-541 


Wrkmn conipnc 01 T-TCmr»nel familv member HKR3 fHKR3\ mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


NM_005477 


Tjrt*vi/\ noninnr ViTrr\*»T*t-*^l afir^citirvn 5«r , H'vfitpH pvpIip nueleotide-ffated notassium 
jn[omo sapiens nyperpoiarizd-iiuii dULivciLcu L*yv-fii^ uu^ivuuuu o aivu ^v/iuooium 

cnannei ^jci^inh-j, iruvi>j^-v 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


JNJVl U10334 


iTrvmr. caniprc "hnct r>f»ll fbrtnr C l ^ rVP1 6-acees^orv nrotein^ rHCFCIV mRNA 
nomo sapiens nostceii id.wwji v^i ^ vnu-atLwauijr piutwiuy v aa ^ a ^^jt 


JN jyi_uvj j jjj 


iT A mA conipnc Vinirkr»A/tr*p"hrr*mp r QA/ntVia^p ^evtochrome c heme-lvasel CHCGS), 

rlOlTiO SdpiCIlO IIUHJL'Y lUvlllUiUC OjfUHKlO*-' ^JflUVlUVlllV/ V/ ijuuv^ yiiw^yj 

IliiVJLN^V — 


INIVX UUjj^O 


Unmn Qanien<s hvaluronan svnthase 2 THAS2V mRNA 


iNIVl__UV JJi / 


TTnmo saniens L-3 -hvdroxvacvl-Coenzvme A dehydrogenase, short chain 
fHADHSP^ mRNA 




Homo ^aniens H3 histone familv 3B CH3.3B) (H3F3B), mRNA 


XNIVX \J\JJDjL X 


TTnmo <;aniens HI histone familv member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


xnv/r nn^^iQ 

1N1V1 UUJjl7 


TTnmn <;anien<; HI histone familv member 2 (H1F2), mRNA 


TvTN/f OH ^19^ 
INlVi UUDoZD 


TTnmo «?ar>ipn<5 H1 histone familv member 1 fHlFl\ mRNA 


1N1V1 UujjIO 


TTnmo <?aniens HI histone familv member 0 (H1F0V mRNA 


7\XI\/f on^zi^Q 


TTnmn <;aniens Piianvlate evclase activator 1C fGUCAlC}, mRNA 


NM_005316 


Homo sapiens general transcription factor EH, polypeptide 1 (62kD subunit) 
rOTF^TTI • mRNA 


xta/t i ^ 

INJVx UUjj Ij 


Homo ^aniens &oo<;pcoid-lilce TGSCLi mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 t 
NM 005286 I 
NM 005285 I 
NM 005284 I 
NM 005458 I 
NM 005282 I 
NM 005306 1 
NM 005305 ] 
NM 005304 ] 
NM 005303 
NM 005281 
NM_005302 

NM 005301 
NM 005300 
NM 005299 
NM 005298 
NM 005297 
NM 005296 
NM 005295 


r™o saniens G protein-coupled receptor kinase 5 GPRK5), mRNA 

t sapiens G protein-coupled receptor 8 (GPR8), mRNA 

T -piens G protein-coupled recepior 6 (GPR6) rnRNA 

j^^^^gled^e^tor 51 (GPR51), mRNA _ 

l^sap^ensGirote^ 

^ sliens G protein-coupled receptor 41 (GPR41), mR^A _ 

^^^^^^^^^^ 

5™o -piens G protein-coupled receptor 3 (GPR3) mffNA 

Homo sapiens G protein-coupled receptor 37 (endothehn receptor type b-hM 

^S^G nrotein -coupled receptor 35 (GPR35), mRNA J 

S— . ' ipn „ r} rr ^«.^, T 1ed receptor 34 (GPR34), mRNA J 

Hnm" sapiens G protein-coupled receptor 23 (GPR23 , mRNA. _J 

HnmosamensG protein -coupled receptor 22 (GPR22), mRNA 

J^lfeiG^ 


NM 005294 
NM 005293 
NM 005279 

NM 005290 
NM 005288 
NM 005276 
NM 005275 
NM_005274 


H^jjjjs^^in^oupled receptor 20 (GP^g^jA 

' Hnffln sapiens G protein-coupled receptor i (OPR1), mRNA 

-Salens G prot^-counled receptor 17 (GPR17), mRNA 

Er^iensGprotHr.-coupled receptor 15 (GPRj5j^A 

H^j^jGSjtein-o-oupled receptor 12 (GPR12) xnRNA 

• i t r.v.nmVntp dphvdroppP nBft 1 (soluble) (OrL>l), hikina 

Woino sapiens glvcerol-3 -phosphate aenynroaen^ v /v 

liT^r^guamnenucleo^e^ 1 G ^ 1) ;"^ NA 

'Homo sapiens guanine nucleotide binding protein (G protein), gamma d 


NM_005273 


■ "SSpleS^ine nucleotide binding protein (G protein), beta polypeptide 2 
(GNB2), mRNA 


NM 005271 
NM_005269 

NM 005264 
NM 005263 


Hnmft ■mrf-" pi 1,,tnmate dehydrogenase 1 (OLUPl), mRNA — 

- -Homo sapiens glioma-associa^ed^gene homolog (zinc finger protein) (GLI), 

niRNA — ~~ ~ ' — 

Homo sapiens GDNF family receptor alpha 1 (Of KA1), mRNA 

Homo sapiens erowth factor independent l (uHl;, mRNA . 

Homo sapiens erowth arrest-snecitic I (UA&ij, mRNA 


NM 005256 
NM 005255 
NM 005253 

NM_005251 


Homo sapiens cvclin G associated kinase (OAK), mRNA 

"Homo sapiens FOS-like antigen 2 (FOSL2), mRNA 

" HomosapiensforkheadboxGlB(FOXGlB),mKNA 

Homo sapiens forkheadbox C2 (MFH-1, mesenchyme torkhead 1) (FOXC2), 


NM_005248 


— P" 1 * 3 ^ — : a~~t. PocWH feline sarcoma viral (v-fgr) oncogene homolog 

Homo sapiens Gardner-Kasneea ienne bdiconm vum \. v & i 


NM_005246 




NM_005234 


STmo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA " 


NM 005233 
NM_005231 


Horrid capons FphA3 (EPHA3), mKJNA 

Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (pS0/85 src substrate) (EMS1), mRNA . . 
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NM UUDZZ/ 


Ur»mn cortipnc *=»r\ rrri"n _ A A. fT* P NJ A 4^ mPNA 
JtlOniO Sapiciio cpiu n 1-/^/4- ^ir> r rrN.rv-tj 5 iiiixjln r\- 




TJrt^rt v> rnniAnc r1^/w\rri Vwvnnr»1 T ^ 1 ^TsJ A ^ F-< 1 ^ "mR"\TA. 
JtlOlTlO SaplCIlO UCOAyi lL>OIlUL/lCd.&C X ^J-/lX^VOJL« 1 J, liUX-LN^V 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


NM 005220 


Homo sapiens aistai-iess nomeo dox j ^jljj^-Avj mxviN/x 


NM_005216 


Homo sapiens aolicnyi-aipnospnooiigosaccnariae-proiem giycosyitransierase 
(DDUo 1), mKJNA 4 


XTX vT AAC 1 1 C 

NM 005215 


Homo sapiens aeietecL m coiorecxai carcinoma ^uuL/j, miviN-rt. 


XTN K AAC 

NM_005436 


Homo sapiens uina segment, single copy, prooe pxin- ^xransiorming t>cqucnuc, 
thyroid- 1 , (D 1 OS 1 70), mRNA 


NM 005214 


Homo sapiens cytotoxic i -lympnocyie-a&sociateQ protein *+ j^ajl./v+ j, iiixsj>).rY 


NM_005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


NM 005492 


Homo sapiens cystatin 8 (cystatin -related epididymal specific) (CST8), mRNA 


NM 005212 


Homo sapiens casein, kappa (CSN10), mRNA 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-fms) oncogene homolog (CSF1R), mRNA 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 

Tl XT A 

mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mRNA 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
mRNA 


NM 005193 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


NM_005l9l 


Homo sapiens CD80 antigen (CD2o antigen ligana L, r> /-I antigen; ^Uooj, 
mRNA 


NM_005l88 


Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence 
(CBL), mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


XTX >T i\f\C 1 O /I 

NM 005184 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA 


NM_0054S3 


Homo sapiens chromatin assembly factor 1, subunit A (pi 50) (CHAF1A), 
mKJNA 


JNJVl UU j441 


rlomo sapiens cnromatm assemoiy iactor i, suounit r> \po\j) \\,rit\r iiuvim^x 


NM_0051S3 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


NM 005448 


Homo sapiens bone morphogenetic protein 15 (BMP 15), mRNA 


XTX /f AAC 1 TO 

NM 00517b 


Homo sapiens B-cell CLL/lympnoma 3 (13UL3), mKJNA 


XTA yf AAC1*7"7 

NM_ 00517 / 


Homo sapiens AlFase, H+ transporting, lysosomal ^vacuolar proton pump; non- 
catalytic accessory protein lA^iiu/i iokuj ^/^ix^oin mxsj.N/x 


XTNif AA<> 1 1A 


xiomo sapiens Air syntnase, transponmg, miioL/noiiu.riai j?i L/uinpicA, 

^allilllct pVJiypcpLlUC 1 ^rVlr J\^l ) 9 IlttVLN^V 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


XNJV1 UIO 1/1 


nomo sapiens acnvating transcription iactor i v > /\ix' i ;, imviNi^v 


XTXyC AAC 1 C/l 

NJVl 00510/ 


riomo sapiens ras nomoiog gene iamiiy, memoer ^ ^axvti^j, miviN/\ 


TvTA/f AAC 1 /C/C 

NJVl 00 j 100 


riomo sapiens amyloid Deta ^A^ / precursor-iiKe protein i v./vr jl»x i ^, itlivin^x 


XTAvf AAC1/JC 

NM 0051o!> 


riomo sapiens aldolase i^, rructose-Dispnospnaie ^/iluul), miviN/\ 




TJnmn ciampn q v-nlrf murine tVi"v/mATna viral OnCACeTlP HATTiAlofT 1 ^ATC r Tl^ 

mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM_005121 



NM 005079 



r _____^^ 240 U>alubu5« 

(TRAP240), mRNA_ 



NM 005091 



Ho^nolii£^l^M2^II^^^ 
Homo sapiens tumor necrosis factor (ngana) supen. y 

mJFSF15\ mRNA 



NM_005092 



NM_005118 



NM 005147 
NM 005076 



NM_005116 



Homo sapie n s mniumua - - 

iom^SpicnT,^^^ 

fSLC17Al\ mRNA 



NM_005070 



NM_005074 



NM_005073 



NM_005072 



. ^+ * a >t\ _T>XTA - ■ , . 



NM 005063 



NM 005060 



NM 005059 



NM 005045 



NM_005058 



: m TjT vrv mPTJA 



NM_005052 



NM_005051 



NM 005048 



bmangprgte ig Rac3^ (RAC3), mRN A, 



NM 005044 



NM 005043 



NM 005042 



NM 005041 



NM 005040_ 



Homo sapien s wr«>uiyi»« — - ■ 

H^^pl^ protein kinase, X -lm ked (PRK jC^r nKTviA F J7 VmP^ 



NM_005039 



NM_005038 



NM 005029 



NM_005027 



NM_005026 



NMJ>05021 



Homo sapiens proime-ncn — ---- - ■ - • 

Ifo^^^lfeg^ ^j: ^RCPWWA 



mRNA 



NM 005019 



NM 005018 



NM 005015 



mRNA "~ 



53^^— : r r-^r— -~ I I rnl ^ nlin-de pendent(PDHlA),jrjg NA__ 



NM 005085 



NM_005124 



NM 005013 



NM 005012 



NM 005011 



Hom o sapiens oxidase ^^f^zM), mRNA 

Ho mo sapiens nuc e °P 0 ^ |^f^^^tZZZ 

Homo sapi ens nucleoponn LMK iMiNur^ - 

— — ■ , . _\ • j:^ o /-mi ipriy mRNA 




H omo sapiens imu cuuuim — y r : 

Hgrno sapiens ™ c l eob ig^g^^ 

Horno_sap2ensj^cer^ 

jto^pjei^^ 
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TnJM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed m (NME4), mRNA 


XTA/T OOS007 
INIVI_UUJUU / 


u nmn caniens nuclear factor of kaot>a light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1), mRNA 


IN IVi_UU D UU4 


u nrnn cartien^ NADU dehydrogenase fubiauinone) 1 beta subcomplex, 8 (19kD, 
AOTn rKmifFR^ mRNA 




Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14.5kD, B 14.5a) (NDUFA7), mRNA 


MM 0049RS 

IN 1V1_U V/*+ zz o o 


Homo saniens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEA1), mRNA 


>JM 005097 


Homo sapiens leucine-rich, glioma inactivated 1 (LGI1), mRNA 


NM 004984 


Homo sapiens kinesin family member 5 A (KIF5A), mRNA 


IN IV1_U y o O 


Wr^TYio Q5inipTi«: nnta^inm inwardlv-rectifvine channel, subfamily J, member 9 
(KCNJ9), mRNA 


XTA/f AOvlQQO 
IN 1VL_U KJHy O z 


Tj nrTin ccinipnc nnta^inm inwardlv-rectifvine channel, subfamily J, member S 
(KCNJS), mRNA 


TsTN/f OOORQO 
IN IVl_v U U o !7 U 


Unmn cnr>if»n<; r>nta<?«;ium inwardlv-rectifvine channel, subfamily J, member 5 
(KCNJ5), mRNA 


"MM 0040 R1 

IN IV1 UUt-zOl 


TTomo ^aniens notassium inwardlv-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA 


"MM OOSI^ 

INIV1 \J\JD AJO 


Wnmn <tnni>tT; notassium voltaee-eated channel. Isk-related family, member 2 
(KCNE2), mRNA 


IN 1V1__U UH7 o U 


Wnmn cnnipnc nota<?<!iiim voHaffe-eated channel. Shal-related subfamily, member 
3 (KCND3), mRNA 


xnv/r no ao 7 o 
iNivi_uu^ty / y 


u nTT1 A oanien*; nnta<5c;iiim voltacre-ffated channel, Shal-related family, member 1 
(KCND1), mRNA 


INIVl__UU^f:7 / O 


PTnmn cnr»ipn<; nota<;«iinm volta^e-eated channel. Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


"MM 004977 


Unmn «;anien<5 notassium voltaee-eated channel, Shaw-related subfamily, 
member 3 fKCNC3 > ) mRNA 


"NM 004976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNC1), mRNA 


TsTM 004975 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
1 HCCTsmn mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (DDE), mRNA 


1N1VX uUJl'TJ 


Unmn saniens hantofflobin flHPV mRNA 


NM 004965 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 14 
(HMG14), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 


NM 004963 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 
(GUCY2C), mRNA 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein (gravin) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


"NM 005145 


Homo saniens euanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


TsTM 005142 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5 Al), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 U 
xnv/r nn^Q^S "F 

1 (: 


[omo sapiens ets variant gene 1 (El VI), mRNA — 

g^ie^solute carrier family ^cteoside transporters), member 1 

^Ll^LendonucleaseG-hke 1 (ENDOOL1), mRNA J 


NM 005107 t 
NM_004953 t 

n 

NM 004952 1 


i^^aplens eukaryotic translation initiation factor 4 gamma, 1 (EDrtOl), 

nPNA _ 

Tnmo *» v i™ ephrin-A3 (EFNA3), mKNA 

^^ie^deoxyrib^ude^^ 


NM 004944 I 
NM 004938 1 
NM 005127 J 

1 

NM 004935 3 


^ nmn ea p lma ^.arh-associated protein kinase 1 (DAPK1), mKNA__^^ 

ectin, superfamilv member 2 (activation morn-cu; v / 

tao sapiens cvclin-dependenttanase^^Kb ~j 

tao sapiens CDS antigen, beta polypeptide (p37) (CDggTj^nP^ 


NM 004931 
NM 005125 
NM_005093 


tan saniens copper chaperoneforjuperoxide dismutase (CCS) rnRNA --—-4 
Homo sapiens core-binding factor, runt domain, alpha subumt 2, Ixanslocated to, 
?. ( CBFA2T2), rnRNA pMiuL bctn (r ^P' 7 P> 


NM_004930 

NM 005139 
NM 000664 
NM 002108 


Homo sapiens capping protein (acta mamem, muscle Z-lme, Beta ^ j, 

rnRNA ■ 

Homo sapiens annexm A3 (AiN^iAi,, iuKI'IA f - r jrn mPH Y 

tan sapiens acetyl-CoenzyrneAcartocylase alpha (ACACA),jnRNA 

w«mn sapiens histidine ammoma-lvase (HAL,, niRUA 

Homo sapiens bone morehogenetic protein 6 (BMP6), mKJNA. 


NM 001718 

JNiVL UUllJ** 

NM 001153 
NM 004817 
NM 004736 
NM_004628 


w^n sapiens annexin A5 (ANXA5 ), mkNA _ 

tao samens annexin A4 (ANXA4), mKJNA 77777777; mP m 

- i ^^^ g ^ T ^^ g in2(^ occludens glg^f^r 

■ , • r i nnlirtrnnir retrovirus TftfiFiptor 1 JU'Kl ), "USiNA 

Homo xenotropic ana poiytropic rcmn imj 1 nrnr^ 

-So^ajiens xeroderma pigmentosum, complementation group C yu** 
nilLNA — 


NM / 

NM_004183 


"Hnrntr ^ r ;«« tryptophan rich basic protein ( WKB), mkRA__ - 

-SgiinTSlliformmacular dystrophy (Best disease, bestrophin) (VML>2), 


NM_004664 
NM 004679 


-Homo'sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
Homo sapiens variable charge^ chromosome (VCY), mF^_ _J 


NM 004182 
NM 004651 
NM_004181 

NM 004223 
NM 004623 
NM 004622 


--SlapSfoSoSgen^^ 

OJCHL1), rnRNA — pLC1 -jTfTT 

- tao sapiens ubiquita-conjugatasenzyme E2L 6 ^E2L6 rnKT^v 

~ Homo sapier* t*tratricot>eptide repeat domain 4 (TTC4), mRNA 

Homo sapiens translin ( 1 SM), mKNA ^tpi m mRNA 


NM 004236 
NM 004909 
NM 004295 
NM_004179 


Homo sapiens thyroid receptor interactag^g^ I S CTRIP 5) mRNA 

Homo sapiens taxol resistance associatedf ene 3 (TRAG3), mRNA __ 

-fSLo saoiens TNF receptor-associated factor 4 (TRAF4), mRNA 

Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 


NM 004195 

NM 004202 
NM 004616 
NM 004615 
NM 004865 


- "Homo sapiens tumor necrosis factor receptor superfamily, member 1 b 

-T^^^T^-T^^^ member 3 ™4SF3 , mRNA 

—Homo sapiens transmembrane 4_superfamily member 2 (TM4bf2), mRNA 

Homo sapiens TBP-like 1 (TBPL1 ), mKNA 
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xta/1 nn/Ki *3 
JN jyi_UU40 1 D 


Womn ^aniens transglutaminase 0 (CI nolvoeotide, protein-glutamine-garnrna- 
alutamvltransferase^ (TGM2) mRNA 




Homo saniens transforming growth factor, beta receptor I (activin A receptor j 
type n-like kinase, 53kD) (TGFBR1), mRNA J 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


xnvr 004Q1 R 


Homo saniens T-cell leukemia/lvmohoma IB (TCL1B), mRNA J 


MM" 004609 


Homo sapiens transcription factor 15 (basic helix-loop-helix) (TCF15), mRNA | 


mm 0047K0 
rNivj. uvt /ou 


Homo sapiens transcription elongation factor A (SEQ-like 1 (TCEAL1), mRNA j 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA | 




TTrvmn saniens TATA box binding: nrotein (TBP)-associated factor. RNA 
nolvmerase II A 250kD (TAF2A), mRNA 


isj\/f ooa7 i o 


Wrvmn saniens svnantoevriri 2 TSYNGR2\ mRNA 1 


xjiv/f 00471 1 
INIVI UUH /ll 


"HVvmn saniens svnantoevrin 1 fSYNGRlY mRNA 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), j 

trTRTsTA 


NMJ)04S53 


Homo sapiens syntaxin 8 (STX8), mRNA 1 


xnv/f ooa/^oi 

lNlvl lf\J40Uj 


Pfrkmn c^nipnc wntavin 1 A fhrain* (STXIA^ mRNA 1 


NM_004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


iN JV1_UU4 D y y 


Tj ATnr v conipn e ot^rol T-ecmlatnrv plpmpnt rvmdin*? transcrintion factor 2 (SREBF2), 1 

IIlTvlN-rV . 


XTN/T 004 17£ 
iNJVl_UU'+ I/O 


u nmri caniens steml remilatorv element bindine transcription factor 1 (SREBF1), I 
mRNA i 


IN 1V1_UUU .3 o z. 


TJnmn <;anien^ secreted T)ho<5nhonrotein 1 Costeooontin, bone sialoprotein I. early 
T-lymphocyte activation 1) (SPP1), mRNA 


"MlV/f 0041 SO 

1N1V1 WVJM- 107 


Homo <;anien«; SRY Csex determininc reeion Y)-box 14 (SOX14), mRNA I 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA V 


TMA/f OOA7R9 


tinmn Qar*ien<5 ^vnantosomal -associated nrotein. 29kD fSNAP29), mRNA ~\ 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 




TJrvmn carrion q Qnlnte rarrier familv 9 Tsodium/hvdroffen exchanger), isoform 5 
(SLC9A5), mRNA 


XTN/f HA/11 7^ 
JNiYl_UU^f I/O 


TJ/-vn->f\ canipnc cnlntf* parripr familv 7 ^r.atinnic amino acid transporter.. Y"^~ ! 
system), member 4 (SLC7A4), mRNA 


JNiVl_UU4Z 1 1 


UrtTMrt cariipnc cr\1nt<» carrier familv fnpiirn transmitter transDorter. firlvcine). 
member 5 (SLC6A5), mRNA 


IN JVL__UUh- o D o 


UrvmA canipnc cr\lntf» rurripr familv A snHinm hicarbonate cotr an snorter, member 

jrJLOIllO bdpiCIlo oUlULC OdlllCl xa.lllll_y *-t, auuiuin uivai uwnuiv ""u^wi w*. , 

8 (SLC4A8), mRNA 


rNJ.VJL_UU*t / z / 


TT^n-irk cQTvienc cnliitR rarrier familv OA fsodium/notassium/calcium exchanger), 1 

member 1 (SLC24A1), mRNA 


TsTlVtf OOA179 


T-TrYmr* caniens solute rarrier familv 1 filial hiffh affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 1 


xtaa ooai71 


"HVvmn caniens solute rarrier familv 1 filial hierh affinity glutamate transporter), ! 
member 2 (SLC1 A2), nuclear gene encoding mitochondrial protein, mRNA 


IN1V1_UUh- / j 1 


XT/vnnrk oorvienc Qnlnte rarrier familv 1 f% rmnnOCarHoXVliC acid tranSDOrterS^« 1 
memher 7 ^ST C16A7^ rrYRNA i 




Unmn Qartiens solute rarrier familv 16 ( monocarboxvlic acid transporters), 
member 5 (SLC1 6A5), mRNA 


NM_004207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), j 
member 3 (SLC1 6A3), mRNA 


NM 004870 


Homo sapiens marinose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS 11), mRNA 


NM 004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reauctase i i&.u.k.i.>, mK-LN/\ 




NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitocnonanai protein, himna _ 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM_004591 


Homo sapiens small inducible cytokine sublamiiy J\ l^ys-i^ysj, memocr z,u 
(SCYA20), mRNA _ - 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16),mRNA 


NM_004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM_004755 


Homo sapiens ribosomal protein S6 kinase, SJOicD, polypeptide ^ (Kf z>o&j\d), 
mRNA 


NM_004586 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM_004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 0 
(SLC22A6), mRNA 


NM 004259 


Homo saniens RecO nrotein-like 5 (RECQL5), mRNA 


NM nn4?^n Hnmn sapiens RecO protein-like 4 (RECQL4), mRNA 


NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5C), mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NM_004581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


NM 004162 


Homo sapiens RAB5A, member RAS oncogene family (RAB5 A\ mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM 004580 


Homo sapiens RAB27A, member RAb oncogene lamiiy itfj t \x>z//\j, iiuvin^ 


NM 004663 


Homo sapiens RAB11A, member RAS oncogene family (RAB11A), mRNA 


NM 004160 


Homo sapiens peptide YY (PYY), mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NM_004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 




NM_004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type n, alpha 
(PRKAR2A), mRNA 




NM_004758 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
1), mRNA 




NM_004576 


Homo sapiens protein phosphatase 2 (formerly 2 A), regulatory subunit B (PR 
52), beta isoform (PPP2R2B), mRNA 




NM_004156 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, beta 
isoform (PPP2CB), mRNA 




NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilm B) (PPIB), mRNA 




NM 004575 


Homo sapiens POU domain, class 4, transcription factor 2 (POU4F2), mRNA 




NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 




NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 




NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 




NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 




NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(PITPNM), niRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM 004567 


Homo sapiens 6-phosphofructo-2-kinase/fioictose-2,6-biphosphatase 4 
(PFKFB4) mRNA 


NM_004566 


Homo sapiens 6-phosphofi^cto-2-kinase/fructose-2 5 6-biphosphatase 3 
(PFKFB3), mRNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EIF2AK31 mRNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


NM 000417 


Homo saniens nlatelet-activatine factor acetylhydrolase 2 (40kD) (PAPAH2), 
mRNA 


NM 004199 


Homo saniens orocollaeen-Droline. 2-oxoelutarate 4-dioxygenase (proline 4- 
hydroxylase) aloha polypeptide II (P4HA2), mRNA 


NM 004154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 
mRNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein p 1 3 0 (P 1 3 0), mRNA 


NM 004802 


Homo sapiens otoferlin (OTOF), mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM 004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member S 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJ1), mRNA 


NM 00455? 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(NADH-coenzyme Q reductase) (NDUFS3), mRNA 


NM 004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM 004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


NM 004145 


Homo sapiens myosin DtB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NMJ)04143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 1 (CITED 1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NMJ304225 


Homo sapiens MFH-amplified sequences with leucme-nch tandem repeats 1 
(MASL1), mRNA 


NM 002372 


Homo sapiens mannosidase, alpha, class zj\, memoer i uiraN^ 


NM_004721 


Homo sapiens mitogen-activated protein Kinase Kinase Kinase id ^ivi/vr-jxs.ij>^, 
mRNA 


NM_002332 


Homo sapiens low density lipoprotem-reiaiea protein 1 \dipiia ^ nwwugiuuuiui 
receptor) (LRrl), mKJNA 


NM 004793 


Homo sapiens protease, serine, Id (rKooijj, mKJN/\ 


NM 004789 


Homo sapiens LIM nomeobox protein z ^ri^z;, hikin a 


NM_004863 


Homo sapiens serine palmitoyltransterase, long cnam case suduiui z. ^ r A j-a^ »> 
mRNA 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM 004795 


Homo sapiens klotno (KL), mKJNA 


NM 004521 


Homo sapiens kinesin family member 5B (KEF5B), mRNA 


NM 004520 


Homo sapiens kinesm heavy chain memoer z ^irz;, nuviNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, Js.QI-lilce suoiamiiy, memoer ^ 
(KCNQ4), mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KCjl-like suoiamiiy, memoer j 
(KCNQ3), mRNA — 


NMO04518 


Homo sapiens potassium voltage-gated channel, KQT-like subtamily, memDei z 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 

ir» . ■• -k r -\ i i f /rr n\Tll iTT> 1 \ ^__T) XT A 

subfamily M, beta member 1 (KCNMB 1 ), mKJNA 


NM_004732 


Homo sapiens potassium voltage-gated channel, snaker-reiatea suoiamiiy, oeid 
member 3 (KCNAB3), mRJNA 


NM 004693 


Homo sapiens cytokeratm type 11 (Konrj, ixikina 


NM_004791 


Homo sapiens integnn, Deta-liKe l ^witn tior-iiKe repeat uoiiidixi5>^ ^iiud^i;, 

T»TvT A 

mRNA 


NM 004517 


Homo sapiens mtegrin-linicea kinase ^uljs. ) 9 mruN/v 


NM 004514 


Homo sapiens interleukm ennancer Dinaing iacxor i ^u_.r ij, uusaN-n. 


NM 004633 


Homo sapiens mterleuKm l receptor, type 11 ^iuiivz;, nusd%/\ 


NM 004513 


Homo sapiens mterleuKm 10 ^lympnocyxe cnemoaiirautdiiL lat/iui^ v-'J-'^^^^ iiu\i^n 


NM 004512 


T T ~ * _ Antrim 1 1 ro/^arktrir oltVl"»0 /'TT 1 1 R TYI K N A 

Homo sapiens mteneuKin i 1 receptor, aipna vu-' 1 lxvrvi, hitvin^ 


"V Til X i"\/"V ^ ^ C (") 

NM 004258 


jtiomo sapiens immunogiODuiin superid-miiy, incinuci ^avjox z»^, iiix-^^^ 


NM 004135 


jtiomo sapiens lsocitrate aenyarogenase d yrij^sj^^j gdimiia ^luiuvj;, iiaa^ix^ 


t» x r\r\. A 4 *y A 

NM 004134 


Homo sapiens neat snocK / ukl/ protein yt> ^moriaiui-z, j ^xj-ojrrv^jj », uiru^n 


NM 004697 


Homo sapiens rKJr4/olisY wjj splicing iacior ^rix^ivrHjrj, iiu\j.n/-y 


NM 004698 


Homo sapiens U4AJ6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens homeo box Co (MUAto ), mKJNA 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


NM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNriuj, tiikjna 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


NM_004712 


Homo sapiens hepatocyte growth iactor-regulated tyrosine ianase suosTxate 

ST -r a*-*\ S. T» "VTA 

(HGS), mRNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 

nvf AT>AJCA\ mPN A 

^ lV-L-rTJr H- JS-H- j ? iiirviN^-v 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM_004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type IE (HADH2), 
mRNA 
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NM_004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 


JNlVL 


Homo <ianien<; H2A hi stone familv member Y (H2AFY), mRNA 

JLXVJlIlXJ OtfllJiC'lIO X 1LA lilo LUllv lull 11 1 jr , liiuiiiu^i \ ./ ? 


XTN/T flOvnifi 
INiVL UUh- IjU 


Wrvmrv canipnc olvpooeniTi fGYG"^ mRNA 


IN JVA \J\JHZ. o D 


Homo ^aniens GTP bindine nrotein 1 fGTPBPl mRNA 

XXUXllVj odJJlvllO V_J XX UXXXKXllLg IJXKJlXsXXX X ■*■ *-Jy ****> w *- * + 


KT\A ClftA 1 9 R 
IN 1YI WHIZO 


Worno Qaniprn; crpneral trarwcrintion factor IIF. Polypeptide 2 (30kD subunit) 

TGTF2F2 1 mRNA 


INIVL vt/ A T*-rl7 1 


Homo «?atiien<; glucocorticoid receotor DNA binding factor 1 (GRLF1), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


iNIVx \J\JHHy\J 


"Homo Qnniens crrowtb factor recentor-bound nrotein 14 fGRB14), mRNA 


IN1VI \J\J*tO 1 U 


TTriTno Qani<»n<: G"RR2 -related adantor nrotein 2 ( / GRAP2\ mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


JNlVL UUho / 1 


iifttnn conipnc rrr^l rri Q"KF A V> rprpntnr f*omri1e"X member 1 r GO SRI i mRNA 


1N1VL UU^H-o / 


Unmn campnc crnl cri antrmnti aen anlain Qiibfamilv b macroffolffin fwith 
tr^nQmpmhranp <?icma1 1 1 rGOT.GRl^ mRNA 


1N1VL vv/H 1ZO 


Unmn ccir>ip*nQ cnianine nurleotide binding nrotein 1 1 fGNGl 1 \ mRNA 




TJnmn canipnc misminf* "niirleoHde Hindirijy nrotein fG nrotein). arDna 14 

(GNA14), mRNA 


INIVL UU^rZ.'+O 


Womr\ cQnipn c crliir , acrnn-1iVe nentide 9 recentor rGT^P2R^ mRNA 


XTN/T nOA19^ 
INIVL UU*f IZj 


WnTY>n cftnipnc o-o efrir* inViiHitorv "nolvnentide ( GfP^ mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


JNIVL UU4oj / 


xxomo sapiens geranyigcrd.nyi uipinjopiiciic ojriitiicidw i \\j\->x uij* iiu"vj.^i^ 


TxTIV/f f\C\A ICQ 


TT--.^,^ corMpnc rrrrMir+Vi fortnr inrl^rif-nrlf^nt 1 /'r>r*tenria1 rpcnil afor of f^DTCN^l A 

Xxomo sapiens growrn latiur nivicpciiu.ciii ijj ac-j^liici.i.vji v -^ j --' ix - 1 -^ -*■-'*•? 
rrand on Qtp>d in P"MT ^ TGFT1 "R i mRNA 


NMJ)04293 


Homo sapiens guanine deaminase (GDA), mRNA 


INIVL_UU'H /3 1 


JnLOTnO Sapiens glLlL-UoaLIllIiyi v^IN-cLv/CLYI^ Uallolviaoc/ ~j 3 iiiu^iii Ljrpw yvjv^x^ ±-jj 9 

m T?\FA 
IIItSJ-N^V 


INIVL UU*+1j/-} 


T4r\mri canipn c crrvl cri -QnppifiP Hrefeldin A re^i stance factor 1 TGBF1V mRNA 


INIVL UUZUjU 


Unnin canipn c fWrrrvv/l npntidp r PP PrvtrvT-1 i lvP 2 fT^PRT 2^ mRNA 


INIVL VJUH-*+ / O 


iinmn Qnnipnc folate bvdro1a<?e rnro«;tate-^necific membrane antigen) 1 rFOLHl\ 
mRNA 


NM 004119 


Homo sapiens fins-related tyrosine kinase 3 (FLT3), inRNA 


INIVL UVJH-'t / J 


Homo <;aniens flotillin 2 fFLOT^ i mRNA 

XXVJlIivJ OClJJlt'llo XlV^tJllllll \i. A—f\^r±—*J) X 


"MM 004479 


Homo <;anien<; forkbead box Dl CFOXDli mRNA 


MM 004471 


Homo saniens forkbead box Gl A (TOXG1 A) mRNA 


MM 004474 

INIVL uu*t 4 t / *-r 


Homo <;anien<? forkbead box TFOXD2 / mRNA 


MM 0044f>0 

LNIVL__UU*+ < tU-7 


Homo <?ar>ien«: r-fo«; induced erowtb factor Avascular endothelial erowth factor 
fFTGF 1 mRNA 

\ X X V_l X. J j llJXN-LN^X 


NM 004468 

1 N JLYA V\/"TJU 


Homo sapiens four and a half LIM domains 3 (FHL3), mRNA 


"MM 004462 


Homo saniens farnesvl-dinhosnhate farnesvltransferase 1 (PDFT1 ), mRNA 


NM 004107 

1 N1VJL \J\J—V X \J 1 


Homo saniens Fc fraement of IeG. receptor, transporter, alpha (FCGRT), mRNA 


NM 004104 


Homo saniens fattv acid svnthase fFASN), mRNA 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


vnv/f 004 101 

INIVL UU 4 * 1U1 


Homo ^anienQ poacmlation factor TT Ttbrombini receDtor-like 2 fF2RL2 1 mRNA 


NM 004235 

IN IYI uU*rZ- — ' — ' 


Homo saniens Krunnel-like factor 4 ( exit) fKLF4\ mRNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTL1), mRNA 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NM_004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NMJ)04447 I 
r 

NM 004446 I 


; ™^~,-™ai <rrrsxxrth factor receptor pathway substrate 8 (EPS8), 

lomo sapiens epidermal growxn iacior ic^pwi j 

nRNA _ . — 

• ..i.-Hmvi mi nK/l tPTsTA wnthetase (KP^S^ mkNA 

lomo sapiens glutamyi-proiyi-uviN^ v z> 


NM 004431 I 
NM_004099 I 
i 


lomo sa piens Bp* A2 CEPHA2\ mRNA 

~ T^u^nHr* ^PTTiHrane nrotein band 7/2 (stomatm) (EPB72), 

lomo sapiens erythrocyte memorane proiem uanu v / \ 


NM 004437 1 

1 


— — : ,t ^„ ^ ^.^u^p ™-ntein band 4.1 (elliptocytosis 1, RH- 

rlomo sapiens erytnrocyte membrane proxem udnu -r. v*- f j 


NM_004435 

■ 


linked) (EP }^ :: looc ^ /pisinoGI nuclear eene encoding mitochondrial 

Homo sapiens endonuclease u (±mnuu<jj, nuticm gci^ & 


NM_004434 


^- — — : i '«/*/?atw rvii i-v/^ti iVn i1 p-a<;«;ociated t>rotein-like (EMAPL), 

Homo sapiens echmoderm microniDuie-ab&uoAtiL^u. v 


NMJ)04433 


Homo sapiens E74-like factor 3 (ets domain transcription tactor, epithelial- 
specific ^ (ELF3), mRNA . — — 


NMJ)04096 


Homo sapiens eukaryotic translation initiation factor AH binding protein 2 
(EIF4EBP2), mRNA . - n , . n 


NMJ)04095 

NM 004430 
NM 004093 
NM 004429 


Homo sapiens eukaryotic translation initiation factor 4b binding protein 1 

(EIF4EBP1). mRNA — 

Homo sapiens early growth response 3 (EGR3), mRNA . 

Homo sapiens eohrin-B2 (EFNB2), mRNA . _ 

Homo sapiens ephrin-Bl (EFNB1), mRNA 


NM 004428 

NM 004415 
NM_004760 

NM 004413 
NM 004088 


Homo sapiens ephrin-Al (EFNA1 ), mKNA 

Homo sapiens integral membrane protein 2A (ITM2A), mRNA 

Homo sapiens desmoplakin (DPI, DPE) (DSP),.raKNA 

Homo sapiens serine/threonine kinase 17a (apoptosis-mducmg) (STK17A), 

rnPMA — 

"Homo sapiens dioeotidase 1 (renal") (DPEP1), mRNA . 

Homo sapiens deoxvnucleotidvltransferase, terminal (DNTT), mRNA. 

— T . , rf c \ mf-tVivltratisferase 2 (DNMT2), mKJNA 


NM 004412 
NM 004411 
NM 004407 
NM_004746 

NM 004747 


Homo sapiens DNA (cytosine-5-)-methyltransterase m 
"Homo sapiens dvnein. cytoplasmic, intermediate polypeptide i ^Nv.11 mRNA 
Homo sapiens dentin matrix acidic phosphoprotein {DM.F i), mRNA 

TT . ^ j- op Iottt^ nrir^cnnhila^ homoloe-associated protein 1 
Homo sapiens discs, large ^urosopmia; num^i^g ^ 

■ tt • 1LJl j- ici-rrf- mrr»cnr»Vii1^ homolop 5 fr>T,G5) T mRNA 

Homo sapiens discs, large ^urosopmid; numyi^g ^ v n . 


NM 004087 
NM_004900 


Homo sapiens discs, large (DrosoohUa) homoiog mDLGI), mRNA 

- — r . /„•;!„ tr> arir j monrotein B mRNA editing protein j 

Homo sapiens phorbolin (similar to aponpoproiem d iu»"'" r 

(DJ742C19.2), mRNA r— — ; — 


NMJ304404 


" Homo sapiens neural precursor cell expressed, developmental^ down-regulated 
5 (NEDD5), mRNA _ — 


NM_004402 


" Homo sapiens DNA fragmentation factor, 40 kD, beta poiypepude W - 
activated DNase) (DFFB), mRNA _ _ 


NM_004401 
NM 004083 


" Homo sapiens DNA fragmentation factor, 45 kD, alpha poiypepude (DFFA), 

Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 

Homo sapiens doublecortm m & CaM kinase-like 1 (DCAMKL1), mRNA 


NM 004734 
NM 004394 
"NTM 004393 

IN J.VX uvtjyj 


Homo sapiens death-associated protein (DAP), mRNA — — 

Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAOl), 


NM_004229 

NM 004079 
NM 004390 


Homo sapiens cofactor required for Spl transcriptional activation, subumt 2 

( 1 50kD) (CRSP2), mRNA 

Homo sapiens cathepsin S (CTSS). mRNA 

Homo sapiens cathepsin H (CTSH), mRNA . 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NM 004861 


Homo sapiens cerebroside (3'-phosphoadenylylsulfate:galactosylceramide 3') 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA j 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM 004074 


Homo sapiens cytochrome c oxidase subunit VUI (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinase 1 (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NM 004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


NM 004356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM 004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1 ; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NMJ300722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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NM 004329 ] 
NM_004827 

NM 004326 


Homo sapiens bone morphogenetic protein receptor, type IA (BMPR1A), mRNA 
Homo sapiens ATP-binding cassette, sub-family U (WiiiiJi;, member 2 

fABCG2), mRNA 

Homo sapiens B-cell CLL/lymphoma 9 (BCL9), mRNA 

Homo sapiens B-cell CLL/lymphoma 7C (BCL7C), mRNA 


NM 004765 
NM 004324 
NM_004656 

NM 004048 


Homo sapiens BCL2-associated X protein A3 AX), mKJNA . 

Homo sapiens BRCA1 associated protein- 1 (ubiquitin carboxy-terminal 

hydrolase) (BAP 1 ), mKJNA 

Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 
NM 004321 
NM_004888 


Homo sapiens axm 2 (conauctin, axii; ^a-aoin^;, »u>jm . 

Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 

A rr«i>_ rtA ux ffftMpnAr+inn 1\7cr*Qfvmfl1 {vacuolar TWOtOn T5limP ), 

Homo sapiens ATPase, ti+ transporting, iysos>oiruu ^vai-uuuu ^i^wn f» *v> 
member J (ATP6J), mRNA 


NM_004047 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
21kD (ATP6FL mRNA . — 


NM_004046 


Homo sapiens ATP synthase, H+ transporting, mitochondnal * l complex, aipna 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA __ 


NM_001683 

NM 004314 
NM 004313 
NM 004312 
NM 004311 
NM 004675 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 2 (A'l F'Z&Z), 

mRjSJA - 

Homo sapiens ADP-ribosyltransferase 1 (ART1), mRNA 

Homo sapiens arrestin, beta 2 (ARRB2), mRNA . 

Homo sapiens arrestin 3, retinal (X-arrestin) (ARR3), xnRNA _ 

Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA 

Homo sapiens ras homolog gene family, member I (ARHI), mRNA 


NM 004310 
NM 004309 
NM 004308 
NM 004040 
NM 004290 
NM 004797 
NM 004039 
NM 004306 
NM 004038 


Homo sapiens ras homolog gene family, member H (ARHH), mRNA 

Homo sapiens Rho GDP dissociation inhibitor (GDI) alpha (ARHGD1A), mRlN A 

Homo sapiens Rho GTPase activating protein 1 (ARHGAP1), mRNA 

Homo sapiens ras nomoiog gene iamuy, lucinuti *~> \^-vj.v*j-m^v, — 

Homo sapiens ring finger protein 14 (RNF 1 4), mRNA 

Homo sapiens adipose most abundant gene transcript 1 (APM1), mRNA 

Homo sapiens annexin A2 (ANXA2), mRNA 

Homo sapiens annexin A13 (ANXA13), mRNA _ 

Homo sapiens amylase, alpha 1A; salivary (AMY1A), mRNA 


NM 004305 
NM 004857 
NM 004833 
NM_004208 

"KTTVyf AAO 1 QQ 

JNJV1 \)\)J.\.\ty 
NM 001569 


Homo sapiens bridging integrator 1 (BIND, mRNA 

Homo sapiens A kinase (PRKA) anchor protein 5 (AKAP5), mRNA 
Homo sapiens absent in melanoma 2 (AIM2), mRNA 

Homo sapiens programmed cell death 8 (apoptosis-mducing factor) (PDCD8), 

mRNA ■ 

TTnmn Qfmiens interferon reenlatorv factor 2 (IRF2), mRNA 

Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI ), mKJNA 


NM 001567 
NM 002194 
NM 002111 
NM 000165 


Homo sapiens inositol polyphosphate phosphatase-hke 1 (INPPL1), mRNA 

Homo sapiens inositol polyphosphate- 1 -phosphatase (INPP1), mRNA 

Homo sapiens huntingtin (Huntington disease) (HD), mRNA 

Homo sapiens gap junction protein, alpha 1 , 43kD (connexin 43) (GJA1), mRNA 


NM_001999 


Homo sapiens fibrillin 2 (congenital contractual arachnodactyly) (FBN2), 
mRNA 


NM 001937 
NM_001381 

NM 000729 
NM 000486 
NM 001520 


Homo sapiens dermatopontin (DPT), mRNA 

Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 

Homo sapiens cholecvstokinin (CCK), mRNA 

Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 

Homo sapiens general transcription factor IHC, polypeptide 1 (alpha subunit, 
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220kD 1 rGTF3Cl , l mRNA 


NM 002097 


Homo sapiens general transcription factor IDA (GTF3 A), mRNA 


IN 1V1 \J \J D £\J J 


Homo saniens transcrintion factor 12 fHTF4 helix-loop-helix transcription 
factors 4i fTCF12i mRNA 


xnvr 000440 


Unmn Qanipns nhosnhodi esterase 6 A cGMP-soecific, rod, alpha (PDE6A), 
mRNA 


NM 000806 


Homo sapiens ganima-aminobutyric acid (GABA) A receptor, alpha 1 
(GABRAl), mRNA 


NM 001809 

1.NX.VX \J\J X KJ\J -7 


Homo saniens centromere orotein A 07kD) (CENPA), mRNA 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM 002529 


Homo saniens neurotrophic tyrosine kinase, receptor, type 1 (NTKJvl), mRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


1>I1VA \J\J\J -J Zf U 


Homo sanipns colonv stimulating factor 2 receotor, beta, low-affinity 
f {rr;mii1oevte-macroiYhaffe i (CSF2RJB^ mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


XTN/f 000990 


Wrvmrv c^nipn c 1ppitViin-pVio1p<:tpro1 aovltransferase CLGATTi nuclear ffene 
f*TiroHina mitocixondrial orotein mRNA 


NM 000224 


Homo sapiens keratin 1 8 (KRT1 8), mRNA 


T\I\/f 00091 1 


"Rnmo Q^r>ipn<2 intf»crrir> beta "2 rantiaen CO 18 <o95i lvmohocvte function- 
associated antiaen 1" macronhaee antieen 1 fmac-1 # beta subunit/ fITGB2), 
mRNA 


"NA/f 00090S 


llnmn Qar\if»nQ inQiilin rf*r*P"ntor fTNSlT^ i ml^NA 

XxL/llHJ oajJldlo lllOUllll i. \^\^\~>LJL\JL ^XL^IUlVy) llUVl^Xl. 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 

immi in nH p fi ri pnpv i (T\ ?T?G^ mRNA 

11 11X1 1 HI 1U IX t/ 11 C< It'll vyji' J ^UUA»1\VJ )y llXLVX^l^*. 


"Miv/r 00041^ 


XJomn ccinipn c infprfpron aamma rppeiitor 1 ^IKNGRl i mRNA. 

XxvJimj oa.JJlCllo lllttl it/lUii i^aiiuxici i v^V/^/j^tv/i x v^xx i^viivi y } j. ». 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
rer ent or HC A M 1 i mRNA 

I t/^/t-LJ LVXL yXV_^XjLXVX i. J ? i. 1. ULVX > j 


NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
fARCA4i mRNA 




Homo ^aniens Hibvdronvrimidine dehvdro^enase fDPYO^* mRNA 


NM O0037S 


Homo saniens iironorohvrinopen TIT svnthase fconsenital ervthroDoietic 
nornlivria i HTROS f mRNA 


NM 000459 

X>XVX V/WT./.7 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM 000348 


Homo <;?mipns steroi d-5 -aloha-reductase aloha Dolvoeotide 2 (3-oxo-5 aloha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM 000340 

1 > 1YX \JV/V/J^\/ 


Unmn canipnc «:olnfp rarrier familv 9 ffatvil itated glucose tranSDorteri member 2 
TST C2A2 1 mRNA 


NM 000338 


Homo <saoipns solute carrier familv 12 ^sodium/notassium/chloride transnorters), 

liyillU odUlvllu jUlUlv VClli JLVl 1(111111 V X \ OuUlUlll/ UUWWUIUIIJ/ w uiim|/ vi w-i ) 

member 1 (SLC12A1 , mRNA 


NM_000231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 



505 



BNSDOCID: <WO 03074654A2_I_> 



PCT/US03/05028 

WO 03/074654 



; : 1 l + . - \H\ rPT OTV> mRNA 


h; 

NM_000282 U 
n 


vdroxvlase, fchlers-uamos syiiui^^r^-^ l1u1l , , ltll n ULUt irlr rprrAY 

£5o sapiens propionyl Coenzyme A carboxylase^ alpha polypeptide ' ' 
nHrar p<*"<* encoding mitochondrial protein, niRISA _ 


NM 000281 ti 
h 


^sa P ens 6^o^ai^& ^se/dimexization cofactor of 
lomo My fj jt (TCFl) (PCRD\ mRNA 
epatocyte nuclear tactor l aipna in r ^ 


NM 000277 t 
NM_000436 t 


nitnchondnal protein, mRNA _ _-. m^imr pnr 


r 

NM 000274 I 

€ 

NM 000273 J 


j ornithine aminotransferase (gyrate atrophy) (<~>Al J, nucicdi gout 
uomo sapiens orniiiuiic <uuuiuuano*v* 

mcoding mitochondrial protein, mRNA_ — 


NM 000272 1 
NM 000271 ] 
NM_000269 


™* NA i i n - (Kilateral acoustic neuroma) (NF2), mRNA J 


NM 000268 
NMJ)00267 


i^laplenf^o^^ 

Watson disease) (NF1), mRNA ■ u -,irTTn iT T r, ' J 

Womo saoiens sialidase 1 (lysosoma siajidasgl^EUl ), _mRNA _ . 


NM 000434 
NM 000266 
NMJ)00265 


lor^sap^eu^^ 

"Homo sapiens neutrophil cytosolic tactor 1 {? iku, cluonic granulomatous 

disease, autosomal 1) (NCF1), mRNA ..miT 


NM 000262 
NM_000261 


TTnmn "nrtifni M-^.tyipaiactosamimdase, alpha- (NAuA;, mKNA __J 


NMJ)00258 


(MYL3), mRNA . — _ — -tt— , ln11 . ft m ^ 


NM_000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MY 
tnRNA ! i 4 -. fMYH7^ 


NM__000257 


-Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MxH7), 
mRNA ■ — — • \ rb.<r\nr\ i-iYl?TsJ A 


NM 000431 
NMJ)00255 


|H og o i ap ig is^evalonate kinase (mevalonic acid "^<^Lg^ 

■ Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA mPt hv1transferase (MTR), 


NM_000254 


Homo sapiens 5-methyltetrahydrofolate-homocysteme methyltransterase IMi^, 


NM_000253 


- Somo A sapiens microsomal triglyceride transfer protein (large polypeptide, 88kD) 


NM_000250 
NM 000248 


- mitochondrial 


NM 000247 
NM 000246 


+if omo saoiens MHC class Ijolypeptide-related sequence A^Aj li nKNA 

iT Amn car ,; en e MHC class II transactivator (MHC2TA), mKJNA 

"SZo S ^gprXo^genc (hepatoU growth tactor receptor) (MH1,, 

JflJ^NA ~ ■ 

" TT, mm nnnirm multiple rnd""-W. neoplasia I (MEN1), mKJNA . 


NMJ)00245 
NM 000244 


NM 000243 
NM_000242 


Homo sapiens Mediterranean fever ( M hb V >, mRNA 

- Homo sapiens mannose^mdinWctin (protein C) 2, soluble (opsomc defect) 

IhS^^^S^^^ *• ^ (M^rnRNA 


NM 000429 
NM_000240 


Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding 
mitochondrial protein, mRNA — _ 
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xnvyr aaa/19C 


TJnmn Q5mipn<5 latent tran Qfnrrmn cr orowth factor beta binding Drotein 2 (LTBP2Y 
mRNA 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 


JNJVJL WUUZJ / 


TJnmA Qarvipn^ Imorvrotpin lina^p fLPL^ mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


xnv/f aaaoo/: 

JNJVJL UUUZJO 


nnmn c^niPTlQ 1 ii-\o cp Vipr>atlP fT TPC™^ mRNA 
XxOIIlU oclJJlwllo HC'jJa.Lii/ ^J.,< 1 1 v^y, iillxx^x*. 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


NM_000233 


riomo sapiens luteinizing nonnone/ cnonogonduo ir upui ic^cjjuji ^nv^vjivj, 
mRNA 


NM_00022o 


Homo sapiens lammin, oeta d {iiicein ^iz;>kj_^j, K^miim ^ihajisj.^, diviuuu 


TvT\/T AAA/11^ 


TT nrnr . canipne laminin aliVh?* 9 ^TYiPTACin P nil CPTI 1 ta 1 TTll ] ^Clll Z1T clvstTOT") Vivl 

riomo sapiens larnimii, d.ipnd z. ^iiicivjmix, ^ifewuiai niua^u-icu. oix ^pujy 
(LAMA2), mRNA 


XTA./T AAA99/^ 
JNJV1 UUUZZO 


TJ7vm/-i canipnc W*rs»tin Q ( p>t\\ r\ prm nl \rt\ r nalmonlantar leer ato dermal fTCRTQ^ 

mRNA 


XTTVyf AAA/199 
JNIVI UUU4ZZ 


IJ^ma caT^iPTic lrpratin 17 H^RTI 7^ mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


XTA A AAA/IOI 

NMU004Z 1 


jtiomo sapiens Keratin iu vepi Qcnno i y li c nypcrjvcra.LU£>i£>, kci atuMi) pdiiiiaiid 
plantaris) (KRT 1 0), mRNA 


NM_000222 


xlomo sapiens v-Kit xiaroy-z^ucKerman h iciine sarcoma virai unuugcuc numuiug 
(KIT), mRNA 


xnvyr aaaoiq 
INJVLUUUz 1 0 


JnLomo sapiens potassium vouagc-gaLcu. uiaiuici, ivy 1 -hr.c. auuianui^, iiilihuu m. 
nrr'NOl^ mRNA 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 

rPfPXTPI^ mRNA 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

IIieiriDer 1 \ k CpibUU.iL' dldAla WILII lliy\jl\.y liLlaj ^■ivv^i'in.i y, iiix\j->-r-\. 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM_U(JOz 1 5 


riomo sapiens Janus Kinase j \ja protein Lyrosmc i\jiiti&c, lcuivuc-ytc^ ^j^-vivj^, 
mjviN/\ \ 


XTA/T AAA9 1 9 
JNJV1_UUUZ IZ 


TJr\mr\ cQ-nipn c i-ntprrrin Viptc* ^ ^T\latplpf alvpnnrotpin TTTa anticypn C^F^fil^ 
nomo sapicna micgrm, ocia d vj-'Aatcict giyo*jjpi\ji.ciiii anugcii k^jskj x j 

{TTCITII} mRNA 


ktm 00090Q 


TTrvmA Qanipn<! infill in nmmnter factor 1 homeodomain transcrintion factor 
CIPFn mRNA 


TsjA/f 000207 

1 N J.VJL WV/iiU / 


Homo sar>iens insulin TrNS^ mRNA 


NM 00041 R 


Homo sapiens interleukin 4 receptor (EL4R), mRNA 


NM 000417 


Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 




T-Tnmn cflnipn<; iflnromHaQP alrVha-T - ^IDTTA^ mR^NJA 


TSTN/f AAA/, 1 ^ 
JNIVI UUU4JL.J 


TTrk-mrfc ccini pn q iclpt nm\/loiH ■nolvnP'ntiHp fTAPP i TTlR pJ A 


1N1V1 UUUZUU 


TTnmo Qariipn^ hi<5tatin ^ ^T-TTN^ 1 mRNA 


JNJVJL UUlD-56 


T-Tnmn cflnipnQ lipat chrinV trancrrintinn fartor 4 ^HSF4^ mRNA 


NM OOOR^Q 
1N1V1 UUUOJ7 


Unmn «;anien«; l-hvHrAw-^-mpthvlfflutarvl-Coenzvme A reductase fHMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), rriRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 1 
NM 001486 ] 
NM 000820 ] 
NM 000155 
NM 000153 
NM_000816 


flomo sapiens GDNF family receptor aloha 3 (GFRA3), mRNA 

Homo sapiens glucokinase (hexolonase 4) reguiaiory protein ivj^j^jv;, I1XA ^ — 

Homo sapiens growth arrest-specific 6 (GAS6), mRNA _ 

Homo sapiens galactose- 1 -phosphate undylyltransierase ^uALij,imMm 

Homo sapiens galactosylceramidase (Krabbe disease) (UALg, mRNA_ 

Homo sapiens gamma-aminobutync acm (UACAj a recepun, gauuna z. 
(GABRG2), mRNA — 


NM_000815 


Homo sapiens gamma-aminobutync acid ^/vc/v; /v receptor, aeua ^o^jv^;, 
mRNA _ . - 2 


NM_000811 


Homo sapiens gamma-aminobutync acid {GABA; Areceploi, <x\ v iia o 
CGABRA6), mRNA < 


NM_000809 


Homo sapiens gamma-ammobutync acid (VjABAj A receptor, aipna h 
CGABRA4), mRNA _ 


NM_000808 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 3 
(GABRA3), mRNA 


NM_000S07 


Homo sapiens gamma-aminobutyric acid ((jAhJAj A receptor, alpha 2 
CGABRA2), mRNA 


NM_000151 

NM 001452 
NM 0001 3S 
NM 000136 
NM 001445 
NM 001442 


Homo sapiens glucose-6-phosphatase, catalytic (glycogen storage disease type 1, 

von Gierke disease) (G6PC), mRNA 

Homo sapiens forkhead box F2 (FOXF2). mRNA 

Homo sapiens fibrillin 1 (Marfan syndrome) (FBN1), mRNA 

Homo sapiens Fanconi anemia, complementation group C (FANCC), mKMA 

Homo sapiens fatty acid binding protein 6, ileal (gastrotropin) (FABP6), mRNA 
Homo sapiens fatty acid binding protem 4, adipocyte (FABP4), mRNA 


NM 001443 
NM 001441 
NM 000401 
NM 000127 
NM 001433 
NM_000122 

NM 000121 
NM 000120 
NM 000119 
NM 001429 


Homo sapiens fatty acid binding protem 1 , liver (FABP1), mRNA 

Homo sapiens fatty acid amide hydrolase (FAAH), mRNA . 

Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 

Homo sapiens exostoses (multiple) 1 (EXT1), mRNA 

Homo sapiens ER to nucleus signalling 1 (ERN1), mRNA . 

Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum giuup & ^uiupivixivn &/ 

fERCC3), mRNA 

Homo sapiens erythropoietin receptor (EPOR), mRNA _: 

Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA 
Homo sapiens erythrocyte membrane protem band 4.2 (EPB42), mRNA 
Homo sapiens El A binding protem p300 (EP300), mRNA 


NM 000118 
NM 000117 
NM 001422 
NM 000114 
NM_001393 


Homo sapiens endoghn (Osler-Rendu- Weber syndrome ljjrjNvjj, hitu.n^. 

Homo sapiens emerin (Emery-Dreifiiss muscular dystrophy) (EMD), mKNA 
Homo sapiens E74-like factor 5 (ets domain transcription laciorj icLrj;, iiuu.n^>. 
Homo sapiens endothelin 3 (EDN3), mRNA 

Homo sapiens extracellular matrix protein 2, female organ and adipocyte specitic 
(ECM2), mRNA . : : 


NM_000112 


Homo sapiens solute carrier family 26 (sulfate transporter;, memoer z. 
(SLC26A2), mRNA 


NM_001382 
NM 001365 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamme) N- 
acetylglucosaminephosphotransferase 1 (GlcNAc-l-P transferase) (DPAGT1), 
mRNA 

Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 
NM_001358 

NM 000107 


Homo sapiens deiodinase, iodothyromne, type I (DIOl), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DUA.15), 

ihRNA 

Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA _ 
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NM 001348 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


NM 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin O (CTSO), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


NM 000554 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM 000096 


Homo sapiens ceruloplasmm (ferroxidase) (CP), mRNA 


NM_000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
epiphyseal dysplasia 1, multiple) (COMP), mRNA 


NM_000392 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 2 
(ABCC2), mRNA 


NM 000085 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 
(CLCN5), mRNA 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


NM_000080 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


NM_000751 


Homo sapiens cholinergic receptor, nicotinic, delta polypeptide (CHRND), 
mRNA 


NM_000747 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 
(CHRNB1), mRNA 


NM_000079 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNA1), mRNA 


NM 001273 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM 001271 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


NM 001270 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHD1), mRNA . 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


NM_000076 


Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), 
mRNA 


NM 001258 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM_000074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 
syndrome) (TNFSF5), mRNA 


NM_000073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 
mRNA 


NM_001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 
mRNA 


NM_001248 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 3 (ENTPD3), 
mRNA 


NM_001246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 
mRNA 


NM_000072 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin receptor) 
(CD36), mRNA 


NM 000591 


Homo sapiens CD 14 antigen (CD 14), mRNA 


NM 000071 


Homo sapiens cystathionine-beta-synthase (CBS), mRNA 


NM_000388 


Homo sapiens calcium-sensing receptor (hypocalciuric hypercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1 S subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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MM 000606 I 
NM 000066 I 
NM 000562 I 
NM 000587 1 
NM 000064 1 
NM 000061 ] 
NM 001206 1 
NM 000060 
NM 001201 
NM 001200 
NM 000386 
NM 000057 
NM 001198 
NM 001196 
NM_000056 

NM 000465 


To™ aniens complement component 8 P amma polypeptide (ISO) mRNA 

To™ sapiens complement component 8. beta polypeptide (C8B) inRN A 

Tomo sapiens complement component 8. alpha polypeptide (C8A), mRNA 

iomo sapiens complement component 7 (C7), mRNA _ 

Homo sapiens complement component 3 (C3), mRNA ^ — ^ 

Homo sapiens Bruton aeammaglobulinemia tyrosine tanase (BTK mRNA 

Homo sapiens basic transcription element binding protein 1 (BTEB1), mRNA 

Homo sapiens biotinidase (BTD), mRNA ■ x 7^75^ -p MA 

Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 

Homo sapiens bone morphogenetic protein 2 (BMF2), mKlNA _ 

Homo sapiens bleomycin hydrolase (BLMH), mRNA . 

Homo saoiens Bloom syndrome (BLM), mRNA ^ 

— ™ j „ • ;„„ i ^fv, 7nf domain (PRDM1), mRNA 

Homo sapiens PR domain containing l, wim z-rsr uuimui v* ^< n 

Hnmn sapiens BH3 interacting domain death agonist (BID), mRNA _ 

Homo sapiens branched chain keto acid dehydrogenase bl, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 

protein. mRNA — — ^-rj- 

Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


NM 000705 
NM_000049 


TTomn sapiens ATPase, H+/K+ exchaneine, beta polypeptide (ATP4B), mRNA 
Homo sapiens aspartoacylase (aminoacylase 2, Canavan aisease) (ASP A), 
mRNA 


NM 000046 
NM_000639 

NM 000042 
NM 000041 
NM 000040 


Homo sapiens arylsulfttase B (ARSB), * mfFW6) 
Homo sapiens tumor necrosis factor (Ugand) superfamily, member o U^wro;, 

niRNA 

Homo sapiens anoliooprotein H (beta-2-elvcoprotem D (APOH), mRNA 

Homo sapiens apolipoprotem E (APOE), mRNA _ 

Homo sapiens apoprotein C-IH (APOC3), mRNA _ 

Homo sapiens apolipoprotem A-I (APOA1), mRNA 


NM 000039 
NM 000038 
NM 001157 
NM 001147 
NM 001145 
NM_000036 


Homo sapiens adenomatosis polyposis con w> "^^"^ — — 

Homo sapiens annexin Al 1 (ANXA1 1), mRNA 

Homo sapiens angiopoieiui z, yr^^^j^ i^j, — — ^ T ^ x nxTA 

Homo sapiens an<W e nin. ribonuclease, RNase A lamily, 5 (ANG), mRNA 

Homo sapiens adenosine monophosphate deaminase 1 (isotorm ivi) (AM^Dl), 


NM 001141 
NM 000035 


Homo sapiens arachidonate 15 -lipoxygenase, second type (ALOX15B), mRNA 
Homo sapiens aldolase B. fructose-bisphosphate (ALDOB), mRNA 


NM 000034 
NM_000032 


Ho™ saniens aldolase A, fructose-bisphosphate (ALlJUA), mRNA _ 

Homo sapiens aminolevulinate, delta-, synthase 2 (sideroblastic/nypochromic 
anemia) (ALAS2), nuclear sene encoding mitochondrial protein, mRNA 


NM_000030 

NM 001126 
NM 000684 
NM 001125 


Homo sapiens alanine-glyoxylate aminotransferase (oxalosis i; nyperoxaluna 1, 

elvcolicaciduria; serine-pyruvate aminotransferase) (AGXT), mRNA — 

Homo sapiens adenylosuccinate synthase (ADSS), mRNA 

Homo sapiens adrenergic, beta-1-, receptor (AJJRBl), mRNA 

Homo sapiens ADP-ribosvlarginme hydrolase (AurRH), mRNA 


NM 001116 
NM 001115 
TsTN/T 001 1 14 

iNJ.VX \J\J A A X"T 

NM 001109 
NM_001110 

NM 001108 
NM 001107 


' Homo sapiens adenylate cyclase 9 (ADCY9). mRNA . 

Homo sapiens adenylate cyclase 8 (bram) (A±XJYi>), rnRNA 

Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 

Homo sapiens a disinteerin and metalloproteinase domain S (AUAMfc ,) cikin A | 
Homo sapiens a disintegrin and metalloproteinase domain 10 (AUAM1U), 

Homo sapiens acylphosphatase 2. muscle type (AIYP2), mRNA 

Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA . 
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NM 001104 


Homo sapiens actinin, alpha 3 (ACTN3), mKJNA 


NM 001086 


Homo sapiens arylacetamide deacetylase (esterase; (AAJjac;, mKJNA 


NMJ301043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 

J 1 J \ _ "U O /CT r^C A 0\ w»T? XT A 

noradrenaline, member 2 (SJLC6A2), mKJNA 


NM__000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


TT ' 1 /T*» A T TV A7\ T> "KT A 

Homo sapiens paralemimn (PALM), mRNA 


NM 002443 


Homo sapiens microsemmoprotem, beta- (MSMB), mKJNA 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NMJ)02243 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 
(KCNJ15), mRNA 


NM 001534 


Homo sapiens homeo box 1 1 -like 1 (HUaI 1L1), mKJNA 


NM 001454 


Homo sapiens forkhead box J l (FOXJ1), mRNA 


NM_004001 


Homo sapiens Fc fragment of IgG, low atiimty lib, receptor tor (UDJz; 
(FCGR2B), mRNA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein-39) (CHI3L1), mRNA 


NM 001752 


Homo sapiens catalase (CAT), mRNA 


NM 001610 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


NM 003461 


Homo sapiens zyxm (ZYX), mRNA 


NM 003460 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZF2), mKJNA 


NM_003459 


Homo sapiens solute carrier family 30 (zmc transporter;, member d { < &Lsi^3\)J\3), 
mRNA 


NM 003430 


Homo sapiens zmc linger protein y\ (Jtirr /, Hlr lUj ^JNryi;, mKJNA 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM 003428 


Homo sapiens zmc finger jpro tern 84 (HPF2) (ZNl H b4), mRJNA 


NM 003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone Hr .16; (ZJNr /), mKJNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zmc finger protein 74 (Cos52) (ZNF74), mRNA 


NM_003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KKAB) domain 
polypeptide) (ZNF45), mKJNA 


NM 003423 


Homo sapiens zmc finger protem 43 (HTF6) (ZN^43), mKJNA 


NM_003422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42). mKJNA 


NM 003420 


Homo sapiens zmc linger protein 3d (^cione rir.iu; ^Z/JNrJD;, mKiN a 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc ringer protein Zvd (ZJNrzlo), mKJNA 


\m r AAA A c O 

NM 003453 


Homo sapiens zmc ringer protein lyo (Z,JNr lyo;, mKJNA 


NM 003450 


Homo sapiens zmc linger protem 1/4 (ZJNr 1 /4), mKJNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF165), mRNA 


NM 003446 


Homo sapiens zmc linger protein 1j / (fiz,rz2; (Z,iNr ID mKJNA 


NM 003443 


Homo sapiens zmc finger protem i j i [priZj-o / ) ^iNr i j i ), mKJNA 


NM 003442 


Homo sapiens zmc finger protein iho ^cione pxiz^-i ; ^iNr i^fj ;, mxviN/\ 


NM 003441 


Homo sapiens zmc finger protein 14 1 (clone pxiz.-44; (iCJNr 14 1;, mKJNA 


NM 003440 


Homo sapiens zmc finger protein 14U (^cione pHZ,-j^; (ZJNr i4U), mucCiNA 


NM 00343b 


Homo sapiens zmc finger protein i d / ^cione priz^-^u; (ZJNr i d /;, niKiNA 


JNJV1 UU34J / 


norno sapiens zmc nnger piuLciii u\j ^^loiic jjn^-i-u j ^zjInj/iouj, iiLixi.^-r\. 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 I 
NM 003410 ] 
NM_003405 1 
i 


lomo sapiens zinc finger protein, Y-nnKea i j, """ ,| " . — 

4 nmn sapiens zinc fmeer protein, X-hnked (Zl-A.), mKNA . 

lomo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
ictivation protein, eta polypeptide (YWHAH), mRNA 


NM_003404 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB), mRNA 


NM 000380 

NM 003931 
NM 003384 
NM 003383 
NM 003382 


Homo sapiens xeroderma pigmentosum, complementation group A {Xi'A), 

jjjJ^NA - — 

Homo sapiens WAS protein farmlv. member 1 (WASF1), mRNA _ 

Homo sapiens vaccinia related kinase 1 (VRK1), mRNA 

Homo sapiens very low density lipoprotein receptor {VLAJLK.), mKNA 

Homo sapiens vasoactive intestinal peptide receptor 2 (VEPR2), mRNA 


NM 003381 
NM 003380 
NM UU33 / / 
NM 003376 
NM 000376 
NM 003375 
NM 003374 
NM 003371 


Homo sapiens vasoactive intestinal peptide (VIP), mRNA _ 

Homo sapiens vimentin (VIM), mRNA . — 

Wnmn snrtirns w*™l«r endothelial growth factor B ( V&jtB), mRNA 

Homo sapiens vascular endothelial growth factor (VfcOh), mKJNA 

Homo sapiens vitamin D (1,25- dihvdroxyvitamin D3) receptor (VDR),mRNA 
tt. , rrt UofTP ^pnfnHpnt anion channel 2 ( VL)A<^2), mRNA 

j^OITlO S3.pl6ns VQliagC~ucpciiiit.iii Q" 1UU vimi-i^x^ — . v _ — — ■■— 

Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA . 

Homo sapiens vav 2 oncogene (VAVZ), itikina 


NM 003370 
NM 003762 
NM 003369 


Homo sapiens vasodilator-stimulated phosphoprotein ( VAbP), mRNA, 

Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 
Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NM 003577 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 
mRNA 


NM_003470 

NM 003481 
NM 003363 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 

jnRNA — 

Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 

. T ,,u;^, o^>*»^i-fir» nmtpav & fnroto-oncoEene) (USP4), mRNA 
Homo sapiens ubiquitin specmc protease h ^piuiu uuwsmw n _ 


NM 003368 
NM 003940 
NM 003367 
NM_003366 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA _ 

Homo sapiens ubiquitin specific protease 13 (isopeptidase 1-3) tUbP13), mRNA 
Homo sapiens upstream transcription factor 2, c-tos interacting (Ubl<zj,_rnRNA 
Homo sapiens ubiquinol-cytochrome c reductase core protem 11 (UQUKC2J, 
mRNA — 


NM_O03365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA — 


NM 003364 
NM_003361 


Homo sapiens uridine phosphorylase (UF), mKJNA 

" Homo sapiens uromodulin (uromucoid, Tamm-Horstall glycoprotein; <UMOJJ), 
mRNA 


NM 003709 
NM_003360 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 
Homo sapiens UDP glycosyltransterase © ^ui^r-gai<iciot>c ocidimut 
galactosyltransferase) (TJGT8), mRNA = _ 


NM_001074 


Homo sapiens UDP glycosyltransterase z iamny, puiypcpuut & i ±*.*~> /, 
mRNA 


NM_001077 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B17 (UGT2B17), 
mRNA. 


IN 1VA_UU I U / O 


"Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15), 
mRNA 


NM_001075 

NM 003359 
NM 003358 


" Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 

mRNA " 

Homo sapiens UDP-elucose dehydrogenase (UGDH), mRNA 

Homo sapiens UDP-glucose ceramide glucosyltransferase (UCiCXi), mKNA _ 
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NM 003357 


Homo sapiens uteroglobin (UGB), inRNA 


INIVI UUjjj/ 


TTrvmr* Qsmiens umauitin-like 1 (sentrin) (U13.L1). niKINA 

J.J.U111U odJJAtliO UUllf Ul till lllvv X yOwll ux. AAA j \ a--' a — ' *• / 5 iiu.va ix »- 


INiVl KjKjDJ^i 


TTr^mn canien*; nhinuitin-comueatinff enzvme E2L 3 (U.BE2.L3), itiRJSIA 




tTnmrk csir»if»nQ . .hi oni tin -non h matins enzvme E2B (RAJJ6 homoloe^ (LTBE2iii, 

IIlJVJLNjrV 


IN \yx_\j\JO jJU 


Urtmn caniens ubiauitin-coniuffatine enzvme E2A (RAJD6 homology (TJBE2A), 
mRNA 


"NTM 001^15 

1N1VX UwJ JJw' 


Homo sapiens ubiquitin-activating enzyme El -like (UBE1L), mRNA 


NM 000550 


Homo sapiens tyrosinase-related protein 1 (TYRP1), mRNA 


NM 000372 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 


NM 001071 


Homo sapiens thymidylate synthetase (TYMS), mRNA 


NM 003331 


Homo saniens tvrosine kinase 2 (TYK2Y mRNA 


NM 003330 


Homo sapiens thioredoxin reductase 1 (TXNRD1), mRNA 


NM 003329 

X N±V1 \J\J ~) J 


Homo sapiens thioredoxin (TXN), mRNA 


NM 00332R 


Homo sapiens TXK tyrosine kinase (TXK), mRNA 


NM 003324 


Homo saniens tubbv like nrotein 3 (TULP3\ mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


isjivr nn^^9i 

iNivx WJJii 1 


Wnmn Qnnipn^ Tii translation elongation factor mitochondrial fXUFIVn. mRNA 


INiVl VJVJ1U/W 


TTr^Tvin car*ipnQ tiil^iilin camma 1 fTT J K Ct 1 l mRlSFA 

XXVJlllO odpiCllo IUUU1111) ^CX LllA.ua. 1 y^x UUvJiy, i.aaa>j.^^i. 


IN IVl UU 


Wnmo Qaniens tiihnlin beta nolvoentide (TTJBB^ mRNA 


xnvf nnn^7i 


TTrmio Qaniens transtbvretin fnrealbumin amvloidosis tvoe Ti fXTRi. mRNA 


INIVI UVJUj f\J 


TTnmn sanipns toronherol ^alnhai transfer nrotein (^ataxia (Triedreich-like^ with 
vitamin E deficiencv^ fTTPA 1 mRNA 


NM 0033 1Q 

INIVI. vUJ J 1 .7 


TTnmo ^aniens titin rTTNTi mRNA 

XXUlllv^ oapluiik) tlLlll ^ l X i ^ Jy iiix\x ^iaa. 


NM 003318 

1N1VA KJKJDJ 1 O 


Homo saniens TTK nrotein kinase TTTKi mRNA 


NM 003317 


TTomo saniens thvroid transcrintion factor 1 TTIXF1 f mRNA 

IIUIIIV/ O AA yJ luliO UiyiV/lU UtlllOVl 1|JUV11 J.M-VW1 A A .A A. A. A J 5 illiU. 1i A. 


NM 0033 1 5 


Homo saniens tetratriconentide reneat domain 2 (TTC2), mRNA 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA 


NM 00^31 1 


TTnmo ^aniens tiimor sunnressinp subtransferable candidate 3 (TSSC3 # mRNA * 


NM 003310 


Homo saniens tumor sunnressinff subtransferable candidate 1 fXSSCl\ mRNA 


NM 000369 


Homo saniens thvroid stimulatins? hormone receotor (TSHR\ mRNA 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NM 0034Q6 


TTnmo camVnQ iranQfotTnation/transerintion domain-associated nrotein fTRRAP 1. 

lHJIilU OupivllO Ll dllOAV^l IXlCLVxyJllJ U UllOvl ILf LIVyll vlV/11 1CA AA 1 CXOOv/ vXUlvU L/x Ulvui ^ aavavi. Li J 5 

mRNA 

1 1 11 VJ. > AV 


NM 003301 

_L>1YA \J\J JU 1 


Homo saniens thvrotronin-rel easing hormone recentor (TRHR\ mRNA 


NM 003299 

J.XAVJL \J\Jmj£*J^ 


Homo saniens tumor reiection antisren ( er>96f 1 fXRAlV mRNA 


NM_003298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
mRNA 


NM 001296 


Homo saniens testis snecific nrotein 1 fnrobe H4-1 n3-l / fXPXl\ mRNA 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), inRNA 


NM 003SQS 


UnmA cnnipnc tvrr»Q\/1nTotein si llfotranQf erase 9 fTPSlT"^ 1 mRNA 


NM 0039Q? 

IN ±Y±_\J \JOZ.yjL 


WrkTrir* conipnc tr^TiclopateH nrnmr\tpr rpoHnn Tto aetivated 1V1 K' 1 oncogene) 1 1 PR) 

XxUIIHJ OtilJlCIlo LI a.ll&lUC'<J.Ll^VJ. IJX UllJXJLd IWglvJll V^LU avLlVulL/U J.V11V 1 U11WU 5 v / V. A -*-^/ 3 

nYRNA 

I1I1VIN /A 


TsJM 003291 

INIVL \J\J X 


TTomrk canipnc trinentiflvl nentiHase TT i^TPP2 » mRNA 

XXvlllHJ OCl LJlCxllo Ll 1 LltiL/V-lVljf 1 LyWpLlUu jv XX yXX X IaXXVJ. A. 


NM 000S47 


Ufvrnrv conipnQ tVivroid neroxida<ie fTPO 1 nnelear {yene encoding mitochondrial 

LJIULt^lll, i x IX vl N ix. 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM 003935 1 
NM 001067 1 
NM 003285 1 
NM_003284 ] 

NM 000364 
NM 003283 
NM 000363 
NM 003282 


Inmo sapiens topoisomerase (DNA) HI beta (TOP3B), mRNA 

aomo sapiens toooisomerase (DNA) II alpha (170KD) (TOP2A), mRNA 

ffomo sapiens tenascin R (restrictin, ianusm) (TNR), mRNA _ 

Homo sapiens transition protein 1 (during nistone to protamine rcpuu^umi^ 

fTNPl), mRNA — 

Homo sapiens troponin T2, cardiac (TNNT2), mRNA _ 

Homo sapiens troponin Tl, skeletal, slow (TNNT1), mKJNA _ 

Homo sapiens troponin I. cardiac (TNNI3), mRNA 

Homo sapiens troponin I. skeletal, fast (TNN12), mRNA 


NM 003281 
NM 003279 
NM 003280 
NM 003985 
NM_001244 


Homo sapiens troponin I, skeletal, slow (lNiNii), rmuNA 

Homo sapiens troponin C2. fast (TNNC2), mRNA 

Homo sapiens troponin C, slow (1NNL1J, mRNA _ 

Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mKNA 

Homo sapiens tumor necrosis factor (ligand) supertamily, memoer o ^inx-o^o,, 


NM_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member / ^liNt^r 
mRNA - 


NM_003326 


Homo sapiens tumor necrosis factor (ligand) supertamily, memoer 4 ^xax- 
mmscriptionallv activated glycoprotein 1. 34kD) (TNFSF4), mRNA 


NM_003808 


Homo sapiens tumor necrosis factor (ligand) supenamny, memoer li 
(TNFSF13), mRNA _ 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 
(TNFSF12), mRNA 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) superiamily, member 10 
(TNFSF10), mRNA 


NM_001243 


Homo sapiens tumor necrosis factor receptor superfamily, member b 
(TNFRSF8), mRNA . — - — _ 


NM_001242 


Homo sapiens tumor necrosis factor receptor supertamily, member / 
(TNFRSF7), mRNA 


NM_000043 


Homo sapiens tumor necrosis factor receptor supertamily, member 6 
(TNFRSF6), mRNA . . 


NM_003327 


Homo sapiens tumor necrosis factor receptor supertamily, memoer h 
(TNFRSF4), mRNA . — 


NM_001066 


Homo sapiens tumor necrosis factor receptor supertamily, member 1U 
(TNFRSF1B), mRNA 


NM_001065 


Homo sapiens tumor necrosis factor receptor supertamily, member 1 A 
(TNFRSF1A), mRNA : 


NM_001192 


Homo sapiens tumor necrosis factor receptor superlamuy, memoer i / 
(TNFRSF17), mRNA 


NM_003820 


Homo sapiens tumor necrosis factor receptor supertamily, memoer w 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis factor receptor supertamily, member iz 
(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member lib 
(osteoprotegerin) (TNFRSF1 IB), mRNA . 


NM_003839 


Homo sapiens tumor necrosis factor receptor supertamily, member i ia, activator 
nfMFKR (TNFRSF1 1 A\ mRNA 


NM_003840 


Homo sapiens tumor necrosis factor receptor supertamily, member lOd, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM_003842 
NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 

(TNFRSF10B), mRNA 

Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(TNFRSF10A\ mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMEM1), mRNA 


NM_003692 


_ - * ,-% -g— 1 S~-\ T~1 1*1 1 » f* 11" J. J- 1 1*1 

Homo sapiens transmembrane protein with EGF-like and two follistatin-hke 
domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NM_003269 


Homo sapiens nuclear receptor subfamily 2, group E 9 member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA 


NM 003265 


-tt , ii i*i . _ -** /*-rpT T>1\ T> XT A 

Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


_ . i • 1* *l • 1 111 /TT , T/ F ' 1 \ .TlXT A 

Homo sapiens thymidine kinase l 5 soluble (TK1), mRNA 


NM 003257 


•w-w • ■-*■•■ j * . • 1 / i j i\ /nn rn i \ _t"> "nt a 

Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


NM_003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TIMP1), mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TLEG2), mRNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1), mRNA 


NM_000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 

■* • i i j , -i _1 _1 1 i _£* _ i \ / r TTTT>/^V\ »T1\T A 

ligand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1), mRNA 


NM 003 24S 


Homo sapiens thrombospondm 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondm 1 (THBS1), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM_003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransferase) (TGM1), mRNA 


NM_003243 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, 300kD) 
(TGFBR3), mRNA 


NM_003242 


Homo sapiens transforming growth factor, beta receptor 11 (/U-oOkD) 
(TGFBR2), mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 6SkD (TGFBI), mRNA 


NM 003239 


Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB 2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transtemn receptor (pVO, CD71) (lrKt), mKJNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NMJ)03225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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NM 003219 


Etomo sapiens telomerase reverse transenputbo yim^xj, nus^^rx 


NM 003673 


Homo sapiens tinn-cap ^leieinonin j 1 1 ^rvx j, nu^±^^. 


NM 003217 


Homo sapiens testis ennancea gene uan&v-'iipi v * j-^j * j> 11 ^^^^ . — 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens lriA domain iamiiy memoer h ^ a -c/vl^h^, huvin^ 


NM 003211 


Homo sapiens thymine-JJJNA glycosyiase {ixjkj), uusj^ix 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin 11; macrocytic anemia ^i^inzj, mxsaN^v 


NMJ)01062 


Homo sapiens transcobalamin 1 (vitamin 15 1 z Dmamg protein, is. oraucr iaumyj 
(TCN1), mRNA 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mKN A 


NM_003201 


Homo sapiens transcription tactor o-UKe 1 (mitocnonariai rranscnpuon wtioi 1 
like) (TCF6L1), mRNA 


NM 003199 


Homo sapiens transcription iactor 4 (iL.m;, mKJN/v 


NM 003206 


Homo sapiens transcription tactor zl (lUrzi), mKiN/\ 


NM_000545 


Homo sapiens transcription iactor 1, nepatic, jur-oi, nepauo nucac<ai i^iui 
(HNrl), albumin proximal iactor ^lt^r ij, imviN/A. 


NMJ)0319S 


Homo sapiens transcription elongation factor B (SHI), polypeptide 3 (llOkD, 
elongm A) ( T CEB3), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


NM 003194 


Homo sapiens TATA box binding protem (IBr), mKJNA 


NM 003192 


Homo sapiens tubulm-specitic chaperone c (ll5e,L.;, mKJN/\ 


NM_000116 


Homo sapiens tafazzm (cardiomyopathy, dilatea jA ^-unKea;, enaocaraiai 
fibroelastosis 2; Bartn syndrome) (I AZ,), mJKJN/v 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo sapiens TAP bmdmg protein (tapasmj ( l Artsr j, niKJN/v 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 


NMJ)03188 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mRNA 


NM_003487 


Homo sapiens TATA box binding protein (llsr)-associatea iacxor, kin a 
polymerase 11, N, ookJJ (KJNA-oinaing protein oo) ^i/\rziNj, miviN^\ 


NM_003187 


Homo sapiens 1 A1A box Dincnng protem ^ij5.rj-associdieu i<il,lv»i, xvxn^v 
polymerase 11, jZku ^ i/\rzu;, ttjivin^v 


■X -p» r AA1 AC7 

NM 001057 


jtiomo sapiens lacnyKinm reccpiur z. yx^w^js^j^ iiuvi^-rv. 


xt» jc r\/~\ i o f\ 

NM 003180 


Homo sapiens synaptotagmm ^ 1 1 oj> mxsj.N^v 


NM 003895 


Homo sapiens synaptojanin 1 xinji^, miNj.N^. 


NM 003490 


Homo sapiens synapsin m (SYN3), mRNA 


NM 003178 


Homo sapiens synapsin 11 OYJNZi, rnrUNA 


NM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein l (^o yt-rij, hikina 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA 


NM_003167 


Homo sapiens sulfotransierase iamiiy, cytosolic, 2A, aenyoroepianaxosterone 
(DHEA) -preferring, member l (SULT2A1), mRNA 


NM_001056 


Homo sapiens sulfotransferase iamiiy, cytosolic, 1C, member 1 (bULi ltij, 
mRTsTA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2(SULTlA2),mRNA 


NM_001055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1 Al), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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TV.TTV A~ AAO 1 t£1 

NM 003163 


rlomo sapiens syniaxin iJts (piAirSj, mKJN/\ 




rlomo sapiens senne/inreonine Kinase ^ ^oiis.:^, ihivina. 


JNM 00315b 


rlomo sapiens senne/tnreonine Kinase o {oi j\sjj, inr\j.\i/\ 


JNJVL UUJ15/ 


Homo sapiens serine/threonine kinase 2 (STK2), mRNA 


JNJVl UlOOUU 


rionio sapiens serine/ inreomne Kinase id y& lss^id j, ixixvin^v 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/BPLl-like) (STK13), mRNA 


NM 003156 


Homo sapiens stromal interaction molecule 1 (STIM1), mRNA 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


NM 003877 


Homo sapiens STAT induced STAT mhibitor-2 (SI ATI2), mRNA 


NM 003154 


Homo sapiens statherm (STATH), mRNA 


NM_003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 

j j /"onn a »t"» y\ t*»*vt a 

induced (STAT6), mRNA 


NM 003152 


Homo sapiens signal transducer and activator of transcription 5 A (STAT5A), 
mRNA 


NM 003151 


Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA 


NM_O0315O 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 

_ r» j \ / rj-i a T'ON T>"KT A 

response factor) (STAT3), mRNA j 


NM 000349 


TT * j_ • _t _ . • a 1 j , a ' ^ /p * i * A Ti \ T"> TV T A 

Homo sapiens steroidogenic acute regulatory protein (S I AR), mRNA 


NM_003473 


Homo sapiens signal transducing adaptor molecule (SH3 domain and 11 AM 
motii) 1 (S 1 AM), mRNA 


NM_003149 


Homo sapiens src homology three (SH3) and cysteine rich domain (STAC), 

T> TVT A 

mRNA 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo sapiens structure specific recognition protein 1 (SSRP1), mRNA 


NM 003745 


TT * T A TJ r 1_ ' J * j /o T 1 \ T» \T A 

Homo sapiens JAK binding protein (SSI-1), mRNA 


NM_001080 


Homo sapiens aldehyde dehydrogenase 5 family, member Al (succinate- 

' _1 1 1^ _ . J J 1 . J _ \ /■ AT TP\T T C A 1 \ T> XT A 

sermaldehyde dehydrogenase) (ALDH5A1), mRNA 


TVTN if AAO 1 O A 

NM_003139 


Homo sapiens signal recognition particle receptor ('docking protein 1 ) (SRPR), 
mRNA 


NM 003138 


t t „ „ „ " „„ „ O 1711 O „ 4. „ '__ 1^1 „ ^ A / C 1 T~> T)T/ r O \ , TT> Ts T A 

Homo sapiens SrRS protein kinase 2 (SRrKz), mRNA 


NM 003135 


TT * - . . _ _ ' _. _ 1 _ A _ . ' _ .j * _1 _ 1 Al «-T""\ Z' OTA Tit 1 A\ TD \T A 

Homo sapiens signal recognition particle 19kD (bJKJrly), mKJNA 


"XTTV jf AA0110 

NM 003132 


Homo sapiens spermidine synthase (SRM), mRNA 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


TvTN X A A 1 A/n 

NM_001047 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 1) (SRD5A1), mRNA 


JNJVl UU3/43 


Homo sapiens nuclear receptor coactivator 1 (NCO A 1 ), mRNA 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBN1), mRNA 


"KTN 4" AAO 1 T7 

NM_003127 


Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), 

mKJNA 


JNM 003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTA1), mRNA 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) (SPRR1B), mRNA 


"K"TK X AAO 1 A A 

NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 
oxidoreductase) (SPR), mRNA 


"X TTV >T AAO 1 AO 

NM 003123 


Homo sapiens sialophonn (gpL115, leukosialm, CD43) (SrN), mRNA 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


NM_003120 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 

qtviI f<sPT1^ mPNA 
i»pi i ^orii Jy iiiiviN/v 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 I 
NM 003108 1 
NM 003104 1 
NM 003102 ] 
NM 003794 1 
NM 003100 
NM 003094 

JN NL_y\JD vyjL 


_omo sapiens SRY (sex determining region YVbox 4 (SOX4), mRNA _ 

-lomo sapiens SRY (sex determines region YVbox 11 (SOX11), mRNA 

lomo sapiens sorbitol dehydrogenase (SORD), mRNA 

Homo sapiens superoxide dismutase extracenu__u w^_______^___li__: 

Homo sapiens sorting nexin 4 ( SNX4), mRNA — 

Homo sapiens sorting nexm 2 (_-JNX2), nxKI_A . ^ — 

Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE ), mRNA 
Homo sapiens small nuclear ribonucleoprotein polypeptide _ (SNRrBz), 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA1), 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen.) 
(SNRP70), mRNA — 


NM 003498 

JNJV1__UU jUo / 


Homo sapiens stannin (SNN). mRNA 

Homo sat»iens synuclein, gamma (breast cancer-specific protein 1) (_.N _ U), 

mRNA — — ■ — : r 


NM_O03083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45k_ 
(SNA_C2),mRNA . — 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide i, 4ik_ 
(SNAPC1), mRNA 


NM 003081 
NM_003078 


Homo saoiens svnaptosomal-associated protein. 25kD (SSJM ATM), mRNA 
Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator ui 
chromatin, subfamily d, member 3 (SMARCD3), mRNA . 


NM_003077 


" — — ^ _ 7 J _ x * _ --nArtiO+o/l or»fin f\ f^T\ f*T\ H PT1 f Tfi Pill &tOr 0 1 

Homo sapiens SWI/SNF related, matrix associated, actm depenaent regular « 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator or 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


NM_003075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator 01 
chromatin, subfamily c, member 2 (SMARCC2), mRNA _____ 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent reguiatui ui 
chromatin, subfamily c, member 1 (SMARCC1"), mRNA . 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, aenn depended i .guidior or 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matrix associated, actin dependent reguiaiui ui 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actin depenaent rc_uwtui m 
chromatin, subfamily a, member 3 (SMARCA3), mRNA __ ______ 


NM_00307O 


Homo sapiens SWI/SNF related, matrix associated, actm ucpcuuua i_gu_.~- — 
r.Wmatin. subfamily a, member 2 (SMARCA2), mRNA 


NM_003069 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


NM_003982 


Homo sapiens solute earner iamily / (cationic amino acid transporter, y-r 
svstemY member 7 (SLC7A7), mRNA . _ 


NM_003046 


Homo sapiens solute carrier family 7 (cationic ammo acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


NM_003045 


Homo sapiens solute carrier family 7 (cationic ammo acid transporter, y+ 
t m \ member 1 (ST^AI), tt>J*NA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine,, 
member 6 (SLC6A6), mRNA 


NM_001045 
NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 

member 4 (SLC6A41 mRNA . — 

Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine,. 
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member 3 (SLC6A3), mRNA 


XTK A A A1 A/1 1 


UAmn co-nipnc cnliit<=» nnrripr familv f\ f neurotransmitter transDorter. GAB A), 
member 1 (SLC6A1), mRNA 


NM_UU3U44 


rlorno sapiens soiuie carrier xaiimy u ^iivuiuuoiioininw ntuia^uiwi, 
betaine/GABA), member 12 (SLC6A12), mRNA 


XTTV A AAA A <Z1 

NM_000453 


U/v*vi/\ cAniAtir cnint^ porripr fomiK/ S ( q a H iiim iaHi'Hp ^vnTnorter^ "member 5 
cxOmo Sapiens soiute earner larriiiy j ^auuium iuuiut mj^yji^i. j y xnwiiiu^i ~> 

(SLC5A5), mRNA 


NM_003041 


Homo sapiens soiute earner iamiiy d ^souiuiii/giiKAj&c cuuau&pLuici^, lugmuw ^ 
CSLC5A2), mRNA 


NM_000343 


rlomo sapiens soiiite earner iamiry d ^souiuiii/giucuoc tuuan&puiLci;, inwnuwi i 
(SLC5A1), mRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
membrane protein oana 3-iiKie 1 j ^oj^uH/izj, iijjvtn/x 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 

rMOmkrnna *VI-/^+C»-i n V»OTlH 1 T^l^fT/^ Klm^A* OTA] 1A^ fST (^4 A 1 ^ TTlRNA 

memorane protein oanu 3, i_yiego diuuu giuup; ^oj-A^t-rvi^, umi^n. 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral ammo acid 
transporters, activator 01 cystine, aioasic dnu ncuudi amnio aum uauopuxi/, 
member 1 (SLC3A1), mRNA 


NM_001860 


rlomo sapiens solute earner iamiiy ji ^copper Lraiibpoiicib^, iiiciiiuei 
(SLC31A2),mRNA 


XTTV A AA 1 OCfl 


rlomo sapiens soiute carrier iamiiy oi.^cuppci uaiiopui lcis^, mtmuw a 
(SLC31Al),mRNA 


xnvvi Amnio 


Tjrt«-,r» oonioY-ko ci-kln+p» pQrripr -family/ 0 rfnnilitatpfi cliipA^p traA*iAorter 1 member 5 
nOnio sapiens soiuce carrier laiiiny ^ ^lowiinaicu ^iu-l/ljcs^ uaiiopunvi^, h.l^*a*l/v>i. ~> 

(SLC2A5), mRNA 


XTTV A" AA1 A /t O 

NM_001042 


rlomo sapiens solute carrier iamuy z ^iacmiaieu glucose uaiibpuiici^, ni^iiiu^i ** , 
(SLC2A4), mRNA 


NM_003705 


Homo sapiens soiute earner iamiiy z»> ^mitocnonLiriai cainci, r\± aiai ^, 
12 (SLC25A12), mRNA 


NM_003060 


jtiomo sapiens soiute carrier iamiiy zz. ^organic cauun uaii&puiuci^, niunuti ^ 
(SLC22A5), mRNA 


XlXyf AA1ACO 

NM_003U5o 


Homo sapiens soiute earner iamiiy ^organiu caLion uanbpuiidj, iiit^iiiuti ^- 
(SLC22A2), mRNA 


xttv/T AA1AC7 


Urt«-i/\ c4nionc o/^1ii+*» r>nr~r\f^r famiK/ 00 ( OTCT^ni P PfltlAA fTJlA^T^ATtPT* ^ TTipTTl PIGT 1 

Homo sapiens soiute carrier iamiiy z.^. ^uigainu Lanun u.anojj*jiLt-i.y, ni^iiiuwi x 
(SLC22A1), mRNA 


XT\yf AAQ^^O 

NM_UUJ joZ 


Un*M/\ coniono nrvlnto ^orripr fomll 1 !/ O ^ ^mifor'llfl'nH'rifll P54TT1PT* 0"V A C^l 1 1 Xs\ T?l t P 

riomo sapiens soiuie earner larimy /.j ^iiiiLu^iiuinjiiai waiii&i, uAugiuiaioit. 
carrier), member 11 (SLC25A11), mRNA 


JNJVL_UU3U3o 


T-T/vrv»^ conipnc or\1nt*=» p^rripr "f'^mil'V/ 1 ( Cr1llt?4nintP/VlPlltTfil flTTllAO RCIQ tratlSDOTter 1- 
nOIuO sapiens SOlUie CarriCl Idlllliy l ^giULaiiiaLwiieu.u.ai aiiuiiu flviu uauij^viiviyj 

member 4 (SLC 1 A4), mRNA 


JNiVL__Uu3UDO 


T-T/vm/"» coniPnc< er»1n+#» r»Qt-rif»r "Pomi 1\/ 1 Q ( fr»1 3 tP tl*5tAQA AT+Pr^ TTIPmber 1 

nOHio sapiens soiuie camei ia.iiu.iy ^i*jiaic uaiiapui itiy, iii^inu^i i 
(SLC19Al),mRNA 


JNm__UU3U-0 


Uatha cQniPnc? cr»1nt*» r»Q-rriV»r "family/ 1 R ^VPQIPlllaf* UPPtvlrhnll TIP^ member 3 

nomo sapiens soiuie camei laiiniy 10 ^vcaivuiai av^etyiv/iiv^iiiiuy, invniuui ~> 
( SLC 18A3\ mRNA 


XTTVyf AAIA^/1 

JNM_UU3Uj4 


Uattia CQrtipnc or»1nt*a r«ar-ri*=T* f*5imi 1\7 1 R ( VPQ1 f*l ll ?1T" TT1AA AatTllAP ) TTIPmber 2 

nomo sapiens soiuie camei raiiniy 10 ^veoi^Liiai iiiuii^aiiiAiic^, mvinuwi 
(SLC18A2),mRNA 


JNJVl_UU3U-> J 


Urtmn conipn o cr»1ntf* r»c»rrif»r familv 1 R ^VP^IPlllai* TTiAAAflTniAP^ member 1 
JtXUniU bapiCIlo bUlUlC Caxliei xaiiiiiy i.o ^vtaiv/uiai ixiv/iiv^ai.ijj.ixvy, hivhji/^/i j. 

(SLC18Al),mRNA 


NM 00305° 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_0039S4 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM 000339 Jr 
( 


■ r - : '• — t- ;i„ n ^cnHiinn/cWoride transporters), member 3 

[omo sapiens solute carrier tamily 12 (s»udmin/cnionuc ua „ 


JNJVl__UUlU'tO r 

r 


li^Sie came, family 12 (sod.um/potassium/chloride .reporters), 


NM_000452 I 

r 


^^-^•"mii y 10 (^Bianad msr" 

r^tnhr.r 2 CSLC10A2), mRNA — r 


1 

NM_003049 I 
i 


ToZ sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
11ft mber 1 fSLClOAl), mRNA . 


NM 003037 1 
NM_003616 1 


g^n .aniens signaling lymphocytic actuation molecu le ^^"^ 

Homo sapiens survival of motor neuron protein interacting protein 1 (SW1), 

TiR^I-A. ■ — — r tl * . \ "DTvT A 


NM 003035 
NM_003032 

NM 001041 
NM 003027 


TTnmn -nrrirns TAT 1 fSr.T.) interrupting locus (SIL), mKJNA _ 

fSIATH, rriRNA — 

Womo sapiens sucrase-isomaltase ^Slj, mRNA _ 

— ^- TT - j rvTn I^Vp 3 CSH3GL3). mJKJNA 

Homo saoiens SH3 -domain GRB2-hke i ^fl^m. llLt ■ 

«™ SH3-domain GRB2-like 2 (SH3GL2), mRNA, 


NM 003026 
NM 003025 
NM 003023 
NM_003022 


_ TTO j . /-,r>r>o i:v<» 1 C<?H3GL1) mRNA 

Homo sapiens SH3-domam UKbi-hke 1 mis — 

•HVvnTr> caniens SH3-domain binding protein 2 f SH3BP2), mRNA 

— — . -. • 7 . j- rt rrintQTYiir nnd-nch nrotein like (SH3r>LrKX»; 3 

Homo sapiens SH3 domain binding glutamic acia ncn pruicm v 


NM_000199 


~ — : — \t if^jn^Arominp Qiilfohvdrolase (sulfamidase) (SGSH), 

Homo sapiens N-sulfoglucosamine sunonyuruiao^ v=> Wi * * v 


NM_003020 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 


NM_000337 


H^ delta ^ 35kD dystrophin-assocxated glycoprotein) 
(SGC ), /A^vn Hv<;irnnhin-associated glycoprotein) 


NMJ300232 

NM 003019 
NM 003018 
NM 000542 
NM 003011 


Homo sapiens sarcoglycan, beta (45kJJ dystropnm a^u^iai* &jr 

HoWiipie^rfac^^ 

" Homo sapiens surfactant, pulmonary-associated protein B (SFTPB) mR^^__ 

TTrmnr. sapiens SET translocation (myeloid * " 


NM 003010 
NM 003009 
NM 003008 
NM 003007 
NM_003966 


" H — J» m * mitoeen-activated protein kinase kinase 4 (MAfz^ntUjA 

. ' — r ~- tit 1 /otjpwi^ mP A 

Homo sapiens selenoprotein W, 1 W 1), ttu^na 

Homo sapiens semenogehn II (SEMG2), mRM A _ 

H rtrr,r ^ «w«hr semenoeehn I (SEMG1), mRNA 

^ — , • ^rnmhnwnndm repeats (type 1 and type l- 

Homo saniens sema domain, seven tnromDosponuui icpcaw wf 

^tr^smembrane domain <TM) and short cytoplasmic domain, (semaphonn) 


NM_003002 
NM 002999 


5 A (SEMA5A), TnR ^^ ^i^rnoenase complex subunit D, integral membrane 
Homo sapiens succinate dehydrogenase complex, suuuin , © 

protein f SDHD), nuclear eene encoding mitochondrial protein, mRNA 

Homo sapiens syndecan 4 (ampmgiycan, ryuaoorfUM^ — n _ 


NM 002997 
NM_002996 


Homo sflp^s syndecan 1 fSDCl\ mRNA ^ — 

xiuniw o y — - . - — . U1 ^ . i.^. cnKfamilv D (Cvs-X3-Cys), member 1 

Homo sapiens small inducible cytokine subtamuy u \y,y* ^ 

fW.t»11cme. neurotactin) (SCYD1), mRNA | — 


JNJVI__UU D I/O 


l^li^nTsmall inducible cytokine subfamily U 5 member 2 (SCYC2), 


NM_002993 


^oWiiplenllmall inducible cytokine subfamily B (Cys-X-Cys), member 6 
rfmmulocvte chemotactic protein 2) (SCYB6), mRNA . 


NM_002994 


-igiSoliptenTsmall inducible cytokine subfamily B 5 
repithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 




Wr»mo <?anien<; <!ma11 inducible rvtnlcine subfamilv A fCvs-Cvs^ member 24 

(SCYA24), mRNA 


in ivjL__uu^y y yj 


Unmn caniens small indnrihlp rvtolcine subfamilv A fCvs-CvSi member 22 
(SCYA22), mRNA 


in xV±__u UZ7 o y 


TTomri cnnipnQ small inHnciblp rvtolrinp snhfamilv A fOvs-Ovsi member 21 
(SCYA21), mRNA 


xnv/r nn^QSR 

1N1VJL UUZ7 0() 


WrktriA csmipnc cmflll inrhipiblp pvfnlvHnp subfamilv A f Pv^-Pv^ i member 18 

XJLvJl 1 1U odUlCllo Oilldll IIIUUV^IUI^ LvYtUXvlllt/ DUl/xdllxll jr A \\syo V^jroy, lllvllWvl x u, 

nnlmnnarv and aptivation-rpoiilatpd fSCTY'AI 8i mRNA 

LA 11 1 Ivyl id I y CXI 1U dv/ll VdllUll 1 V'gLiiCll.wVl 1 XKJL U^j 11U.VL lil. 


NM 009987 


Homo <;anien«; small inducible cvtolcine subfamilv A (Cvs-Cvsi member 17 

HUlllU OdL/lwllO Dl Hull 111 VJ. LX»_/ lUlV^ \s Y IVXvJX Iv OUUlulllllJ' -*x yV-^Jr O ^ J J yj lllvllll/Vi x ' 

CSCYA17^ mRNA 


NM 002986 

xiXVJL \J\J U W 


Homo saniens small inducible cvtokine subfamilv A fCvs-Cvs V member 1 1 
(eotaxin) (SCYA1 1), mRNA 


NM 009979 1 


Homo saniens sterol carrier oroteiri 2 (SCP2 1 mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1 5 gamma (SCNN1G), mRNA 


"MM" fifi9Q75v 

iNivi \)\)z.y i o 


Wnmn cani (*n c coHiiim r*Tiiin"n<=»1 "nr%TT\/r»1 i"dO"P— (yafpH 1 Hplta 1 T) 1 TTlRN^A 
JTIUIIILI od|JlCllo oWLllUlll OlldllllCl, 11VJ11 V UlLagC LV^VJ. 1, Vxt^J. Ld ^ovjlillill/jj uuvi^iix 


NM_001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


XIA/T fifi9Q77 
xNxVl_UUZ:7 / / 


TJnmn conipnc c/^/^ihty^ oTiotiti^I ■\r<^1f"Q crf*—.crai~f*r\ 1r\rr\f* T~VT silTYna T>rfcl\/T^PT>iiHp 

nuuiu odpiciio ouuiuiii uiictiiiici, VL>ii.<igc*-gciLcij., iyjjc jl/v, dipiict jj\jiy ^c^uuv 

(SCN9A), mRNA 




MnmA conipnc cnHinm pViotiti^I fcicrp— crn+pH fvnp \/T a 1t\Vi?< "rvnl\7nP"n1"iHp 

iXUrilU bdpiCUo bUU.lUlll L/IldlillCl, VOlldgC-gdLCLl, IjrlJC V 1, dipild ^VJiyi-IC'jJLlU.C' 

(SCN6A), mRNA 


1N1V1 UUuJJ'f 


Wr»mn c5i"nipnQ cnHiiim pbatrnpl vr^ltaop-cratpH tvnp T\l alnba nnlvnPTvHdp 
TSPN4A i mRNA 

^OOl i"/x y } llllvl ix\ 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B),* 

mRNA 

illXVJL^iix 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
f^PGFi mRNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


INIVI / J 


T4r\mr\ conipnc crki'nr\r , PT"pl^p11ci'r 5itavi?» 9 ^r\1i"vr\"r\rvrifr*ppT"pbpllaT" atavia 9 ailto^OTnal 

1J Ul 1 HI bdp 1 Clio oL7i.llWCyClCwwJ.ldi aluAlu I Cll V UpUlllUvvl CLIClldl alaAIa dlxLV^Ovrillcll 

Hnmin^nt ataxin 9 i TSr t A9 i mRNA 

UUllllildlll, dLdA.111 ) ^OV>i\X ^, 1 1. li VJ. >i .Tx 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
HfiminaTit ataxin 1 i T55PA1 j mRNA 

\J.VJllxJ.lldllL, dldA.111 1 ) ^uvyixl J j 1 1 l-l VJ. > ii. 


NM 00">971 

1 > J.VJL \J\J ~ S 1 X. 


Hnmo ^anipns ^npcial AT-rich sea u price bindinp - r>rotein 1 fhinds to nuclear 

11U111U lD CX. Ulvllu upvVlUl ill 1 Ivll OVVI Uvllvv VJ X. J. 1VJ11 Ml vlwlll X 1 UlllUu vv 

matrix/scaffold-associatine DNA's^ rSATBl"! mRNA 

lllall 1A/ ovaiiuiu aoovuiaiiiig j-'j.^urx. o y ^urviui y , iiuvi iix 


NM 002970 


Homo saniens sneTrnidine/snermine Nl-acetvl transferase TSATf mRNA 


NM 001870 

J. > i.VA \J\J ~J \j 1 \J 


Homo Qanipns TO motif containing OTPase activating nrotein 1 TTOCiAJPlV 

ll\Jlli\7 Ouplvllw JL\y 1 1 L\J 1 1 X VvlllUUllllg XX UOw awkl VUllllg UlULVlll X llV>Ji XX A. y, 

mRNA 


NM 002967 

i.iJ.va 


Hnmn saniens scaffold attachment factor B fSAFTVi mRNA 

llVlllU &dlJ IvllO OvUllWlU ULLUVlllllwllt XUwLwJ. J— J ^Ulll X' J y 1111X1 Tl V 


NM 000331 

J- >1V1 \J \J\J ,J *J X 


Homo saniens serum amvloid Al fSAAl^i mRNA 

11U111U iJUylvllu Owl Ulll **111J F J- x J. ^Cl XX 11 J , 11UV1 14 X 


NM 001036 


Homo saniens rvanodine receDtor 3 TRYR3^ mRl\IA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM 00^956 


Homo saniens restin ^Reed-Steinberg cell-exnressed intermediate filament- 

X X \J X 1 JL\J OUUlvllO IvOUll ( 1\.VV/U kjlvuiuvlg wvll vAUl vuuwU llllwl lllwUlUlv lliuuiviii. 

associated protein) (RSN), mRNA 


NM 001033 


Homo saniens ribonucleotide reductase Ml nolvnentide rRRTVTl^i mRNA 

AlUlllU uUplvllO llL/vllUvlvUUUv 1 V/UUwlUOv ItX 1 pvlj pwpilUv yiVlVLTl 1 J , 11UV1 11 X 


NM 009055 


Homo sa-niptis ras rp snon si vp element bin diner rvrotpiTi 1 ^RPT^Hl^i mRNA 

11U111U OdJJlv-HO IdO 1 uapUilOl vlV/lllVllL C/lllUlllg, piUlvlU x ^XVJLVXjJ-J x llXXVXi^x 


NM 003942 


Homo sanipns ribosomal nrotein S6 Icinasp QOlcT^) nolvnpntidp 4 rRPS6TCA4^ 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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1 

NM 002947 ] 
NM 002946 1 
NM 002945 
NM 000328 
NM 002943 
NM 000327 
NM 003799 
NM 002939 
NM 003800 
NM 002938 
NM_002940 


nRNA — 

Homo sapiens replication protein A3 (14kP) (K-PAi), mKJNA _ 

Homo sapiens replication protein A2 (32kD) (RPA2), mKJNA 

Homo sapiens replication protein Al (70kD) (RFA1), mKJNA 

Homo sapiens retinitis pigmentosa GTPase regulator (KFOK), mRNA 

Homo sapiens RAR-related orphan receptor A (RORA), mKNA . 

Homo sapiens retinal outer segment membrane protein 1 (KOMI), mRNA 
Homo sapiens RNA (guanine-7-) methyltransferase (RNMT), mRNA 

Homo sapiens ribonuclease/angiogemn inhibitor (RNH), mRNA 

Homo sapiens RNA guanylyltransferase and 5'-phosphatase (KNUi ij, mRNA 

Homo sapiens ring finger protein 4 (KiNr^u, uuuna — _ _ 

Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 

(ABCE1 ), mRNA 


NM 002936 
NM_002935 


Homo sapiens ribonuclease HI (RNASEH1), mRNA 

Homo sapiens ribonuclease, RNase A family, 3 (eosinophil catiomc protein; 

rRNASE3), mRNA ... 


NM_002934 

NM 003796 
NM 003821 
NM 003687 
NM 002929 
NM 000324 
NM 003835 
NM 003617 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 

neurotoxin) (RNASE2), mRNA 

Homo sapiens RPB 5 -mediating protein (RMP), mRNA 

Tr . m . rprpntnr interaotinp sprine-threonine kinase 2 (RJPK2), mRNA 

Homo sapiens LEVI domain protein (RIL), mRNA 

Homo sapiens rhodopsin kinase (RHOK), mRNA 

Homo sapiens Rhesus blood group-associated glycoprotein (KttAu;, mRNA 

Homo sapiens regulator of G-protem signalling 9 (RGS9), mRNA 

Homo sapiens regulator of G-protem signalling 5 (RGS5), mRNA 


NM 002923 
NM 002922 
NM 002928 
NM 002926 
NM 003834 
NM 002921 

1N1V1 UvUJJO 

NM_003721 


Homo sapiens regulator of G-protein signalling 2, 24kD (RGS2), mKJNA 
Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 
Homo sapiens regulator of G-protem signalling 1 6 (RGS 1 6), mRNA 

Homo sapiens regulator of o-protem signalling la ^jv^joi^, ,11 f±i-i±± 

Homo sapiens regulator of G-protem signalling 1 1 (RGS1 1), mRNA 
Homo sapiens retinal G protein coupled receptor (RGR), mRNA 
Homo sapiens regulatory factor X-associated protem (RFXAP), mRNA 
Homo sapiens regulatory factor X-associated ankyrin-contaming protein 
(RFXANK), mRNA 


NM_002918 
NM 002916 


Homo sapiens regulatory factor X, 1 (influences HLA class 11 expression; 

(RFX1), mRNA 

Homo sapiens replication factor C (activator 1) 4 (37kD) (KbC4), mKJNA 
- „ t _ f n „ +nr . r> tcniiinttnr 11 1 f3RkD1 fRFC31 mRNA 


NM 002915 
NM 002914 
NM_003704 


Homo sapiens replication factor i_ (activator i; j ^ona-ij yr^x w^, im-nu ». 

" Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 
Homo sapiens gene with multiple splice variants near HD locus on 4plo.3 
(RES4-22), mRNA . _ 


NM_002908 


Homo sapiens v-rel avian reticuloendothehosis viral oncogene homolog (RKL), 
mRNA 


NM_002909 
NM 000322 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 

pancreatic thread protem) (KJboiA), m±sjNr\ 

Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 
Homo sapiens retinol dehvdrogenase 5 ( 1 1-cisand 9-cis) (RDH5), mRNA 


"NA/f fM"l9Q0S 
1N1V1 UUi7UJ 

NM 002903 
NM_002902 


Homo sapiens recoverin (RCV1), mRNA 

Homo sapiens reticulocalbin 2, EF-hand calcium bindmg domain (KCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), mRNA 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pl07) (RBL1), mRNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA I 


NM 002885 


Homo sapiens RAP1, GTPase activating protein 1 (RAP1GA1), mRNA 


NM 002884 


Homo sapiens RAP1 A, member of RAS oncogene family (RAP1A), mRNA 


NM 002883 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABIF), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM_00286S 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB 13, member RAS oncogene family (RAB 13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM 0CP863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (PYGL), mRNA 


NM 002862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens parvalbumin (PVALB), mRNA 


NMJ302852 


Homo sapiens pentaxin-related gene, rapidly induced by BL-1 beta (PTX3), 
mRNA ! 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


NM_002851 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZ1), mRNA 


NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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NM 000954 
NM 000314 


rnRNA _ — 1 

Homo sapiens prostaglandin UZ syntnase (zibjj, oramj \r avjj^q/, 

Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 

1 \ /TV 1 1 1 *^"X. T\ TI\T A I 

cancers 1) (PTEN), mRNA H 


NM 000952 
NM_002818 


Homo sapiens platelet-activating factor receptor (PTAbR), mRNA 

Homo sapiens proteasome (prosome, macropainj acnvaior buouuu ^ \* «io u>-^ 

(PSME2), mRNA . 


NM_002811 


Homo sapiens proteasome (prosome, macropain; zoo buouiin, nun ah a^, ' 
(Mov34 homolog) (PSMD7), mRNA 


NM_002806 


Homo sapiens proteasome (prosome, macropain) zoo suounu, Airasc, \> 
(PSMC6), mRNA 


NM_002805 


Homo sapiens proteasome (prosome, macropain) zoo suounu, ^\j.jr<»ac, ^ 
(PSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) zo& suoumi, j\ir<u*;, j j 
(PSMC3), mRNA J 


NM_002S03 


Homo sapiens proteasome (prosome, macropain; zos> suounu, Airaw, ^ , 
(PSMC2), mRNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) zoo suounu, i 
(PSMC1), mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropain; suDunu, oeia iypc, ? 
multifunctional protease 2) (PSMB9), mRNA 


NMJ302799 


Homo sapiens proteasome (prosome, macropain) suounit, oeta rype, / ^roivio /j, 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropain) suounit, oeta type, ? ^roivi_D->;, | 
mRNA 


NM_002796 


Homo sapiens proteasome (prosome, macropain; suDunu, oexa iypc, ^jroivi_D-+/, 
mRNA ■ 


NM_002795 


Homo sapiens proteasome (prosome, macropain) suounit, oeta type, o v jroiVJ - D -v> 
mRNA X 


NM_002794 


Homo sapiens proteasome (prosome, macropain) suoumi, oeia iypc, yr^LvuD^j, 
mRNA * 


NM_002793 


Homo sapiens proteasome (prosome, macropain; suoumi, oeia iypc, i ^r^LVLoif, 
mRNA 


NM_002801 


Homo sapiens proteasome (prosome, macropain) suounu, oeia iypc, w 
(PSMB10), mRNA 


NM_002790 


Homo sapiens proteasome (prosome, macropain; suounit, aipna type, j j 
(PSMA5), mRNA — 


NM_002788 


Homo sapiens proteasome (prosome, macropain; 5>uuuim, aipna -> 

(roiVlAj mKJN J\ . — 


NM_002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 j 
(PSMA1), mRNA — 


NM 002783 


Homo sapiens pregnancy specitic Deta-i-giycoproxein / \r ovj/j, uirsj.N/^ 


NM 002781 


Homo sapiens pregnancy specmc oeia- 1 -glycoprotein j v rouJ /j lluxim — 


NM 002780 


Homo sapiens pregnancy specitic beta- 1 -glycoprotein ^ ^r^o^;, iiuvin^ 


NM_002785 


Homo sapiens pregnancy specmc Dexa-i-giyooproLcin 1 1 icva^iuiiLivii vx 
symbol) (PbOl 1), mKlNA — 


NM 002784 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protem (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 1 0 (KLK1 0), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasm) (PRSSS), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 




TTnmrk cnrtipnQ nrnfp»QP Qprinp 17 ^neiirotTVDSin motOPSin/ fPRSS12i« HlRNA 


TsTN/T 00977S1 


"PVimn cnnipn*; nmfp^cp sprinp 1 1 CJCiF binding fPRSSll), HlRNA 
xxUIxXU oapicild jji %j itaotj oui ixiw, 1 x yxvjx L/xxivxxix^y a /j """n «. 


IMTVyT 009767 


UAmn Qsmipns nhosnhnrihnsvl nvronhosnhate synthetase -associated protein 2 
(PRPSAP2), mRNA 


"KTN/T 009766 
xNxVx_UUZ, / DO 


TTnmr* sanipns nhosnhorihosvl nvronhosnhate svnthetase-associated protein 1 
fPRPSAPn mRNA 

yi. xvx UijJ. i j , xiuxL ill. 


NM 00776S 

J.N1VX \J\J jL, 1 \J *J 


Homo saniens Dhosohoribosvl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


xnv/f oo3RQ1 


u nTnn conipnc nrritpin 7 vitamin IC-r!enendent nlasma fflvCOProtein fPROZi. 
mRNA 

111XVX >.TX. 


XNlVx \J\J^./\jD 


Uf\mn saniens nrosnero-related homeobox 1 fPROXlV mRNA 


"NTIVr 000313 

XNlVx \J\J\JD LJ 


TTnmn «;ar»ieTi<; nrotein S> Talnba^ rPROSl^ mRNA 


xnvr 000^19 


nnmn «:anipn<; r>rotein P Mnactivator of coaomlation factors Va and Villa) 
(PROC), mRNA 


NM 00976? 


Homo «ianien < ? nrotamine 2 ^1^/^12^ mRNA 


TsTTVT 009761 

lNXvx UUZ, / 0 1 


Wnmn co-ni ptiq nrntaminp 1 ^PT^lVTl^ mRNA 

11U111U od|JlV^llo \Jl \JlOri 1111 lt« 1 y^X ivivii iixxxj. i. 


NM 000Q49 

xNxYX \J\J\jy*T^r 


Wnmn <?a"nif*n<; ■nrnlflf^tin recentor fPRLR^ mRNA 


"MTV/I 00 0045? 


XXXJlllVJ OU^lvllO jjl Uld^Llll yX XVJ— < J , lliXVl^iX. 


KT\A 0097S0 

xNlVx UU^ /J7 


Unmn Qanipn*? nrnteiTi Icinase interferon -inducible double Stranded RNA 
Hpnendent fPRPCR i mRNA 

U.C [JC/l lU-Oll L ^X 1 vXXJLV J } lllXVX^Ixx. 


>JTVf 0097^6 


Hnmn c aniens mi to pen -activated rjrotein kinase kinase 3 flVlAP2K3), mRNA 


"MM 00974Q 


TTnmn saniens mitogen -activated nrotein kinase 7 fiVIAPK7Y mRNA 


tsja/T 00974S 

xNJLVx \J\JZ> 1 tJ 


Unmn «;anien<? mitogen -activated nrotein kinase 1 (MAPK1}, mRNA 


NM 007751 

X^XVX Wx. / J X 


Homo <?anien<; mi to en-activated nrotein kinase 1 1 fMAPKl IV mRNA 


"MM 007753 

XN1VX V/V/** / ~J -J 


Homo saniens mitoffen-activated protein kinase 10 fMAPKlOy mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


"NM 00?741 

XNXVX VV/i / "T X 


Homo sapiens protein kinase C-like 1 (PRKCL1), mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


"NTM" 009 73 R 

IN IVI UUZ / JO 


TJorno <;anien<; nrotein kinase C beta 1 fPRKCBl^ mRNA 

IxUillvJ &Cl|Jldl»J \JL \J l-V-lll JVIXldO^ V-^ j U\s\,£l X yX XVlvVvl-' iiuvi 11 x 


NM 002737 


Homo sapiens protein kinase C ? alpha (PRKCA), mRNA 


TvTAyf 009736 


Urvmn coniAnc TYrrvt^iYi lr*i-n*acf» r* A7V/TP-HpT%pTirieTit Tpcrnlatorv tvnp IT beta 

JxOmO odpiCIlb piULClIl IVlIlCLoC, U^XVIX -U-CJ^/CIlLlCllt, ICgUiaiUlj) \,y lJ<s xx, u^La 

(PRKAR2B), mRNA 


XTA/f 009734 


UnmA c^nipnc nrntpin Vinacp r» A ^/TP-HpTiPTiHent rpfTiilatorv tvne T alnha ^tissue 
specific extinguisher 1) (PRKAR1A), mRNA 


"MK/f 009733 


T4r\mrk cnniPtiQ nrn tein VinaQp A A/TP -activate H pamma 1 non-catalvtic subunit 
fPRKAGl"* mRNA 

yx i\ivrvvj x j 3 ixixv_l >iv 


"KIM 009731 

lNXYX \J\JZ, / J 1 


Worn o «?ani ens nrotein kinase c AMP-denendent catalytic beta OPRKACBV 
mRNA 


xnwr 009730 

iNlV±__VUZ /jU 


Urtmn ^aniens nrotein kinase c A lVfP-denendent catalytic alnha (PRKACAV 
mRNA 

lllXvl N -tv J 


xr\/f 000Q47 


Homo saniens nrimase nolvnentide 2 A ^58kDi TPRJM2AV mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1) ? mRNA 


>JTV/T 00979R 


TTrvmn saniens nrntpr^alvran 9 bone marrow ^natural killer cell activator 

eosinophil eranule maior basic nrotein i rPRG2V mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM_000310 



NM_002720 



NM_002719 



NM 002715 



NM_002713 



NM 002712 



NM 002714 



NM 002710 



NM 002709 



NM_002708 



NM 000309 



NM_002706 



NM 002705 



NM 000943 



Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, 

infantile) (PPT1), mRNA . 

Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 

mRNA 



Homo sapiens protein phosphatase 2, regulatory subumt B (B56), gamma 
isoform (PPP2R5C), mRNA 



isoior m \rrr±r^->\->>, ui^>"- — — — r- — r- T7 

Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subumt, alpha 

isoform (PPP2CA), mRNA — — — - ,. mPDIPii , 

Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 

mRNA 



Homo sapiens protein phosphata se 1. regulatory subunit 7 ^P*^' 

— ^ L —T-r- ~T~ ~~uZ*ZZl 1 ^.lotrn-t, gnVnmit 10 (PPP1R10), mR> 



tiomo sapien s piuusm ■> ' , S\t* 

Ho mo sapiens protein phosphatase lT r egulatorv subumt 10 (PPP1R10), mRN A 

~ ! ■ i i_^x 1 ««+«1^H^/> cnVMinit CT5»T¥ima 1 ROTOTTTl 



J lOUlO ScipiC110 pujtum pxivJK"" WLJ " -> ; — 

Homo sapiens protein phosphatase 1, catalytic subunit, gamma isoform 
(PPP1CC), mRNA 



Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 
mRNA 



Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (PPP1CA), 
mRNA 



Homo sapiens protoporphyrinogen oxidase (TPOX), mRNA 

Homo sapiens protein phosphatase IB (formerly 2C), magnesium-dependent, 
beta isoform (PPM1B), mRNA 



Homo sapiens periplakin (PPL), mRNA _ — 

Homo sa piens peptidylprolyl isomerase C (cyclop hilm C) (PPIC), mRN A 
— — : ~ 4.^- -r~- r*olo^*^ci^c*cf» ( cralar.tnsialidosis ) 



NM_000308 



NM 002703 



NM 003712 



NM 003713 



tiomo sapiens pcpuuy^uijn """'^"""^ ~ v-J ' ^"Fj rr - 

Homo sapiens protective protein for beta-galactosidase (galactosiahdosis) 
(PPGB), mRNA 



Homo sapiens p hosphoribosyl pyrophospha te amidotransfcrase (PPAT), mRNA 



Ji.omo sapiens piiuspiiunwo.yi F yiv K ^u P . W v ^ 

Homo sapiens phos phatidic acid phosphatase type 2C (PPAP2C), mRNA 
— . , — n :j „i,^«UfooA wOR fPPAP7RY mRNA 



NM 003711 



NM 002702 



NM 002701 



NM 002700 



NM 000307 



NM 002699 



Homo sapiens pnuspnauim, aviu F xi wo H *«*"~~ -v i v ^ — 

Homo sapiens phosphatidic acid phosphatase type 2B (PPAP2B), mRNA 



Homo sapiens piiuspiiauiu^ av/m [fi^a^ ^r vi ^ " — 

TTr>mr> S 5ipi«nfi phos phatidic acid phosphatase type 2A (PPAP2A), mRN A 



jbiomo sapiens piiu&tJiianvii^ F i t vu K i^ — » v- — — 

Homo sapiens POU domain, class 6, transcription factor 1 (POU6F1), m RNA 



H omo sapiens u^aiau i , ^, ~ — — i ^ :^ — - XTA - 

Homo aniens POU domain, class 5, transcription factor 1 (POU5F1 ), mRNA 



HOmO sapiens rwu umiiain, viojo v ^ 

Homo sapiens POU domain, class 4, transcr iption factor 3 (POU4F3), mRN A 



Jtiomo sapiens ir umiiain, *- * — « 

Homo sapiens POU domain, class 3, transcriptio n factor 4 (POU3F4), mRNA 
— ^ * • i n , fr>r*+~r i n>nmFiv mRNA 



NM 002697 



NM__000306 



NM 000446 



NM_000939 



NM 002693 



Homo sapiens ruu uunmm, u — ~ f- — — — 

Homo sapi ens POU domain, class 3, transcription factor 1 (POU3F 1), mR N A 



HOmO sapiens ruu uuniam, ^? ^""^ i ^ 

Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRN A 



Homo sapiens ruu uumam, uu.. 0 w. K "-" v- ' 

Homo sapiens POU domain, class 1, transcription factor 1 (Pitl, growth hormone 

factor 1) (POU1F1), mRNA 



Homo sapiens paraoxonase 1 (PON1), mRNA . _ 

Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-hpotropin/ alpha- 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
endorphin) (POMC), mRNA 



NM 002692 



NM_002691 



enaorp nui; trurav//, . — 

Homo sapiens polymerase (DNA directed), gamma (POLG), nuclear gene 

encoding mitochondrial protein, mRNA 



NM 002690 



NM 003967 



NM 002686 



NM 002677 



NM 000304 



NM 002676 



Homo s apiens polymerase (DNA directed), epsilon 2 (POLE2), mRNA 

-zrz . ; m\T \ +^A\ AoTfo 1 ootoK^i r ciilminit (\1 



iiomo sapiens puiyii^a^ v^^^ ^ — /» ~r v ^ . =rr 

Homo sapiens polymerase (DNA directed), delta 1, catalytic subumt (125kD) 
(POLD1), mRNA 



Homo sapiens polymerase (DNA directed), beta (TOLB), mRNA 

— ^ 17 ... , 1^ ^4-^rD^U>\ rviP>JA 



Homo sapiens putativ e neurotransmitter receptor (PNR), mRNA 

— ^ TTT~ *k t 4.^.14 -fu^^ /'PXTA/TT 



Homo sapiens puiauve ^u ^ ^j^ ir^rii^ ^ ^ /? — 

Homo sapien s phenylethanolamine N-methyltransferase ( PNMT), mRNA 
— _ _ • i 1 ZTZn^ o ^>A/rP9^ mPTsJA 



xxvji xi^/ oayi^ii>3 pnv**j ^» ^ s — . 

Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 

Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 



X XxJlllw ja pivJinj ^w^^aaw^^- j i - 

Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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"NTTV/T OHI^'7/t 


"HVvmrk cuanienQ nrn-mpl aniri-rrmr'pnfratin £T hormone (PJVICJJlI), mRNA 


JNM_UUZOOo 


T-ir\mrk cqnipn<; nrotpolinin 1 nrntpin 7 f colonic epithelium-enriched) (PLP2), 

IlLCvlN-rA. 


JN iVL__v u u y J D 


TTnmo campn<5 nrocollagen-lvsine 2-oxoelutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


INIYL UUZOO / 


TTnmo Qanien*; nho<?nholamban (PLN) mRNA 


1N1VI UUZOOO 


xiatma carvipnQ nerilinin rPTXNTi mRNA 


JN1V1 UUZOO.) 


TTrvmr* cqtiipti q t*>1 a QTTlinnOPn-li 1<*P. fPT ,CtT > V TTlRJnA 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


X"nv>T f\(\(\A A*\ 
JNJV1_UUU44j 


TTr*rvir\ cam'pnc r»1f»rtin 1 intprmeHiate filament binding protein, 500kD (RLEC1), 
mRNA 


JNIVL UUZOOJ 


TTrvmr\ oaniPTic riboQ-nholrnaQP F)9 fPT \YT\ mRNA 


JNJVL UUZOOZ 


TTr»mr» QnnipriQ T*ho<;nholina«*e Dl nhonhatidvlcholine-specific (PLD1), mRNA 


1N1vI_UUZOO 1 


u rtTYin cjar»ien<5 nhn^nholinase C gamma 2 fnhoSDliatidvlinositol-specific) 
fPT mRNA 


IN iVJL_UUZ O O U 


TTmnn Qflr»iPTi«i nVin<?nholir>a<;e C gamma 1 f formerly subtype 148) (PLCG1), 

m T?MA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


XTN/f OA9^^Q 


Wrvmrk com'pnc nlnQmmnapn nrtivatnr urolcinase recentor fPLAURK mRNA 


NM_002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


JNM UUZ033 


jniomo sapieno piciuiiiAJi piiiu ducnuuia gwit i v^a j^rwj iiu - vi ^-t ». 


jnm uuuyzv 




JNJVL_UUj /Uo 


Tj mTir . canipnc r\V>r*crvVi ri1ir»nc:p A 9 ornun TVC ( cvtosolic calcium-indeDendent) 


NM_000300 


Homo sapiens phospholipase A2, group HA (platelets, synovial fluid) 
fPT A909 A^ rmrlpar crene encoding mitochondrial nrotein, mRNA 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


JNiVL UUZ034 


JTiOmU od.piCIlo pyiLlVclLC Jvlllclov^, lilLiov>l^ ivivj--" J j iijj-vx^x»- 


XT\/f OOl^Gi 
INM. VVjOyl 


XxOniO oa.piCIlb bCIlIAC/ Lill CUIllliC JVllltxc>t> i\j ^onviu^, mivi^ii. i. 


JNiVL__uuuzyo 


tTrk-mrk conipn c nrklx/r-vctip Iridripv fH<2pa<?p 1 ^autosomal dominant) (PKD1), 
mRNA 


"KTTVT 00^607 

INiYl UVjOV / 


Homo «5aniens Ser-Thr nrotein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


>TN/f 00^678 

IN1V1 UUjU/O 


Homo ^aniens eene from NF2/meninffioma region of 22ql2 (PK1.3), mRNA 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


1N1V1 UUZO.J.D 


u n mn Qanipn<; riaireH-like homeodomain transcription factor 1 (PlTXl), mRNA 


JN1VI UUZODZ 


Unmn canipnc T>rrk1arti-n-inHnrpd nrotein rPlP^ mRNA 


JNiVl_UU-5 j jo 


Wnmo Qflnipn<? nb o Qnb a tiHvl inositol -4 -nhosnhate 5 -kinase, tvne I, beta 
(PIP5K1B), mRNA 


IN 1V1__U U j J J / 


TTomo «;anien<5 nho<5nbatidv1 inositol -4-nhosnhate 5 -kinase, type I, alpha 
rPTP5KlA) mRNA 


INIVX UUj /'tO 


Homo <;aniens dvnein cvtonlasmic licht polypeptide fPIN), mRNA 


xjV/f 009 


TTomo «ianipn<; nim~1 oncogene ^PTlVri^ mRNA. 


IN1V1 UUZOj 1 


TTomo <sanien<; nbo«?nbaridv1 inositol 4-kinase catalytic, beta polypeptide 
(PIK4CB) mRNA 


"NTN/f fifi96A1 

1N1V1 UU^OHJ 


Homo saoiens nhosnhatidvlinositol elvcan, class F (PIGF), mRNA 1 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB) 3 mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mKJNA 


NM_002632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mKJNA 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mKNA 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (bram) (PGAM1), mKNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofructokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2 3 6-biphosphatase 1 
(PFKFB1), mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mKJNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEX1), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEX13), mRNA 


NM_000442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD31 antigen) 
(PECAM1), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZK1), mRNA 


NM_003477 


Homo sapiens Pyruvate dehydrogenase complex, lipoyl -containing component 
X; E3-binding protein (PDX1), mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), mKJNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDE1B), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NM_002602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NM_002601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3A, cGMP-inhibited (PDE3A), mRNA 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtihsin/kexm type z (KCbKZ), mKJNA 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykinase 1 (soluble) (PCK1), mKJNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mRNA 


NM 002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), rnRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mRNA 


NM_002582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN;, 
mRNA 


NM 003631 


Homo sapiens poly (ADP-nbose) glycohydrolase (PARG), mKJNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKN 1 A)-acti vated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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cnfinnit f"2QkTT> fPAFAHlBSI mRNA 


NM_002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 


xr\/f ftO0^71 


u nrnn corti^rkQ rn-nopctaapn-a^ociated endometrial protein (placental protein 14. 
nrf»cm?inrv-aQ<;nriatprl endometrial alnha-2-elobulin, alpha uterine protein} 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (fiirm, membrane 

accrkointf^rl rprpntnr -nrntpirA fPACTR^ mRNA. 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


1N1V1 UUJyUU 


Womn cnniPnQ Qpnnp<itn<5ome 1 fSOSTMl i mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
Vrv/firnwIaQp"! hpta nnlvnentide fnrotein disulfide isomerase; thyroid hormone 
lYmfiintx nrotein n5S i fP4HB > ) mRNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
rwrirmrvia^p^ alnha nolvnentide I fP4HAl). mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


IN xVL__UUZ 3 OO 


ITrvmn conipnc rmrinprcrip TPPPntor P2Y G-OTOtein COUPled. 11 CP2RY1 1), 

mRNA 


TvTIV/T OA9^A9 
IN iVl^uUZ 3 OZ 


u nrnn ojariienc: -nnrinprcrip rpcentor P2X li&and-eated ion channel, 7 (P2RX7), 
mRNA 


1N1V1__UUZ DDI 


u nrnA cqnipnc nnrinprcrip rpppntnr P91C lipand-crated ion channel. 5 (P2RX5), 


IN xVx_UUZ D OvJ 


Wr*n-ir\ ccinipnc -niirinprcrip rpppntnr P2X liffand-ffated ion channel, 4 (P2RX4), 
mRNA 


IN ivl_UUZ DDy 


n nmn conipTK: nurinprcrir rerentnr P2X lieand-eated ion channel, 3 CP2RX3), 
mRNA 


NM 

INxVl WUZJJD 


PTnmo Qanipn<; nxv<;tprol hindine nrotein fOSBP\ mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


IN xVI__U UjU7U 


TTnmn Q^nipnQ olfartnrv recentor familv 6 subfamilv A, member 1 (OR6A1), 
mRNA 




Homo ^aniens olfactorv recentor familv 3, subfamily A, member 1 (OR3A1), 
mRNA 


NM 002S48 

X>XVX V/V/^<^^0 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 
mRNA 


NM 000914 


Homo saniens onioid receptor, mu 1 (OPRM1), mRNA 


NM 000912 


Homo saniens onioid receptor, kappa 1 (OPRKl), mRNA 


NM 000911 


Homo saniens onioid receptor, delta 1 (OPRD1), mRNA 


NM 002544 

X^IXtX v/V/a»«- / «^ r 


Homo saniens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NM 00^543 

X^iX~x \j r—r 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM 00°533 


Homo saniens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NTS), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 I 
NM 003873 1 
NM 003489 1 
NM 002525 1 
NM 000905 1 
NM 000910 : 

JN1VJL \J\J\J¥\jy 

NM 002522 
NM_000908 


lomo sapiens neuropilin 2 (NRP2), mRNA 

Tomo sapiens neuropilin 1 (NRP1), mRNA ^ 

lomo sapiens nuclear receptor interacting protein 1 (NRIP1), mRNA 

Borno sapiens nardilvsin (N-arginine *T™«rir. r.nnvertase) (JNKJ^I ), mRNA 

Homo sapiens neuropeptide y \jsr x mruN^ _ 

Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 

Ham" «^«n« neuropeptide Y receptor Yl (NPY1K), mKNA 

Homo sapiens neuronal pentraxin I (NPTX1), mRNA . — 

Homo sapiens natriuretic peptide receptor C/guanylate cyclase u latnonainuiclu, 
peptide receptor C) (NPR3). mRNA . — — - 




NM_000906 


tf • „o^;,,v<=.ti> r,pr>ridp recentor A/euanvlate cyclase A (atnonatnuretic 

Homo sapiens natriuretic pepnae recepiui mguonj"" 1 ' ~j \ 

peptide receptor A) (NPR1), mRNA 


NM 002521 
NM 002519 
NM 002518 
NM 002517 


Homo sapiens natriuretic peptide precursor B (NPFB), mRNA 

Homo sapiens nuclear protein, ataxia-telaneiectasia locus (NPAT), mRNA 

Homo sapiens neuronal PAS domain protein l u^r/voz,;, i'""^ _ 

Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA _ 




iNivi. vjyj *-~> 

NM 003787 
NM_003946 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA. : — 

Homo sapiens nucleolar protein 4 (NOL4), mRNA __ 

Homo sapiens nucleolar protein 3 (apoptosis repressor witn tAKU domain) 
(NOL3), mRNA _ 




NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5). xnRNA 




NM 002513 
iNivj. yvij 


Homo sapiens non-metasianc ecus j, piui^m ^ — „ — 

Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 

nuclear gene encoding mitochondrial protein, mRNA . 

— t-> rwA/mp^ mRNA 


NM 002511 
NM 002510 


fclomo sapiens ncuiumcumu n-^i" u ' t m.^ v , - 

Homo sapiens glycoprotein (transmembrane) nmb (GPNMK), mRNA 




NM_003954 


' Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 

-= : • , / nvTTTVv .vVDTvTA 


NM 002508 
NM_002507 


Homo sapiens niaogen venataui; u^;, «"~«± — — 

Homo sapiens nerve growth factor receptor (TNFR superfarmly, member 16) 
MfiFRl mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 




NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene ennancer in B-cclb 
inhibitor, beta (NFKBIB), mRNA . . — — — 


NM_002502 


" Homo sapiens nuclear factor of kappa light polypeptide gene ennancer in b-celk 
-> ^O/pinnXKTFKRlVmRNA 


NM_002501 
NM 002500 


" Homo sapiens nuclear factor I/X (CCAAT-bmOmg transcription lacloi) (Nl'i^), 

JfJ^J^A . — 1 

Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 1 


NM 002497 
NM_002496 


Homo sapiens NIMA (never in mitosis sene a)-related kinase l (NfckJj, mRNA 
Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (2ikL>) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA __ 


NM_002495 


" Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (1 SlUJ) 
(NADH-coenzyme O reductase) (NDUFS4), mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 , subcomplex unknown, 1 1 
C6kD, KFYT) (NDUFCn. mRNA 


NM_002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6) mRNA __ _— 4 


NM_002488 
NM 003635 


" Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (bkL>, 

B8) (NDUFA2), mRNA 

~ Homo sapiens N-deacetvlase/N-sulfotransterase (heparan glucosammyl) 2 
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(NDST2), mRNA 


>jTv/r 001 ^dl 

INlVx uul Jfj 


"Homo ^anipn*; N-d pa c e tvl a <5f»/M-Qii1fn transferase fheoaran elucosaminvl » 1 
(NDSTl),mRNA ! 


"MM 001 SR1 


TTnmn <:ar>ipn<5 NCTC adantnr nrntein 2 fNCK21 mRNA 


NM _002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA 


"MAyf 009AR^ 
IN 1V1_ v UZ*+ o j 


TTrvm/"* coniPTic ^arpmnpmV»r\;nni r* onfi rrpn — TPlatPn P.Pll anriPRIOn molpp.llle 6 iTlfltl- 
XxvJIIilJ bdUlCllb WCIX wlIlLPClllUl yLllllw allLlgwll iWltxLWVx vwn aunvoiuii uiuiv^^uiu \J \iiv/ii 

cnppifiP prr»QQ rpaptino - anticrpn i fOT* AO AlVf6i mRNA 

oLJC'WlllW UOO 1 W<XW Lillg aiiLi^wiiy ^ V/Jj/xV^rUVAU ^ 5 IIUVI^IX >■ 


xNlYJ. \J\J\J\J\jiC, 


TTnmo <ianipn<; TsJ-arprv1tran<ifpraRe 1 rarvlamine N-acetvltransferasef rNATl # 

mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease H3B) 
nSTAGLUi mRNA 


NM 003 R71 


TTomo saniens mvelin transcrintion factor 2 (TV1YT2V mRNA 

llvJlllw Oii[yX vllh^ llljr Villi 11 UllOvl 1 |J lUvtvi T ^ y) 14Ai,J - ** 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 


MIVT 00947Q 


T-frvmri cani pn c rnv/iO'pn "in ( "m \/r> opn i p fantor 4i flVTYOCTi 1T|R2n\A 

XXUlllU OdLJi^llo llljr VJgwlllll yill y VJgwlllW laUlUl ~ J ylvx X v\J/j iaxx'vj.^x v 


KTM 00747? 


TTnmo <?anien«; mvn<?m heaw nolvnentide 8 skeletal muscle Derinatal flVTYHS i 
mRNA 


NM 002469 


Homo sapiens myogenic factor 6 (herculin) (TVTYF6), mRNA 


NM 002468 


Homo saniens mveloid differentiation nrimarv response eene (88) (MYD88), 
mRNA 


NM 002460 


Homo saniens interferon reenlatorv factor 4 (IRF4 » mRNA 

11V/111VJ OdL/lvilu 11 1 Ivl 1 Vl Vll IvgUlUkVl Y 1UVW1 • ^iiV* • Jj i.A*j.-v_i. i a a. 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


xNlVx UUiiT'JO 


rJoTnr\ cQnipnc mi ipiti 1 trfln ctn PTnV>Tn tip iA/TTTi 1 I mRNA 

XnUllxU o£l[JlCil& illLiV/liJl X 3 LI diloilit^lllLJl (lilw ^iVJ.VJ\vl ^ 3 llxXVX^lxx. 


>JA/T 0094SS 

INlVJL UUZHJJ 


TJnmn canipnc "mptnYin 1 /^N/T'T^ 1 i tyiT? 7\T A 

X XvJlIlU DdJJlCllO llXt-LayVlll X ^1V1 1 A. 1 J 9 IIXXVXNXX 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTEF2), nuclear 

Aprip PTlPAHltlCr TY^Tf"nf*V^fYt"l/n 1*15*1 T*T*rflf"PTn TTlR I^A 
gCIlC CHvUUlllg 11X1 IAJL/J.1UHULL la 1 JJl VJLC111, 11XXVX>^\. 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
fNTTTVn i mRNA 


isjivf 0094S0 


Hnmn QflTiipnQ Tnptallotriio'npiTi 1 T /nvrT"! T ^ mRN^A 

X XU111VJ OClJ-'lv^llO lllvv LxxllVJUUUlll-'lll ILi \^XVX X IJU^j IJL1XVX ^Jr\. 


"MM 00^447 

1N1YX \J\J ~'-J'-t 1 


T-Tonm QanipnQ marrnnbaD'P <5timn1atinp 1 recentor ( c-met-related tvrosine kinase) 
nviSTIR) mRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (IVLAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA j 


NM 002444 

1 N iVX UUL"I "1 1 


i~Tomo QatiipriQ mnp^in nVTSN^ mRT^A 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NM 000S30 

IN JLYX UUvJ Ju 


Unmn QaniprtQ mvplin nrofpin *7pro (On arc ot-Marie -Tooth neuronathv 1B^ 

X Xv^lllvy o£lLxlWllo lilV&Xlll Ulvwlil x^V^IvJ I Vyllul \s\J L XVX<X1 L\s i vuui iiviu v_f Lxcxvii y x y 

CMPZ, mRNA 

yivix / J IX VX ^ XX. 


NM 00^437 

X > X » X \J\J m^^t mJ 1 


Homo sapiens Mp V 1 7 transgene, murine homolog, glomerulosclerosis 
(MPV17/ mRNA 


NM 001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPP3) S mRNA 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 0038^9 


T-Tomn <?anipns multinle PTDZ domain nrotein fMRDZ^ mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (F.ADD), mRNA 


NM 00243 2 


TTomri QatiipriQ mvploid cell nuclear diffprpntiation anritren nVTNTDA^ mRNA 

XXUiUU od|Jldlo lil_y vlUl VX WWII llUvl^Ol VX1XXWX WllHtxH vll dXltlgWll yivxi /? ixia^j. xx. 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 
mRNA . . 


NM__002417 


Homo sapiens antigen laentiiiea oy monoclonal amiuuuy jvi ^ivuviv / /, 
mRNA 


NM 002416 


tt~-~~~ ^An^vino inr\nr*t*A \\\r ffQmmfl interferon fMIG) mRNA 
Homo sapiens monoKine lnauceu. oy ^<iimiia iiitciitivjii. ^mxvj;, mAvx^ix 


NM_002415 


tt ^ _ wio/%rA«Koao minrQtiAn inVnlvi tnrv factor f frlvcosvlation-inhibitms 
Jtlomo sapiens macropnage migration liuiiuiiui^ ±a^uji uuuwi k ui & 

iactorj v iviir ), mrviN/\. 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


NM 000900 


rlomo sapiens matrix vjria protein {ivx\jr) 9 niiMNrv 


NM 002412 


rlomo sapiens L/-o-metuyiguanine-iJiNrv iricuiyiuctiis>xdaat> v j - vavj - lvaa /? iiuxiwi 


NM 002407 


Homo sapiens mammagioom z uvi^jr>zj, ihtuna 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NM_002397 


Homo sapiens MADb box transcription ennancer iacior z, puiypcpuuc 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens miakine (neurite growtn-promoung iauior jl) vivixyxv^, hixvin^ 


NM 002387 


Homo sapiens mutated in colorectal cancers tiviv-i-^, iiusj.m^ 


NM_000529 


Homo sapiens meianocortin z receptor v aurenoooru^uuupi^ iiuiiiiwut/^ v ivav>^av/, 
ITlRNA 


TV TTV K AA^I 

NM_002386 


Homo sapiens meianocortin i receptor v <npii<i iiiciaiiuv^yL& okiiiiuiaLiii^ iiuauiw«v 
receptor) (MC1R), mRNA 


NM_O02385 


Homo sapiens myelin oasic protein v ivj_D.r mrviN^v 


NM 002382 


Homo sapiens MAX protein V MAXJ, itlkjn/\ 


NM 002378 


Homo sapiens megaKaryocyte-associaiea tyrobine iviii<i&c v ivx^v.xi^;, nu^^r^ 


NM 002376 


Homo sapiens JVL/Vr/microtuDuie aiiinity-reguianrig Rinaisc j v ± v - l ^- lva ^- , /5 lluVi ^ i V 


NM_000898 


Homo sapiens monoamine oxiaase r> ^iviA^rj^, nuuicai j^ciac cutuuiug 
triitochondrial protein, mRNA 


NM 003480 


Homo sapiens lvncroiiDrii-associaieLi giyoupujucm ^ ^iva^vja -wj aaj - lvj ^ *- 


TV TTV K AAOO/CT 

NM UUzio/ 


tJa«-.a niplfanrtmo antiCT#>n fVimi1\7 R 4 flVT A Ct |RR4-^ mRNA 

rlomo sapiens melanoma ami gen, xdiiniy .o, *t ^mrvvjj-«u*Tyj ^ ^ ^ 


NM 002365 


TT _____ _ zs.-m r« w\a1onAma ~-f\f-l rrP»YT TOTTlil"\7 "R ^ (AA A(tH'K^ TTl K N A 

Homo sapiens melanoma antigen, id.miiy r>, o ^lvxir-vvj l^u ~> j , uuu^n 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM 002363 


Homo sapiens melanoma antigen, ramny r>, 1 ^ivi/wjrrioi^, 


NM 002362 


Homo sapiens melanoma antigen, iamny /\, *t vivi^vvjry^vH-^, hixvin/-^ 


NM 003682 


Homo sapiens ivi/vjr -Kinase activating oeatn uuniaiii \jyLr\±s±sj, iuxxx^x-v 


NM 002357 


Homo sapiens ivl/vX aimenzation protein ^ivj^vlj;, miNj.>)/^ 


NM_002350 


Homo sapiens v-yes-i x amagucm sarcoma virai icidica uiio^^c^ii^ iivmuiv/g 

(1^ Y IN ), mJt\JN/\ . 


"KTTVyf AAOQ/1Q 


UAmn o «ar-*i on c 1 a/tY">tt.1t r\r , \rtp* dTlti CXf^Yl 7 S fT Y 7 ) 1 TTlRpJA 

riomo sd.pienc» lympinjL'yic aiiLigc-n / ^ x * j> iiiivj.^^*. 


TV TTV /f AA^T /I ^ 

NM (J0234/ 


rlomo sapiens lympnocyte antigen o uoiii^ica., iulus ±.± x wi;, aaaxv - l ^ z v 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


TV TTv jf AAT> /I XT 

NM 002345 


Homo sapiens lumican v i^UxVij, mrvLN/v 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransferrin (LTF), mRNA 


NM 000897 


Homo sapiens leukotnene C4 syntnase v jli<^oj, iriruN/\ 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 

T> TvT A 

mRNA 


NM_000752 


Homo sapiens leuRotnene dh- receptor ^cnemoKine ret/cpior-iiivc ij ^u->*tiv;, 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(^ipna.-z-macrogioouiin recepior-as&ouiaicu piuLC/ui ij v j - ,xv - L jr ^- L tiu-vx^-r^. 


1MM 002336 


Tj rtT wft PQ«io«o 1/xvi/ r1p»nci+A/ 1iT\/vr*rr»1v»Tn r^r'R'ntnr-rpl 3 fpH TTTOtein 6 fT ,RPfS^ TTiRNA 

jnLomo sapiens low acnsny lipoprotein icocpi.ui-iciaLt;ia jjiuiwui. \j v j - /Ava w /s aa - lln - l ^ *- 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


NM 002317 


riomo sapiens lysyi oxiaase ^iaj-aj, mr\j.N/\ 


NM 002316 


riomo sapiens i^iivi nomeooox transcription idiriui i, ucw ^lviyviu;, niiNj.^^ 


NM 00231 j 


riomo sapiens jliivi aomam omy i v rnoiuDoiiii ij v jL»ivxwiy 9 humna 


NM 002312 


xlomo sapiens ligase iv, jl'IN/y, AiJr-aepenueni ^jojlvj**^, ihivin^v. 


NM_002306 


Homo sapiens lectin, gaiactosiae-Dinaing, soiuoie, d ^gaicumi ^lu/u^oj;, 

inKJNA 


NM 002303 


Homo sapiens leptin receptor (LEPR) 5 mRNA 


NM 002302 


Homo sapiens leukocyte cell-derived chemotaxin 2 (LECT2), mRNA 


NM 001290 


Homo sapiens JLJLM domain bmaing 2 {LVtiZ), mr<JN/\ 


NM 003893 


Homo sapiens domain Dinaing i vi^urs i ), mjsj>i/Y 


-v. TTV A AAOO AH 

NM 002299 


Homo sapiens lactase (L,s^ 1 )> itikjn a 


NM 002297 


Homo sapiens lipocalm 1 (protein migraxing iasier man aioumm, tear 
prealDummj ^iwi^jNij, mrviN/v 


NM 002296 


riomo sapiens lamin r> recepxor ^1^x5 rvj, iijxsj.n/\ 


tvta t Anno 1 
NM 0022^1 


riomo sapiens lanumn, oexa 1 ^i^/vlvjx> 1 7, iuivin/a. 


NM OOzZoy 


riomo sapiens laciaioumm, aipna- ^j^/\j-.r3/\j, iiuvjln^v ^ 


InM 002273 


Homo sapiens Keratin 0 (jsJvi oj, misJN/v 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


XT* >T AA1T7T 

NM 002275 


TT ^ 1 _ ^ _ 1-— — 1 C /VDT'1 C \ m p "KJ A 

Homo sapiens keratin Id (JsXl id), mKiNA 


NM 002274 


Homo sapiens keratin Id (JsJKl id), mKJNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


NM 002267 


Homo sapiens karyopnenn aipna d (importin aipna *+) ^js-riN/oj, iruviN/Y 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1 5 importin alpha 1) (KPNA2), 
mRNA 


NM 000893 


Homo sapiens kininogen (KNG), mRNA 


NM_003679 


Homo sapiens kynurenine 3-monooxygenase (l<ynurenine 3 -hydroxylase) 
(KMO), mRNA 


NM_002258 


Homo sapiens killer cell lectm-like receptor subiamily ±5, memoer 1 {Js^lkj} i), 
mRNA 


~KTK Jf AA1 ^ C~J 

NM 002257 


Homo sapiens KaiiiKrein i, lenai/pancreas/saiivary ^jsa^js.i^, miviN/\ 


NM 002256 


Homo sapiens KiSS-1 metastasis-suppressor (KISS1), mRNA 


NM_002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


NM 002254 


Homo sapiens Kinesm iamuy memoer vivir jv^j, rruviN/Y 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM_003685 


Homo sapiens KH-type splicing regulatory protem (r u bxi omamg protein z ; 
(KHSRP), mRNA 


NM_002252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


NM 002250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NM_002249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


1N1V1__UUZZh- / 


tT/"vrrn-\ conipnc nr^tsccii lm Iotctp pn-nHTiptPTipp PSilp.ll 1TT1— 3CtlVfl.1*GQ C h ATI Tt P.l 
XxOmO odLJiCIlo LdoolUllll LcLl gC L/VJIUJUOLclllOC ^ai^iuiii avuvuLvu vuuimwij 

subfamily M, alpha member 1 (KCNMA1), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM_002239 


Homo sapiens potassium mwardly-rectitying channel, suDiamuy J, memoer o 
(KCNJ3), mRNA 


NM_000891 


Homo sapiens potassium inwardly-rectifying channel, suoiamny j, memoer _ 
(KCNJ2), mRNA 


NM_002241 


Homo sapiens potassium inwaraly-rectitying cnannei, suDidnmy j, ub__— 
(KCNJ10), mRNA . . . 


NM_002238 


Homo sapiens potassium voltage-gated channel, subiamuy ti <edg-reidi.eu;, 
member 1 (KCNH1), mRNA 


NM_002237 


Homo sapiens potassium voltage-gated channel, subtamily U, memoer i 
(KCNG1), mRNA 


NM_002236 


Homo sapiens potassium voltage-gated channel, subtamily f, memoer l 
(KCNF1), mRNA : — — — — 


NMJX>3636 


Homo sapiens potassium voltage-gated channel, shaKer-reiarea suDianmy, uc_ 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subtamily, oeta 
member 1 (KCNAB1), mRNA 


NM_002235 


Homo sapiens potassium voltage-gated channel, shaicer-relatea suDiamuy, 
member 6 (KCNA6), mRNA 


NM_002234 


Homo sapiens potassium voltage-gated channel, shaker-related suDiamuy, 
member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related suoiamny, 
member 4 (KCNA4), mRNA 


NM_002232 


Homo sapiens potassium voltage-gated channel, snaker-reiatea suoiamny, 
member 3 (KCNA3), mRNA — 


NM 002229 


Homo sapiens iun B proto-oncogene (JUNB), mRNA 


NM 003666 


. -11 • __ ^^u.f fo/-tr.T- 1 rRT ZF1^ mRNA 

Homo sapiens basic leucine zipper nuclear tactor l (J__ivi-i ) ^X5j_z.r i;, huxin^. 


NM 002227 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAK1), mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (ITSN1), mRNA 


NM 002224 


Homo sapiens inositol 1 ,4,5-triphosphate receptor, type 3 (ITPR3), mRNA 


NM 002223 
NM 002221 


Homo sapiens inositol 1,4,5-tnphosphate receptor, type I m__iN/_ 
Homo sapiens inositol 1,4,5-tnsphosphate 3-kmase _5 uir_v_)j, mr_LN/\ 


NM 002220 


Homo sapiens inositol 1,4,5-tnsphosphate 3-kmase A (lli^i^^Aj, mKJNA 

i * 4 _ * -. i /hthpa A i \ -rv\"l? IvT A 


NM 002219 
NM_002218 


Homo sapiens integral membrane protem 1 (1TM1 ), mKJNA 

Homo sapiens inter-alpha (globulin) mhibitor _14 (plasma j5_aiiiKrein-_eiis>mvc 

glycoprotein) (ITIH4), mRNA _ 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mKJNA 


NM 002215 


Homo sapiens inter-alpha (globulin) uihibitor, HI polypeptide mini;, mKJN/\ 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


NM 002212 


. i . a 1_ " J • __ /FT 1 / - , "D/1'D"D\ ml? "NT A 

Homo sapiens lntefijnn beta 4 binding protem (ITCjB413F), mKJNA 


MM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM_002211 


Homo sapiens integrin, beta 1 (fibronectm receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGB1), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CDS 1) (ITGAV), mRNA : 


NM_002209 


Homo sapiens integrin, alpha L (antigen CD1 1 A (plSO), iympnocyie iuncuon- 
associated antigen 1 ; alpha polypeptide) (11 GAL), mKJNA _ 


XTN/f 009 ? Of. 
JN1V1 UUZiUO 


Unmn o-jnipnc infpfrrin alpha 7 f 11 CtA7). mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2) ? mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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NM 002196 


Homo sapiens msulinoma-associated 1 (JJNbJVLi;, itikjna 


NM 002195 


Homo sapiens insulin-like 4 (placenta) (INSL4), mKJNA 


NM_001565 


Homo sapiens small inducible cytokine subfamily JB (,cys-A-cys>, memoer iu 
(SCYB10),mRNA 


NM_002192 


Homo sapiens inhibin, beta A (activin A, activin AB alpha polypeptide) 
ONHBA), mRNA 


NM 001564 


. ~ . i r- • i i_ -i Hi--. /TNT/""' 1 I \ mL)\TA 

Homo sapiens inhibitor of growth family, member 1-hke (LNCrlL), mRNA 


NM 003669 


Homo sapiens mactivation escape 1 (INE1), mKJNA 


NM_000884 


Homo sapiens IMP (mosine monophosphate) dehydrogenase 2 (lMrDtiZ), 
mRNA 


NM_000883 


Homo sapiens IMP (mosine monophosphate) dehydrogenase i (iMrvtiL), 
mRNA 


NM 001557 


Homo sapiens mterleukm 8 receptor, beta (LL8RB), mKJNA 


NM 000634 


_ _. i i - o x. _ 1 i /TT OT) A \ -»-v->"D "KT A 

Homo sapiens mterleukm 8 receptor, alpha (IL8RA), mRNA 


NM 002185 


• • i 1 • i /"IT ' J 1 ft \ 11 "V I A 

Homo sapiens mterleukm 7 receptor (IL7R), mRNA 


NM 000880 


Homo sapiens mterleukm 7 (IL7), mRJNA 


NM_002184 


Homo sapiens interleukin 6 signal transducer (gpl30, oncostatin M receptor) 
(TT,6STV mRNA 


NM 000565 


Homo sapiens mterleukin 6 receptor (IL6R), mRNA 


NM 000879 


Homo sapiens mterleukm 5 (colony-stimulating factor, eosinophil) (llo;, mKJNA 


NM 000589 


-r-r • ,-i -| - A /TT /I \ TftXT A 

Homo sapiens mterleukm 4 (IL4), mRNA 


NM 000588 


Homo sapiens mterleukm 3 (colony-stimulating tactor, multiple; niKJ.N/\ 


NM 000878 


Homo sapiens mterleukm 2 receptor, beta (IL2KJ5), mKJNA 


NM 003854 


Homo sapiens mterleukm 1 receptor-like 2 (ULlKLzj, mKJNA 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (IL1RAP), mRNA 


NM 000877 


_. _ i * « -a ■ i _^ „ T /TT 1 T> 1 "\ ___T) XT A 

Homo sapiens mterleukin 1 receptor, type I (IL1R1), mRNA 


NM 003853 


Homo sapiens mterleukm 18 receptor accessory protein (IL18RAP), mKJNA 


NM 003855 


Homo sapiens mterleukin 18 receptor 1 (IL18R1), mRNA 


NM 001562 


Homo sapiens mterleukm 18 (mterferon-gamma-mducing tactor) mKJNA 


NM_002190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 
S) (DL 17), mRNA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (EL15RA), mRNA 


NM 002188 


Homo sapiens mterleukm 13 (ELI 3), mRNA 


NM 001559 


Homo sapiens mterleukm 12 receptor, beta 2 (IL12RB2), mRNA 


NM_002187 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 
lymphocyte maturation factor 2, p40) (IL12B), mRNA 


NM_000882 


Homo sapiens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic 
lymphocyte maturation factor 1, p35) (IL12A), mRNA 


NM 000628 


Homo sapiens mterleukm 10 receptor, beta (DL10RB), mRNA 


NM 001558 


Homo sapiens mterleukm 10 receptor, alpha (IL10RA), mRNA 


NM_003639 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 

1 * /TT / r'r»T i r/^\ T»"VT A 

kinase gamma (IKBKG), mRNA 


NM_003640 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
kinase complex-associated protein (JLK±>KAr ), mtsJN a 


NM 001542 


Homo sapiens immunoglobulin superiamiiy, memoer s (loor jj, mKJNA 


NM 001555 


Homo sapiens immunoglobulin superiamiiy, memoer i (iLror i mKJNA 


NM 002180 


rlomo sapiens lmmunogiouuim mu omuing piuicixi ^ yiKjimvxjir z. j, hixvinz-v 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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NM 001550 I 
NM 002177 I 
NM 002176 I 
NM 000874 I 
NM 002170 I 
NM 002169 1 
NM 002175 1 
NM 002173 1 
NM 002172 1 
NM 002171 

JN1V1__UU 1 J47 


ca? i«n R interferon-related develoomental regulator 1 (IFRD1), mRJNA — 

f„™o sapiens interferon, omega 1 (TFNW1), mRNA 

foW^eniin-terferon, beta 1. fibrobla^IFNBI), mRNA 

Tor.no sapiens interferon (aloha, beta and omega) receptor 2 (TFNARZ), mRNA 

lomo sapiens interferon, alpha 8 (IFNAS), mRNA _ 

4«mn sapiens interferon, alpha 5 (li-MA3), mkWA 

^Tomo sapiens interferon, aloha 21 (iriNAzi;, iiuvin^ 

MpiMiR interferon, alpha 16 (lFNAlb), mkNA _ 

FTomo sapiens mterferon, alpha i4 iiriNAll.), mKJ>i/\. . 

Homo gar ,ie.ns interferon, alpha 10 (1FNA10), mRNA < - tftT4'> 

Homo sapiens interferon-induced protein with tetratncopeptiae repeats h ,1H14), 


NM_001548 


So™ sapiens interferon-induced protein with tetratricopeptide repeats 1 (1FIT1), 


NM_003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITM1), 1 
mRNA — ■ 


NM 000204 
NM_002168 


Homo sapiens I factor < c ^ ment ^^p^ Mitochondrial (IDH2), 

Homo sapiens isocitrate dehydrogenase 2 (NADr+), mitocnonaruii <u^*i h 

n™l«r pene encoding mitochondrial protein, mRNA 




Homo sapiens inhibitor of DNA binding 4, dominant negative neux-loop-helix j 


NM_002166 




NM_002165 


"Holio sapiens inhibitor of DNA binding 1, dominant negative nelix-loop-hehx 1 

protein (EDI), mRNA . _ , — — - — ^rrr 

Lmo sapiens hexabrachion (tenascin C, cytotactm) (HXB) mRNA 


NM 002160 
NM 000871 
MM 000869 
NM 000868 
NM 000867 
NM 000865 
NM 000864 
NM 000863 


Ho™ S apiens 5-hydroxytryptamine (serotonin) receptor 6 (H ^; m ^^ , 

Homo sapiens 5-hvdroxvtrvptamine (serotonin) receptor 3A (H K3A), mRNA ! 

u™o sapiens 5-hvdroxytryptamine (serotonin) receptor 2C H 1 K2C , ^ 
1 Homo sapiens 5-hydroxvtrvotamine (serotonin) receptor 2B (HTR2B), mRNA 

• Homo sapiens 5-hynroxvtrvotamine (serotonin, receptor E • 
" „ omo c , r ,>n C .-Wroxvtrvptamine (serotonin) receptor D (HTR D , mRNA 
" "5^^ 5-hydroxvtrvotamhie (serotonm) receptor B (H IK-IB), mRNA 


NM 000524 
NM 002159 
NM 002158 
NM 001541 
NM 002155 
NM 001539 
NM_000198 


" Homo sapiens 5-hvdroxytryptamine (serotonin) receptor la. <H1R1A), hiKHA 

— _ " r-, 1-. i i • T ' 1C pnTmnrpr factor (H1LFV mRNA 

Homo sapiens human 1-cell leukemia virus ennancer ianoi a . 

" H„™ sapiens heat shock 27kD protein 2 (HSPB2), mKNA 

- ^c^n^eat shock 70kD protein 6 (HSP70B 1 ) (HSPA6), mRNA . 

tt ca piP.n R heat shock protein, DNAJ-like 2 (HSJ2), tukjna 

- Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 

i somerase 2 (HSD3B2), mRNA — — 


NM_000862 

NM 000414 
NM 002153 
NM 000413 
NM 000196 
NM 002151 
NM 000860 
NM 002150 
NM 002143 
NM 002148 


" Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 

isomerase 1 (HSD3B1), mRNA __ — -— -— 

«™o aniens hvdroxvsteroid (17-beta) dehydrogenase 4 wM gd^s _ 

" Ho™ sapiens hydroxysteroid (17-beJa)dehydro^^ 

Homo sapiens hydroxysteroid (17-beta) dehydrogenase ^OISD m , a 
Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase z <gg D11B ^ " lRNA - 
Homo sapiens hepsin (transmembrane protease, serine l J^^f^^ „ - ■ 
Homo sapiens hydroxyprostaglandin dehydrogenase 15WU, 

Homo sapiens 4-hydroxyphenvlpvruvate dioxypenase jHim tuKHA _ 

Homo sapiens hippocalcin (HPCA), mRNA _ — . 

Homo sapiens homeo box DIP (HOXD10), mKJNA . — 
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NM 002147 


Homo sapiens homeo box B5 (HOXB5), mRNA 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA 


NM 002145 ! 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 00^144 


Homo sapiens homeo box Bl (HOXB1), mRNA 


NM 002142 


Homo sapiens homeo box A9 (HOXA9), mRNA 


NM 007141 


Homo sapiens homeo box A4 (HOXA4), mRNA 


NM 0005?? 


Homo sapiens homeo box A13 (HOXA13), mRNA 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


NM 0004*57 


Homo <?anien<; henatocvte nuclear factor 4 aloha (HNF4A\ mRNA 


NM_002135 


Homo sapiens nuclear receptor subfamily 4, group A, member 1 (NR4A1), 
mRNA 

llJULVl>.tY 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA 




"HVvmo canipnc Vii crVi-mr>Kili 1~v/ ormm rnoriVii ^trvne* chromosomal ^ nrotein isoforms I 
an H Y HTMOTV^ mRNA 

Clllvl x \x J_LVXV_J X X y 5 HUvii/x 


NM 0091^0 


iinmn Qanierm ^-hvdroxv-^-methvlfflutarvl-Coenzvme A svnthase 1 ( soluble^ 
(HMGCS1), mRNA 


1N1YI_UUZ 1ZO 


Unrrin wnipriQ TiicrVk-mnl^ilitv crroi in ( n on Til ^tonp cViTOTTiOSOTTial^ orotein 1 

XivJlilvJ o»lJIC'Jll& lliH,il "lllUUllivjr gl UULJ ^IIVJIaaaaOLVaIaV V/lllv/lllVi3Uiiiai^ j^fiv/i.vAii x 

/TTMG1 ■ mRNA 

JLLYJLVJ X y , 111XVJ- > /X 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


TsJA/T (.09 19^ 


XlOlllU od|_/ldlO 1 i^|_Jclll V lt-UIVt/11 lid XCXV.^ LV_I1 ^IIXjJ. _/ 5 UUvi^Xx 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 
fHT AT mRNA 

^X ll^i\JL 1 Lj 11XJLVX>XA. 


NM 009197 


"Homo ^aniens TTT A-G hi ^tocomnatibilitv antieen class I. G fHLA-GV mRNA 


NM_002123 


Homo sapiens major histocompatibility complex, class n, DQ beta 1 (HLA- 


NM 001 S^O 


Unmn ca-nipriQ Vivnnvia-inHnrihlp factor 1 altiha suhunit Phasic helix-loon -helix 
fran<3rrintion factor^ (TITF1 A i mRNA 

U CUlOvl 1JJL1V-F11 LCL\^\XfL J \^X. Ill IXV^j IXXXN-l. ^ X A. 


NM 001 528 

IN IV J. A/ W X ~/ Z< O 


Homo s aniens HGF activator CHGFAO mRNA 

HU11 tjU|Jl^lilJ 1XVJX OVU V ^AlVJi A IV' / ^ AAAAX-A ^A A 


NM 0001 87 


TTomo <sanien<; homopentisate 1 2-dioxverenase fhomoffentisate oxidase^ (HGD), ? 
mRNA 


NM 000410 


Homo sapiens hemochromatosis (HFE), mRNA 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 0091 1 0 


TTomo QflnipnQ Vipmonoiptip rpll lcina^e THGTC^ mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 




tlAmA coniono Via 7/4-t-/a-va mr»\A C~*r\f*V1 T\miP A A f>Yw/f : \rr%Crf > T\ a Cf*/^ -lrf*tr\n f % \f\ — I'oPTl'TVTTlf* 

XxDIIlO odpicno nVQi OXy <iCyi~V^UCIlZijf llic ucny uiugtiiaov/ -> y i v_^^v^ii^_> iiiw 

A tViir\l5iQf>/f»nrkX7l r\F*-r\ r 7\7mF> A Vivrlrata^p rtrifiinf'.tiO'nal nTOtPTn^ beta suhunit 
CHADHB'. mRNA 


NM 000189 


Homo ^anien«; Vivrlrowarvl-Coenzvme A dehvdroffenase/3-ketoacvl-Coenzvme 
A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit 
(HADHA) mRNA 


NM 003548 


Homo sapiens H4 histone, family 2 (H4F2), mRNA 


NM 003547 


Homo sapiens H4 histone family, member L (H4FL), mRNA 


NM 003544 


Homo sapiens H4 histone family, member I (H4FI), mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 1 
NM 002107 1 
NM 003528 1 
NM 003526 1 
NM 003525 ] 
NM UU3DZ4 
NM 003523 
NM 003522 
NM 003518 
NM 002106 
NM 003516 


lomo sapiens H3 histone family, member A (H3FA), mRNA _ 

lomo sapiens H3 histone, family 3A (H3V3A), mRNA . 

Somo sapiens H2B histone familv. member Q (H2BFQ), mRNA 

Homo sapiens H2B histone family, member L (H2B*L), mKJNA 

Homo sapiens H2B histone family, member K (H2B1-K), mKJNA 

rTnmn -inipns H?R histon* familv, member J (H2BFJ), mRNA 

Homo sapiens H2B histone family, member H (H2B1-H), mKJNA 

Homo sapiens H2B histone family, member G (H2B1-G), mKNA 

Homo sapiens H2B histone family, member A (H2BFA), mRNA 

Homo sapiens H2A histone tamily, memoer (ru/ir^, 1U1V ^ 

Homo sapiens H2A histone familv, member O (H2AFO), mRNA 


NM 003513 
NM 003512 
NM 003612 


Homo sapiens H2A histone family, member M (H2AbM), mKJNA 

Homo sapiens H2A histone family, member L (H2 AFL), mRNA 

Homo sapiens sema domain, immunoglobulin domain (ig), and gPI membrane 
anchor, (semaphoring 7A (SEMA7A), mRNA . 


NM_002104 

NM 002103 
NM 002102 


Homo sapiens granzyme K (serine protease, granzyme 3; tryptase II) (GZMK), 

mRNA 

Homo sapiens glycogen synthase 1 fmuscle) (GYS1), mKJNA . 

Homo sapiens glycophorin E (GYPE), mRNA . 


NM 000181 
NM 000858 
NM 001522 
NM_000180 

NM 000857 
NM 000856 


Homo sapiens glucuronidase, beta (GUSB"), mRNA . 

Homo sapiens guanylate kinase 1 (GUK1), mKJNA _ 

Homo sapiens guanylate cyclase 2F. retinal (GUCY2F), mRNA _ 

Homo sapiens guanylate cyclase 2D, membrane (retina-specitic) (GUCY2D), 

Homo sapiens guanylate cyclase 1, soluble, beta d iuu^i idoj, iiuvin^ 

Homo sapiens euanylate cyclase L soluble, alpha 3 (GUCY1 A3), mRNA 


NM 000855 
NM 000409 
NM_001517 


Homo sapiens guanylate cyclase 1, soluble, aipna z \kjkj^ ilm.j 9 huxj^-t* _ 

Womo sapiens ffuanvlate cyclase activator 1 A (retina) (GUCA1A), mRNA 

— . i , * , • _ rv „4-~~. tttt T > r vi-trr\f»r»tiHf : » 4- ( *>71cT) subunit) 

Homo sapiens general transcription factor litl, polypeptide ^ v^zku buuuuuj 

(GTF2H4), mRNA - — — 


NM_002096 


Homo sapiens general transcription factor HF, polypeptide 1 (/4KU subunit, 
(GTF2F1), mRNA 


NM_002095 


Homo sapiens general transcription factor IIE, polypeptide 2 (beta subunit, 
34kD) (GTF2E2), mRNA 


NM_001513 

NM 000853 
NM 000851 
NM 000850 
NM 000849 
NM 000848 
NM 001512 
NM 000846 
NM 000178 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 

(GSTZ1), mRNA 

Homo sapiens glutathione S-transferase theta 1 (GSTT1), mRNA 

Homo sapiens glutathione S-transferase M5 (GSTM5), mRNA 

tt-^v,- r.o^;^no rrii it^tiiioTiF» <x -transferase M4 (GSTM4), mRNA 

xiomo sapiens giuiainiuiic on diioi-v^xao^ j.yx-t y^*-* /, — _ 

Homo sapiens glutathione S-transferase M3 fbram) (GSTM3), mRNA 

Homo sapiens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 

Homo sapiens glutathione S-transferase A4 (GSTA4), mRNA 

Homo sapiens glutathione S-transferase A2 (GSTA2), mRNA 

Homo sapiens glutathione synthetase (GSS), mRNA _ — 


NM 002094 
NM 000177 
NM 002093 
NM 002092 
NM 002091 
NM 002090 
NM 002089 
NM 001511 


Homo sapiens Gl to S phase transition 1 (GSPT1), mRNA 

Homo sapiens gelsolin (amyloidosis. Finnish type) (GSN), mRNA — 

Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 

Homo sapiens G-rich RNA sequence binding factor 1 (GRSfrl), mKJNA — 

JHomo sapiens gastrin-releasing peptide (GRP), mRNA 

Homo sapiens GR03 oncogene (GR03), mRNA 

Homo sapiens GR02 oncogene (GR02), mRNA — 

Homo sapiens GROl oncogene (melanoma erowth stimulating acnvity, alpha) 
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(GROl), mRNA 


NM .002087 


Homo sapiens granulin (GRN), mRNA 


MM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


NM 000844 


Homo sapiens glutamate receptor, metabotropic 7 (GRM7), mRNA 


NM 000841 


Homo sapiens glutamate receptor, metabotropic 4 (GRM4), mRNA 


NM 000840 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NM_000176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRHC3), mRNA 


NM 000830 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRJK1), mRNA 


NM 002086 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


NM 002085 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 
mRNA 


NM 002083 ! 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 0020S2 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM 001506 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


NM 001505 

X^CXVX \J\J i. Ju J 


Homo saniens G nrotein-counled recentor 30 (GPR30V mRNA 


NM 001503 

JL > J.YX \J\J L ~s \J ~J 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLD1), 
mRNA 


NM 000408 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), * 
mRNA 


NM_001448 


Homo sapiens glypican 4 (GPC4), mRNA 


NM OO^ORl 


Homo ^aniens fflvnican 1 (TrPCl^ mRNA 


NM 000174 


Homo sapiens glycoprotein IX (platelet) (GP9), mRNA 


NM 000173 


Homo ^aniens elvconrotein lb (nlatelefi aloha nolvoeotide (GP1BA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1 , soluble (aspartate 
aminotransferase 1) (GOT1), mRNA 


NM_002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease HBD) 
(GNS), mRNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


NM 0008^5 


Homo ^aniens ponadotronin -releasing hormone 1 fleutinizins-releasinR 
hormone) (GNRH1), mRNA 


NM 002075 


Homo ^aniens euanine nucleotide bindint? nrotein (G nrotein). beta polvpeptide 3 
(GNB3), mRNA 


NM 002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z i 
polypeptide (GNAZ), mRNA 


NM 000172 


Homo ^aniens Ptianine nucleotide binding nrotein (G nrotein\ aloha transducing 
activity polypeptide 1 (GNAT1), mRNA 


NM 00'?07 r > 

x>xvx V/ / 


Waiyia ^ar»if*n<5 cnianiTlP nuclpotidf* binHirnr nrotpin (G nrotein 1 Q nolvoeotide 

(GNAQ), mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NMJ)02068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA1 5), mRNA 
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NM_0U2Uo / 


TJCnmrx cqtomic ffimniTif miplpAtirlp hindine nrotein (G protein), alpha 1 1 (Gq 
r»1acc\ rfYTNTA 1 1 ^ mRNA 


JNM UUJo/!> 


Tj nrnA cn-nipiiQ mianine mnnnhosnhate synthetase (GMPS), mRNA 


JNM UUzUoo 


TJrvmn cnnipnQ OPT anchored molecule like protein (GML), mRNA 


JNJVI UU 1 DUU 


Uawa conipnc fTDP-marmose 4 6-dehvdratase (GMDS), mRNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamme synthase) (GLUL), mKJNA 


JNJVL UUZU04 


ii AmA cnnipnQ alutaredoxin fthioltransf erase) fGLRX), mRNA 


NM 0U0oz4 


Urttr»r\ oonipnc crN/pini* rf*PPTYfAt* hftta ( (tT .KnV mRNA. 


xtti yf AAOA/d 

JNM UUZUoi 


u^/n cQ-nipnc oTvrinp reeentor alr>ha 2 fGLRA2), mRNA 


NM 002062 


Homo sapiens glucagon-like peptide 1 receptor (GLP1R), mRNA 


NM__000170 


rr rtWrt oor-i^r^c rrii7^-ir>^ r)pV>v^mapnfl<;e fdecarhoxvlatinc elycine decarboxylase, 
j^omo sapiens glycine uenyuiogciuioc/ ^uvuai uvaj t> j ^^^^ 7 

rr1irn-l«ia nloOTrn rr/i CXrCT/»m TVrATPin Pi 1 ItF .Til! 1 TTlK^NA. 


XTA K AAA 1 <C A 


UomA conipnc (rial ar»tAQirla a 1 "nil a CCtTjAi TTlRNA 


■v nv r f\r\r\ 1 zn 


Jtiomo sapiens glycerol Kinase ^vjjv^, iiuxj.^r^ _ . 


XTA if (\(~\f\ "\ H £L 

NM_0001oo 


Unrvm conipnc cran iimfHnn r»rotein beta 1 32kD (connexin 32, Chare ot-Marie- 
rloiTio sapiens gap juiiwiioii piuicui, uuio x, ^wvxxixwyv^.** ~- ? 

Tnr*fh ti pi irnnn th v X-1 inlced^ ( G TB 1 ^ mRNA 


[NM UUZUOU 


xj™^ ca^pnc (yam iiwifitinn nrotein. alnha 4. 37kD fconnexin 37) (GJA4), mRNA 


XTNyf AAA 1 A/1 

JNM UUU 1 O^f 


Lr nrnA canipnc: cra^tric inhihitorv nolvDeptide receptor (GiPK), mRNA 


JNM \J\J\joZd 


Tj^mr^ conipnc m-nu/tVi ViArmAnp rplpasinff hormone receotor fGHRHR), mRNA 


XTA^" AAA1 £/l 

JNM UUuloJ 


TJrvmi-k conipnc ornwtV> ViArmATie receotor fGHR). mRNA 


XT7V /f AAA OO 1 

NM OOOozl 


Uatvia cotm'phc crcimma-crlntaTnvl carboxylase fGGCX), mRNA 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


NM 002055 


Hoino sapiens gnai noniiary auiuio piuidii v v - ,A ■ rvx /? iiixv - L 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


tlomo sapiens glial ceil oenveu neuroiropiu^ iduiui ^vjj^x^a /, 


NM 001493 


J^OmO Sapiens KJUr tllSSOClallOIl lllliluii\Ji i v k VJA -'- LJ -y? a ^2zl_=_z — 


NM_001491 


it „ _ po^p-n rrinr>/-\c^minA7l rKT-flrptvl^ transferase 2 I-branching enzyme 
Jtiomo sapiens giiicosd.m.iiiyi «.vcLyi^ uaiioiwaow x uiuiiwiiah^ ^ 

(kJCiN 1 zj, irLtviN/\ _ — 


XT\>f AA1 /lOA 

JN M_U u i h yu 


u ATTm oo^ipric <y1iirA«?aminvl rN-acetvl^ transferase 1, core 2 (beta-l,6-N- 

or>^fr^CTliirAQarniriv1traTis;ferase^ TGCNTl). mRNA 


"kttv/t AAA1AA 
JNM UUUlOU 


Unmrv caniprtc crlnPP OATl TPCftTJ tor TGC^GR mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


NM 001483 


T_T^*-^irx oni-iionc rrl-i/^VkloctrvTYiQ o mi"\l i "fi R cpAHPTlCP. TCrRAS i mRNA. 


NM 002048 


l^iomo sapiens growtn arresi-spcuixio i l j, uu>ai.n. 


JNM 001481 


TT^-vja nrmionc' rrr/^iirfl-i aTT'P»ct-Cr\< : *f k 1'flC 1 1 lirASl 1 1. TTlRNA. 


TV TTV K AAAOIA 

NM_000bl9 


U/\mr» conipnc -r*Vir\c , r»v»r\riV\rkQ\7'l alvrin amide fotrnvl transferase, 
xiomo sapienb pnoopiioiiuooyigijrt/iiic*iiiJ.vA^ iuiinjriuaiiuiviu.tiv, 

r\Vi ncrVh rkt-iVi a cvl a1 w i n ami de vn thetase ohosohoribosylaminoimidazole 
c\rntT»etflQf* rrrA"RT^ m*RNA 


JNM uvjziho 


Uomn Qaniens crrnwth associated nrotein 43 CGAP43), mRNA 


JNM UUioi4 


TT/-\TYir\ c«r%if=»nc cralanin rppf*TitAr ^ TGALR3 1. mRNA. 


TvTN/f AAA1 </l 

JNM 


TJ/vmrk ccini^nc cralar.tAVinaCP. 1 ffrAT,K 1 V mRNA 


XTTV A A A 1 A HH 

JNM UUi.4// 


TT Arnr . oo-n-i^-nQ Cr anticren 7R TGAGE7B\ mRNA 


JNM UUI4/0 


"PVvmA Qanien«? Cr anticrpn ^GAGE6^ mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGE5), mRNA 


-v nv jf r\r\ i /i '-J /i 

NM 001474 


xiomo sapiens vj antigen h ^urjUHH;, imu^n. 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGED, mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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IITXvIn/a. 


JNJVL_UUzU4Z 


u n mn nn n ip n c anmrri/i-aTTiinnhi itvri p. acid. (GABAi receptor, rho 1 (GAJ3RR1), 
mT^MA 

iiirvj-N^v 


Tsj\/f no C\AC\ 9 


TTomo cnnipnc; ohieose-6-nhosnhate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


INIVI 


TTomo ^aniens thvroid autoantieen 70kD (Ku antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


lNiYl UUZUjO 


u Am n cpnipn? Fhiffv blood ffroun fFYi. mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


XTTVvf Ann i 
INiVL__UUU 1 jU 


u nTnn cortipnc fiirriQvl transferase 6 f aloha (\ 3) fucosvltransterase) (FU 1 6), 
mRNA 


JNM_UUZU:>4 


u ATV i n conipnc fiirTiCA/lrranQferase 5 faTnha (\ 3^ fucosvltransterase) (FU 1 5). 

ilOIUO Sd.pi Clio ILiOOojr 1L1 dllcsXCl doC j ydi^jiLtx yiy-Jj luvuijj iu uiidivi uuwy v -' ~ r y5 

m p\JA 
mivLN/\ 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 

cT^Apifir^ rPT!T4^ rtVRTsTA 


in ivi_u wi^y 


TTrvmn QanipriQ fiienqvltransferase 3 fealactoside 3( r 4VL-fucosvltransferase, Lewis 
hlood m-oun included^ (FUT3^ mRNA 


tsja/T OOOS1 1 

XN1VJ. vUUJ 1 1 


Homo <?aniens fucosvltransferase 2 fsecretor status included) (FUT2), mRNA 


vnv/r 000148 


Romo ^anienc; fiicosvl transferase 1 ( ealactoside 2-alpha-L-fiicosyl transferase, 
Rombav nhenotvne included") (PUT1), mRNA 


"KTM" 000147 

XNXYX vvV l*-r / 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


MM 002032 


Homo ^aniens ferritin heaw oolvDentide 1 fFTHl), mRNA 


INIVI UUUltJ 


TTomo <;anien«; follicle stimulating hormone receptor (FSHR), mRNA 




Womo ?:anien<; follicle «;timulatine hormone, beta DolvDeptide (PSHB), mRNA 


IN IVA V/ \J 1 tUJ 


Homo saniens fri^zled-related orotein fFRZi3\ mRNA 


"KTM 000144 


"Homo <sanien<? Friedreich ataxia fFRDAV mRNA 


IN xvl vWl tUZ. 


Komo <;ar)ien«; formvl nentide receotor-like 1 fFPRLl\ mRNA 




Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


TsTM 003S38 

1N1VX UVJ O J o 


Homo saniens fucose-l-Dhosnhate euanvlvltransf erase (FPGT), mRNA 


"NTM 002027 

1NJ.VX \J\J£*\J4* I 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


MM 00202*5 

IN 1VX Uv^/V/Z- J 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


MM 001461 

X N XYX \J\J 1 -fVJ 1 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo ^aniens flavin containing monooxveenase 2 (FM02), mRNA 


TsTM 002021 


TTomo ^aniens flavin containing monooxveenase 1 fFMOl), mRNA 


MM 002020 

1 N ±VX \J\J 


TTomo ^aniens frns-related tvrosine kinase 4 (FLT4), rnRNA 


MM 001 4SQ 

XNXYX V/VJX*T«/.7 


Homo sapiens frns-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


MM 002019 


Homo sapiens frns-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


MM 001 4^ 

X^IXYL \J\J L^wJmJ 


Homo sapiens forkhead box 03 A (FOX03 A), mRNA 


NM 001453 

X^IXVA V/V7 i- _/ 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


TsJM 001 4S0 

1NIVA uul'rjv/ 


TTomo saniens four and a half L1M domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA 


MM 009019 


T-Tr\mr* canipnQ fracrilp liictiHine triad f*ene rFHTT^ TnRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity H, receptor for (CD23A) 
(FCER2), mRNA 


NM_002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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NM 003837 ] 
NM 001998 1 
NM 003923 
NM 003950 
NM 003975 
NM 001440 
NM 001988 
NM 001985 
NM_000126 

NM 001438 


Homo sapiens fructose- 1,6-bisphosphatase 2 (FBP2), mRNA 

Homo sapiens fibulin 2 (FBLN2"), mRNA 

Homo sapiens forkhead box HI fFOXHl), mRNA 

Homo sapiens coagulation factor H (thrombin) receptor-luce 3 (F2RL3), mRNA 

Homo sapiens SH2 domain protein 2A (SH2D2A), mRNA . 

tiomo sapiens exostoses ^muiupioj-iijvc' ~> y^-* . — 

Homo sapiens envoplakin (EVPL), mRNA _ 

Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 

Homo sapiens electron-transfer-flavoprotein, alpha polypeptide ^giutaric aciduria 

II) (ETFA) nuclear gene encoding mitochondrial protein, mtux/v 

Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 

Homo sapiens excision repair cross-complementing rodent repair deiicienoy, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


NM_001983 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 1 (includes overlapping antisense sequence) (ERCC1), 

mR>JA 


NM 000502 
NM_001981 

NM 000799 
NM 001980 


Homo sapiens eosinophil peroxidase (EFX), mRNA _ — — — — 

Homo sapiens epidermal growth factor receptor pathway substrate o (EPM5), 

mRNA 

Homo sapiens erythropoietin (EPO), mRNA _ 

Homo sapiens epimorphin (EPIM), mRNA . __ 


NM 001431 
NM 001430 
NM 001977 
NM_001974 

NM 001425 
NM 001424 


Homo sapiens erythrocyte membrane protein band 4.1-hke I (fcri54iL2), mRNA 
Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA 
Homo sapiens glutamyl aminopeptidase (ammopeptidase A) (ENPEP), mKJN A 
Homo sapiens egf-like module containing, mucin-hke, hormone receptor-like 

sequence 1 (EMR1), mRNA — 

Homo sapiens epithelial membrane protein 3 CEMP3), mRNA 

Homo sapiens epithelial membrane protein I (fcivirz), mi^N/\ 


NM 001423 
NM 001421 
NM_001419 

NM 001972 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 
Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 
Homo sapiens ELAV (embryonic lethal, abnormal vision, i^rosopnna;-iiKc j. yrxu 
antigen R) (ELAVL1), mRNA 

Homo sapiens elastase 2, neutrophil (ELA2), mRNA 


NM 001970 
NM_00141S 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5A), mKJN A 
Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (E1F4G2), 
mRNA — 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein i 
(EIF4EBP3), mRNA 


NM 001968 
NM_001416 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 
Homo sapiens eukaryotic translation initiation tactor 4 A, isotorm l <^ir^/\i;, 
mRNA . — : ^-r^r; ^7 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subumt / (zeta, 00/ 0 ikxj) 
(EIF3S7), mRNA 


NM_001568 


Homo sapiens eukaryotic translation initiation tactor 3, summit o 145kuj 

^XZ>JJ7 JiJOJ) 1HXSJ.N.TV — — TV\ 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subumt 5 (epsiion, 4/KUj 
(EIF3S5), mRNA — — 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subumt 2 (beta, 3t>KL)j 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EEF3S10), mRNA 


NM_001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 

/"RTF? mRNA 


NlVL_UUoi7Uo 


Wnmn <ianipn<? eiikarvotic translation initiation factor 2, subunit 2 (beta, 38kD ) 


ntm on i 

iNIVI_UU 1 


Homo saniens enovl-Coenzyme A, hydratase/3 -hydroxy acyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


Tsjivr ooiQfiS 

.N1YL \J\J I y\f-J 


Homo saoiens early prowth response 4 (EGR4) T mRNA 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


XTTV/f OH 1 AO (\ 
INlVl UUInvO 


Homo saniens eohrin-B3 fEFNB3\ mRNA 


nm no i Q£? 


Homo saniens enhrin-A^ (EFNA5), mRNA 


MM 00140S 


Homo saniens eohrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


IN 1VI__UU 1 y D o 


Hnmo saniens eukarvotic translation elongation factor 1 alpha 2 (EEF1 A2), 
mRNA 


NM 0019S6 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 


Homo sapiens endothelin 1 (EDN1), mRNA 


XTTV/T 00'3'7*7< 


WrkT«^ canipnQ p-ti H othpl i al di fferentiation G-nrotein-coupled rec eptor 6 (EDG6 ) , 
nVRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


IN1V1 \}\JLJy/ 


Wrkmn Q5ir»if»n«: enriothelin convertine: enzvme 1 (ECE1), mRNA 


IN iVl_U UjZW 


HniTin saniens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


TOM 001 QAR 
INlVl UUiy^+o 


Hnmn ^aniens dTJTP nvronhosnhatase (DUT), mRNA 


IN1V1__UU 1 y*t J 


HrkTnn cani pn<5 dinhtheria toxin receotor fheDarin-bindine epidermal growth 
fartor-like prowth factor) (T)TRV mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


TsjAyr omens 

1N1VL UUliOO 


Homo saniens down-reeulator of transcription 1, TBP-binding (negative cofactor 
2) (DR1), mRNA 


MM 001 1R7 
INlVl UU 1 jO / 


Hnmn saniens dihvdronvrimidinase-like 3 (DPYSL3), mRNA 


mm nm^R^ 

IN1VI UU1 j6j 


Hnmn ^aniens dihvdronvrimidinase (DPYS), mRNA 


XTN/T HA 1 qi ^ 

iNivi_uuiyjj 


TTrsmn cnr»iens dinentidvlnentidase IV TCD26, adenosine deaminase complexing 
nrotein ?S (DPP4V mRNA 


NM 003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 00137*5 


Homo sapiens deoxyribonuclease II, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


NM 001033 

1N1V1 iy DD 


Homo saniens dihvdrolinoamide S-succinvltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type HI (DI03), mRNA 


INlVl UUIjOU 


Homo saniens 7 -dehvdro cholesterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type 111) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM 000789 1 
1 

NM 001920 ] 


3omo sapiens dipeptidyl carboxypeptidase 1 (angiotensin 1 convening eu*j j 

r ACE), mRNA _ ■ 

Homo sapiens decorin (DCN), mRNA „ 


NM 000788 : 
NM_001919 


Z , « 1 * -i • n~\/~~*T/ r \ -»-*-i~D "XT A 

Homo sapiens deoxycytidine kinase (L>Uv>, mKNA 

Homo sapiens dodecenoyl-Coenzyme A delta isomerase {.5,1 trans-enoyl- 
Coenzvme A isomerase) (DCI), mRNA _ — 


NM_001918 


Homo sapiens dihydrolipoamide branched chain transacylase (£2 component of 
branched chain keto acid dehydrogenase complex, maple syrup unne aibed&oj 
(DBT), mRNA . — — — — 


NM_001352 

"MM 00.1 

NM 001350 


Homo sapiens D site of albumin promoter (albumin D-boxj Dmaing protein 

(DBP), mRNA 

Homo sapiens deleted in azoospermia-hke (DAZL), mRNA 

Homo sapiens death-associated protein 6 (DAXX), mRNA 


NM 001344 
NM 003472 
NM_000776 


Homo sapiens defender against cell death 1 (DAD1 ), mKNA _ 

Homo sapiens DEK oncogene fDNA binding) (DEK), mRNA _ 

Homo sapiens cytochrome P450, subfamily IHA (niphedipine oxidase;, 
polypeptide 3 (CYP3A3), mRNA 


NM 001916 
NM_001914 

NM 003928 
NM 003611 
NM 003467 
NM 001338 
NM 003478 


Homo sapiens cytochrome c-1 (CYC1), mRNA . 

Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondnal 

protein, mRNA — 

Homo sapiens CAAX box 1 CCXX1), mRNA _ 

Homo sapiens chromosome X open readme frame 5 (CXOKF5), mRNA 

Homo sapiens chemokine (C-X-C motif), receptor 4 (tusm) (CXCR4), mRNA 

Homo sapiens coxsackie virus and adenovirus receptor (CXADK), mKNA 

Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 
NM 001336 
NM 001335 
NM 001912 
NM 001333 
NM 000396 
NM 001911 
NM 001910 
NM 001909 
NM 001814 


Homo sapiens cullin 2 (CUL2), mRNA _ 

Homo sapiens cathepsin Z (CTSZ), mRNA _ 

Homo sapiens cathepsin W (lymphooam) (CTSW), mRNA 

Homo sapiens cathepsin L (CTSL), mRNA . 

Homo sapiens cathepsin L2 (CTSL2), mRNA 

Homo sapiens cathepsin K (pyenodysostosis) (CTSK), mRNA _ 

Homo sapiens cathepsin G (CTSG), mRNA _ 

Homo sapiens cathepsin E (CTSE), mRNA — _ . 

Homo sapiens cathepsin D (lysosomal aspartyl protease) (L,Li>u), mRNA 

Homo sapiens cathepsin C (CTSC), mRNA 

Homo sapiens cathepsin B (C JL SB), mKNA . 


NM 001908 
NM 001907 
NM 001906 
NM 001905 
NM_001904 


Homo sapiens chymotrypsin-like (CTRL), mRNA . _ 

Homo sapiens rfoymntrvpsmogenBl ((-1KJ31), mKiNA _ 

Homo sapiens CTP synthase (CTPS), mRNA _ 

Homo sapiens catenin (cadherin-associated protem), beta l <8bkuj ^lNNBl), 
jyjJ^2s[A . . . 


NM_003798 


Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNAL1), 
mRNA 


NM_001903 

NM 001902 
xnv/f nn 1 on i 

NM 001330 
NM 000100 
NM 003650 
NM 001323 
NM 001900 


Homo sapiens catenin (cadherin-associated protem), alpha 1 (102kD) 

(CTNNA1), mRNA ■ 

Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 

FTnmn aniens ronnertive tiss"^ pTowth factor (CTGF), mRNA 

Homo sapiens cardiotrophin 1 (CTF1), mRNA _ 

Homo sapiens cystatin B fstefm B) (CSTB) ? mRNA _ 

Homo sapiens cystatin F (lenVocvstatin) (CST7), mRNA _ 

Homo sapiens cystatin E/M fCST6), mRNA . — 

Homo sapiens cystatin D (CST5), mRNA _ 
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NM 001899 


Homo sapiens cy statin S (CST4), mRNA 


NM.000099 


Homo sapiens cystatm C (amyloid angiopathy and cerebral Hemorrhage; 
mRNA 


NM 001322 


Homo sapiens cystatm SA (CST2), mKJNA 


NM 001898 


Homo sapiens cystatm SN (CST1), mRNA 


NM 001321 


Homo sapiens cysteine and glycme-nch protein I (CbKJV), mKJNA 


NM 001 S96 


Homo sapiens casein kinase 2, alpha prime polypeptide (UbJNRzAZ), mKJNA 


NM 001895 


Homo sapiens casern kinase 2, alpha 1 polypeptide (CSNK2A1), mKJN A 


NM_001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


NM 001893 


. ... 11 1 i //^rfXTT^ 1 T*\\ T"| "KT A 

Homo sapiens casein kinase I, delta (CSNKID), mRNA 


NM 001892 


t - 1111 /OOXTV 1 A 1 *\ .nnDVT A 

Homo sapiens casein kinase 1, alpha 1 (CSNK1A1), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


NM 001890 


Homo sapiens casein, alpha (CSN1), mRNA 


NM_000760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CS£3R) 5 
mRNA 


NM 000759 


Homo sapiens colony stimulating factor 3 (granulocyte) (CbJbi), mKJN A 


NM_000758 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 


Homo sapiens colony stimulating factor 1 (macrophage) (CM* 1), mKJN A 


NM 003651 


Homo sapiens cold shock domain protein A (CbDA), mKJNA 


NM 001315 


Homo sapiens mitogen-activated protein kinase 14 (MArK14), mKJNA 


NM 001884 


Homo sapiens cartilage linking protein 1 (CR1L1), mKJNA 


NM 001313 


Homo sapiens collapsin response mediator protein 1 ^kjvltI), tiikjna 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


NM 001311 


_ _ - . i , -t /" j j' „1\ f t 'T) Till \ »v»D\T A 

. Homo sapiens cysteme-nch protein 1 (intestinal) (CRIP1), mRNA 


NM 000756 


Homo sapiens corticotropin releasmg hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


NM 003851 


Homo sapiens cellular repressor of ElA-stimulated genes (CREG), mRNA 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


NM_003805 


Homo sapiens CASP2 and RJPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


NM_001877 


Homo sapiens complement component (3d/Epstem Barr virus) receptor 2 (CR2), 
mRNA 


NM_000098 


Homo sapiens carnitine palmitoyltransferase H (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_001876 


Homo sapiens carnitine palmitoyltransferase I ? liver (CPT1A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (Crbl), nuclear 
gene encoding mitochondnal protein, mRNA 


NM_000097 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 

/ /~^T\/~\\ rj\T A 

(CPO), mRNA 


NM 001871 


Homo sapiens carboxypeptidase B 1 (tissue) (CrBl), mKJNA 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast cell) (tr A3), mKJMA 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRJNA 


NM 001868 


Homo sapiens carooxypeptiaase Ai (^pancreatic; ^rAij, miviN/\ 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA * 
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NM 001839 
NM 001299 


Homo sapiens calponin 3, acidic (CNN3), mRNA 1 

Homo sapiens calponm 1, basic, smootn muscie ^inini;, iijxvln^ 


NM 001297 


Homo sapiens cyclic nucleotide gated cnannei Deia i v^nvjjji^, hu.vj.^.tv i 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA I 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), mRNA J 


NM_003570 


Homo sapiens cytidine monophosphate-N-acetylneuramimc acid nyaroxyiase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


NM 001836 


Homo sapiens chymase 1, mast cell (CMA1), mRNA 


NM_001831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotem J) 
(CLU), mRNA — 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 
(CLPTM1), mRNA 


NM_003476 


Homo sapiens cysteine and glycme-nch protein 5 (cardiac liivi proiem; 
(CSRP3), mRNA J 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, 1A (CLNS1A), mRNA 


NM_003277 


Homo sapiens claudm 5 (transmembrane protein deleted m veiocaraioiaciai 
syndrome) (CLDN5), mRNA 


NM 001306 


Homo sapiens claudm 3 (CLDN3), mKJNA 


NM 001829 


Homo sapiens chloride channel 3 (CLCN3), mKJNA 


NM_001284 


Homo sapiens adaptor-related protein complex sigma i suounn ys^jrmij, 
mRNA ■ — 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (CKb 1), mKJNA j 


NM 001824 


Homo sapiens creatine kinase, muscle (CKM), mKJNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA — j 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKAT 1 ), mKJNA 1 


NM_003613 


Homo sapiens cartilage intermediate layer protein, nucleotide j 
pyrophosphohydrolase (CILP), mRNA __J 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NM_003654 


Homo sapiens carbohydrate (chondroitm 6/keratan) sullotranslerase i ii), 
mRNA 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (UtiKJNts^j, 

rtVRNA 


NM_000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 5 (UHKNtJ 5), 
mRNA 


NM_000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal; j 
(CHRNB2), mRNA 


NM_000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide / (i_-£I_kjna/;, 
mRNA — 


NM_000745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (LJtIKJNAd;, j 
mRNA 


NM_000744 


Homo sapiens cholinergic receptor, nicotinic, alpna poiypeptiae 4 ^hjunah;, 
mRNA 


NM_000743 


Homo sapiens cholinergic receptor, nicotinic, alpna poiypeptiae j ^ni<LiN/\:>;, 
mRNA 


JN1V1__UUU /4Z 


Wrtt-nrv cflnipn<s oholiriermc recentor nicotinic, alpha polypeptide 2 (neuronal) 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


X TTi K A A 1 OT 1 

NM 001821 


it„_,„ r.Vir>rniHpr<=>min-liVe fRah escort Drotein 2) (CHML), mRNA 
nomo sapiens cnuruiucrcnu** v, ivciu wwn j/iuwm ^ / \ ^ ^ 


NM 001819 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


XTK iC r\/~\ 1 A f C\ 

NM 001269 


Homo sapiens criromosome conuenaatiun 1 v^**^ 1 /* nn.vi ^ x 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


NM_001817 


Homo sapiens carcinoemDryonic antigen-reicitcu ocu auucaiuu niuiv^ui^ -* 

// it" 1 A A TVyf »mD\TA 

(CbACAM4J, mKJNA 


NM__0018l6 


Homo sapiens carcinoemuryonic aniigcii-iciatcu vvdi auiiuoiun uiwi^vuiv ^ 
(CEACAM8), mRNA 


NM_001815 


Homo sapiens caicmoemDryomc anngen-reiaicu ucn au.iiodj.un niuiwuuiu ~> 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


NM 001813 


Homo sapiens centromere protein ^izkjl^j v^ J - /iN - r aiu\_lx^ 


"XTA JT AA1 O A O 

NM_001808 


tj rt «, rt pctpr li-nac^-lili"** ^Kil p Qalt- stimulated lir>ase-like^ fCELL K 
jtiomo sapiens carouxyi esicr updoc-iiivc/ v^uut/ oan olij.iauio-i.wva npuo^ iiivv / /> 

^__T) XT A 

mKNA 


\TK JT AA 1 OA^7 

NM 001807 


j-iomo sapiens carooxyi ester lipase ^uiic sxiii-^Liuiuiatcu nya-a^j \^j-,x^j, xmvi^v 


"XTTW K AA1 OAC 

NM__00l805 


Tj rt ^ rt (~**C^ A A T/pnlianppr Kin rl in a nrntein rf^ART^P^ ensilon fCEBPE). 

liomo sapiens v^\_//v/\.i/ennancer Duiumg piuiciii \y~^t j-^x_>x ^, ^pouuii v^- 1 -^^ 
mRNA 


-v. ta k a ai i/rr 

NM 001265 


Tjrtwr, (inwionc noii ol h/n^ v» atti^a Kay \x^kx\ spti nt i on "factor 2. rCD5C2^. tttRNA 
JtloiTio sapiens cauuai type nonicu u?vja ticiiiov^ii|-iLi\jii j.auiui ^Ay/v-y, u«.^.n ». 


"X TTV Jf AA 1 OA/1 

NM 001804 


Ui-vi-»-**-v o*i-i-*-i<a"»-»e /^onrlol -HrnP» linmPA Kay tmnQPTintlOn factor 1 rCDX^l^. TTlR-NA. 

jtiomo sapiens cauuai type nonictj uua udnov/ii^jLivjii ia^wi 1 v v ' , - / -' va /' 


X TA If AA 1 OA! 

NM 001&03 


c 0n ; An c rriw^? Qnticr^n /TAMPA TfT-1 antieen^ fCDW52\ mRNA 

XlOmO Sapiens v/L/W JZ dllLlgCIl V, v_^/AJLViX r\. ill i anii^vn; V v - / - L> ' ~"~J) 


NM 001254 


riomo sapiens ounict>vicL>iiiiJi>iii v v - / - L ^° i> )•> Al - Llvi N jr ^- 


NM_00126J 


rr rtW ^ noniArc f'TiP rl i c» crK/r prrA Qvnthasp fnhosnnatidate cvtidvlvltransferase^ 

MOIllO Sapiens \^J^Jr~CliacyigiyL'CrL;i t>yiiLiiciaC' ^pii^o^/ii<iti\aciL^ a *- a uiiuxv/A kj-^^j 

1 (CDS 1), mRNA 


X TTi K A A 1 O A 1 

NM 001801 


Homo sapiens cysteine ui oxygenase, type i ^^•l^^ 1 /? 


X TTV 4" AA 1 T/'A 

NM 00176y 


rlomo sapiens ll/7 antigen ^p^.Hj j, uusx^f^ 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


X TX If A A O O /I 

NM 003874 


Homo sapiens CjJo4 anngen ^leuKocyte antigciij \\-,±jo*+j, nirvj.^/-v 


X TX Jf A A "1 T O 1 

NM__001781 


riomo sapiens LUoy anngen vpou, eany i-tcn dOLivctuuii oiiu^ix^ yy^x^v^j, 
mRNA 


XTTV Jf AA1 TOA 

NM 001780 


rlomo sapiens k^uod antigen ^meianoma i anugcii^ 


NM_001779 


Homo sapiens CD58 antigen, (lymphocyte function-associated antigen 3) 
(CD58), mKJNA 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


NM_001777 


Homo sapiens CD47 antigen (^Kn-reiatea anngen, lntegrm-assooiaLcu Mguai 
transducer) (CD47), mRNA 


NM_000733 


Homo sapiens v_^JJJxi antigen, epsnon poiypeptiuc ^uij tuinpicA; 
mKJNA 


X TTV vT AAATO A 

NM_000732 


Homo sapiens k^Uju antigen, ueiui poiypcpuuc LuuipitA; v v ^ J - , ^ J ^>'? 
mKJNA 


X TX /f A A *| 

JNJVl_UU I / /o 


u rttvl A nnnionn #*r«+Aniir'li=»AciHp trin Vi A«jr»H^ tp HinhosnhoHvdrolase 1 (riN ir'Ul). 
riomo sapiens ectonuvyicoaiu-c u.ipii\jopiia.uc uiijiivjoL^iiv/iijrvjivjifciow ± ^ /j 

rmvlN/V — — 


JNiVl UU l l I j 


Wattia ccini^nc PTi^R antigen Tn45^ rC!D38^ mRNA 


TvTN/T AA 1*7^7/1 

iNM UU1 / /4 


Homo sapiens ^jl>o / dxuigcii v^- L7 -' / / 5 iiixxj-n^ 


JNJVL UUI//3 


Homo sapiens v^xjoh anugcu ^i/jt;, miviNrv 


JNIVI UUjojU 


u nnin canipnc cialir acid mndint? I&-lilce lectin 5 TSIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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NM 001764 


rT • „ (~*T\ 1 T3 o^ti rrp»t-i K ri rvK/nP Tltl (if! fCDlBX mRNA 

tiomo sapiens v^\j\r> aniigen, d poiypepuux, ""^^ — „ _ . 


NM 001838 


TT ^ ■ ^o-mrvinnp p motifs recentor 7 (CCR7), mRNA 

rlonio sapiens cnemoicine ^c-v^ muuij i o^u^tm / v^^*^ ^ _ 


NM 001837 


Homo sapiens chemolane (U-u mom; recepim j ^^xvj;, "^^^ — 


NM 001758 


Homo sapiens cyclinDl (PRAD1 parathyroid adenomatosis 1) (CCND1), 

TiTwT A 

mRJNA — — 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM 000730 


Homo sapiens cnoiecystoKinm j\ receptor ^v^i^mv;, iilxv ^ > ^ v 


NM 001757 


Homo sapiens caroonyi reauciase 1 ^djvij, imu>m _ — 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1, 
amll oncogene) (KUJNXi), hikjna . _ 


NMJ)03688 


XT • _ rt «irt;n-t-^//>r»i-rvirt/ini-fTi rlf^r^-n Hpnt serine rvrotein kinase (MACrUK. 

Homo sapiens calcium/ caimoaunn-aepcnuciii ocimc pi^wm v x 

iamily) (LAbK), ixikjna — 


NM 001747 


tt ^Q^rx-irirr nrntpin fnrti-n filament^ eelsolin-like fCAPG), mRNA 
xiomo sapiens capping pruicui v ctm>iu. ■Liiqj.iiv'Xj.i/, ^vuv/im iuw v ^> 


NMJ)01744 1 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 
mRNA — 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mKJNA 


NM 001742 


Homo sapiens calcitonin receptor t^AiA-,i\j, misj.N/\ _ — 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM_000727 


Homo sapiens calcium channel, voitage-aepenaeni, gamma suumin i 
(CACNG1), mRNA 


NMJ)00726 


Homo sapiens calcium channel, voitage-aepenaeni, Dctd. h ^uuumi ^rv^i^ij-ry, 
mRNA 


NM_000725 


Homo sapiens calcium channel, voitage-aepenaeni, oeui d t>uuuint 

mRNA — 


NM_000724 


Homo sapiens calcium channel, voitage-aepenaeni, oexa bUDuiin 
mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-aepenaenc, oexa i buoumi w-nA^nu-i ij, 
mRNA 


NM_000721 


Homo sapiens calcium channel, voitage-aepenaeni, d.ipn«t id suuumi 
(CACNA1E), mRNA 


NM_000720 


Homo sapiens calcium channel, voitage-aepenaeni, 1^ iypc, dipiid lxs ouuuiiit 
(CACNA1D), mRNA 


NM_000719 


Homo sapiens calcium channel, voitage-aepenaeni, i^ iypc, dipim iv^ &ul;uiiil 
(CACNA1C), mKJNA 


NMJ)00718 


Homo sapiens calcium channel, voitage-aepenaeni, iypc, dipua 10 suuuiiu 
(CACNAIdJ, mKJNA — — 


NM_001739 


tt ^ „ n ^:^^. n *m*-i-i^-r+is% nvAvtrAr- qca \/ a Tni+rkpVinnrlrial ( A5 A^ nuclear cene 

j^iomo sapiens caroonic annyarase v r\, mi lul/iiuhui iai v.^-^^ & 

encoamg mitocnonaoai proicm, iiuviNrv — 


NM 00173b 


UrtTvirk co-nionc r» o i-"V\rvn i r» *jtiVia/Ht51 Cf* T 1 (. A 1 1 TT1 rv N ./V 


NM 001737 


Jblomo sapiens compiemem ooinpuiiciiL ^ i^^^y? uuvi^n. 


NM 001736 


Uatiia eonipnc pnmniAmAnt mmnnnpnt 5 re cen tor 1 (C5& lifiand^ (C5R1), mRNA 


NM 001733 


Unmn cortipnc nrtTYinl <=»tyi pnt r* rvnrn OT1 PT1 1 5 (CS 1. mRNA. 

xxomo s«piciio L/umpiciiiciiL wLniipvjiit'iiu 1 


NM 003956 


xiomo sapiens cnoiesieroi ^^-nyuiuA.yiaoc' ^li.z.jiiy, .h.u.va^». 


NM 001734 


TJT^-»-M-»i^i rnniano /-»^twiV1 <^i-*-»<=r>+ r»r\mT*\r4T»f i "ri+ 1 S SI 1 nCOTTlT)OTl CTlt 1 1 S ). Til K. IN A. 

Homo sapiens complement L/uiiipviiiciiL x, o ouuvwiu^viivin y^i^/, . ... . 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


NM 001732 


TT/xvha nnwiowd Vvi ^-K n-^TxVil Cll*KT?iTYlil"V/ 1 mPTnhPJ A1 fBTNl Al 1. mRNA 

Homo sapiens puiyropmiin, suoiamuy 1, iii^inu^i i ^jjii^in-i;, xaiax - l 


NM 001731 


Homo sapiens B-cell translocation gene 1, antiproliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC\ mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 11 
(ABCB11), mRNA 


1 NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


"NM 001725 

1>1V1 \J\J 1 / 


Homo sapiens bactericidal/permeability-increasing protein (BPI), mRNA 


TsTM 001724 


Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


"NM 001723 

1 >i 1V± \J\J 1 / J 


Homo saniens bullous nemohieoid antigen 1 (230/240kD) (BPAG1), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


TsjA/f 001722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


"MM 001721 

IN IVA \J\j 1 / Z, 1 


Homo saniens BMX non-recentor tyrosine kinase (BMX), mRNA 


T\TM 001203 

1N1YX \J\J X Z*\J -) 


Homo saniens bone morohoeenetic protein receptor, type IB (BMPR1B), mRNA 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


tsja/t 001710 

INiVl \J\J 1 / 1 Jr 


Hnmn saniens bone morohoeenetic Drotein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


T\TM 000713 


Homo saniens biliverdin reductase B ( flavin reductase (NADPH)) (BLVRB), 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA ! 


"MM" 001713 


"Homo saniens betaine-homocvsteine me thvl transferase fBHMTV mRNA 


tsjtv/T 001712 


Womo saniens carcinoembrvonic antigen-related cell adhesion molecule 1 
rbiliarv fflvconrotein^ fCEACAMl"), mRNA 


TsTM 00171 1 

1N1V1 vv 1/11 


Homo saniens bielvcan (^BGNl. mRNA 


>jm 00071 1 


Homo saniens bone ffamma-carboxvelutamate ( ela^ protein (osteocalcin) 
rBGLAP"! mRNA 


NM 001709 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


NM 000710 


Homo sapiens bradykinin receptor B 1 (BDKRB 1), rnRNA 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 001706 


Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 

l^ii.VA \J\J L 1 UU 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


>jiv/f 001703 

1N1V1 \J\J 1 / \JJ 


TTomn saniens brain -snecific anf?iot?enesis inhibitor 2 (BAI2), mRNA 


TsJM 001702 


Homo saniens brain -snecific anerio^enesis inhibitor 1 (BAH), mRNA 


TsTM 001 1 


Womn saniens T3TR and PNC homoloov 1 basic leucine zinner transcription 
factor 1 (BACH 1 ), mRNA 


"NM 001701 

1N1V1 VJVJ 1 / V/ 1 


Hnmn «;ar)ien«; bile acid Coenzyme A amino acid N-acvltransferase (eh/cine N- 
choloyltransferase) (BAAT), mRNA 


NM 001 185 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGPl), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


"NM 0000S3 


TTomo saniens ATPase P11++ fransnortinff beta nolvnentide fWilson diseased 
(ATP7B), mRNA 




u ATlin canipnc ATPase H4- tr an snorting lvsosomal f vacuolar proton Dumo) 9kD 
CATP6H), mRNA 


"NM 001 ^Q^ 


u nirin canipnc ATPasp H-4- frnnsr»orti no - lvsosomal TvaCUolar "Droton DUITId) 
xxvJIIIU odLilCllo ly. -i -i aovj ll ' llcuioL/Ui Ling, ijro\jovi.ii«i.i ^ vt*ww*.vaM.*- w tv>AA 

31kD (ATP6E), mRNA 


\nu OOI^O^ 
inivi_uu 1 oyj 


Wrvmn car^ipns ATPase H+ transnortincr lvsosomal (Vacuolar "Droton DUITId), beta 

polypeptide, 56/5 8kD, isoform 2 (ATP6B2), mRNA 


NM_001692 


Homo sapiens ATPase, H-f transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NMJ)01691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polvpeptide, 70kD. isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpha polypeptide, 70kD, isoforni 1 (ATP6A1), mRNA 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM_001684 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 4 (ATP2B4), 
mRNA 


MM_001682 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), 
mRNA 


NM_001681 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NM_001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), 
mRNA 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP1 A3), 
mRNA 


NM_000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1 A2), 
mRNA 


NM_000701 


Homo sapiens ATPase, Na+/EC+ transporting, alpha 1 polypeptide (ATP1 Al), 
mRNA 


NM_000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


NM_001675 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
B67) (ATF4), mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 
(ARVCF), mRNA 


NM 001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


NM_001178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM 001668 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


NM_001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 
mRNA 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


NM 001661 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 


NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NM_001657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 
mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 361 1 viral oncogene homolog 1 (ARAF1), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 
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XTTV ft AA1/£/1*7 

JNJV1 Uulo^f/ 


jLiurrio bctpiciio dpuiipupi uiti.ii J--' vi/yj hix\j.>^x. 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), mRNA 


NM 000364 


xiOTrio Sapiens apoiipoproiem jd ^lnciuuiiig r^g^A^ anti^ynj v^ 4 *^ )•> iA - LLVi ^- rv 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


NM 00116s 


Homo sapiens Dacuiovirai i/vr repeai-cunicuning o ^&uiviviiij v x^j_ivv^_?^ 5 nira>r\ 


NM 001167 


Homo sapiens baculoviral IAP repeat-containing 4 (BIRC4), mRNA 


NM001164 


Homo sapiens amyioio. neca precursor pruicui-uiiiuing, lcuixiiy d, iiigaiiugi i 
(Jreo D ) yJ\rr>D I J, nxtvTN/\ 


XTR ft AA1 1 /Z1 

JNM_\JU1 lo3 


U/rrvin cortipnc a /I <vi /I Vip»ta ^ AA*\ wpHir^nr nm fp 1 n -Hi n H i n cr "ffmnilv A. member 1 
nOIUO Sapiens amyiOlQ DCld. \Jr\rtj piCL/UISUl piuiwiii uiuuiiig, lauiiiy .rv, iiiwiiiuvi x 


xtavt aai 1 /C1 
JNM_UU1 lol 


U/\rv*rv conionc nnrliv /Viiir , 1/ 3 r\Oir1/=' /"llWhriCTYhsi tP llTlKPn m Al P.t~\/ I-1~VT4ft TTIAtlT A. 

flOlTlO Sapiens nUCllA. yilUL/lCUolU.C Uipiiuapiiciic; mi^cu liiwivigf •s*>J ^jtr^ iiiuui -t- 

fNUDT2\ mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


\n k C\f\ 1 /TOA 

NM 001630 


Homo sapiens annexin ao ^/viNys^vo uixsj-n/a. 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 


NMJ301152 


Homo sapiens solute carrier tamiiy ZD ^mitocnonanai earner, aaenine nuoicuuuc 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM001151 


Homo sapiens solute carrier iamiiy zj ^mitocnonariai cainer, aaenmc nuLacuuuc 
translocator J, member h y&Liy^ZjJK**), nuciear gene encoamg uiiluuiiuiiuii<ii 
protein, mRNA 


"XTTV yT AA1 1 C f\ 

NM_001150 


Homo sapiens aianyi (memoranej ammopeptiuase ^aminopepiiudbc im, 
aminopeptidase M, microsomal aminopeptidase, CD13, pl50) (ANPEP), mRNA 


XTl /f f\f\ 11/1/' 

NM 001146 


Homo sapiens angiopoietm i ^/vlnoj^i lj, imxiN/\ 


NM 000699 


Homo sapiens amylase, aipna z/\, pancreatic ^/myi i £r\j> iiuvin^v 


"VTA yf f\f\f\ A O 1 

MM_0 00461 


Homo sapiens aminomeinyitransierase ^giycmc t/ic<ivd.gc bybicm piuicm ±j 
( a m~p XT a 


XTA/f AAA/tQA 
JNiVL UUUh-oU 


XJrvmn conipnc oHpnncinp Tn r\ ti rirVh n crVh n tp HpflTnina^P (\ ^ofATTYl H, i 1 AIVI PL3jj 1- * 
0.01X10 odUlCXIo otlClUJaillC' lllv'llvjpilOopiia.i.t' uvaiiiuiaow yiowj-wiiii. x-> j ^/uyii - / /5 

mPXT A 


xttv/t nm i aa 

JN1V1 UU 1 1 *t*f 


u nmA cQnipnc oiTtoprinp mntilitv fartAr rpceritor ( AMFR^ mRNA 

rjLOIXivJ t>d^J101Jo CLLlLv/vl lilt- HIVJLlllLjr VKJl iL>wpivi ^iuyii -*-V/? iiu.viii »- 


XTA/f OA 1 1 Al 


UAmA canipnc qrnpl ACTPTTin pViTATTIA^ATnP^ ( A A/TT^T ,Y) TIiRTnA 


NM 001633 


Homo sapiens alpha- l~microglobuliii/bikunin precursor (AMBP), mRNA 


lNJVi UUUOi'O 


TJr\n-ir\ cro-rtt^Tic ciT"or» ntrloTicitp S JinAYVOPnncf ( AT (l"X^S i TTlR IS! A 
JtiOmO odpiCIlo al <xL/IllLHJIla.lC J-lipOAy gcuaoc ^r^_LfV_/^x_'y, iiuviNii 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), mRNA 


XTA /f A A 1 1 

JNiVL UU11J9 


Ur\mr\ ooniPnc **vc\r>\\\ Anna ft* 19 linnYVapnQCP 1 tVTIP ( AT (~V5^19TV^ mRNA 

nOTno sapiens aracmoondie i^-iipuxygciictoc, iz,xv ijypc ^nj-«w/vi^ijy, hix^x^jt^ 


TvTA/f AAA/^GT 

jnjvi uuuoy / 


Unmrv coni pr»c o-ror»Vii rl r^n af<» 1 *7-liT%ri"v\7frPncj CP TAT TTlT^^JA 

nomo bapicni> aiaL/mu.un<iic iz-iipuAygciidoc \x\j~i\^/y^.L^j, hixvj.>i^v. 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 

(/\JSJN.l.t> 1 J, lTlXSJ.N/\ 


\ta ft AAA/£Q/£ 

JNM_UUUoyo 


Uft-mn cQtMPnc o] H ^Vi-v/rip* HpVi"\/Hrr\crf>nc»cp 0 /'o' o TTiTTia-fiTTii'ri Abni~VTa1Hphvdp 
nOmo sapiens aiu.enyo>e ucnyurugcnaoc y ^^aiiuiia cuiiiiiuuLiLy 1 a.ivj.^njr 

Qenyuiogciidbc, jOjD loOZiyiiicy ^jr\_L»x-/iri^^, 1 1 ixvi ^ -Tv 


XTTV ft AAA/^QO 

NM U0069Z 


xiomo sapiens aiuenycic cicnyurugcriaoc j \^ji-\xj±^xx^ j, nix\aN/-v 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
Qenyorogenase, pynoiine-»>-carDOAyiaLc u.ciiyuivjg,ciiaaw^ yrxx^L^L j.*-r j , i x ixv-i > 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


\r» ft rvAA/^on 

NM 000669 


Homo sapiens aiaenyae uenyarogenase 1, soiuuic \r\i^LjrxL ) y miviN/\. 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA 


NM 001622 


Homo sapiens alpha-2-HS-glycoprotein (AHSG), mRNA 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 


NM 001133 


Homo sapiens afamin (AFM), mRNA 


NM 001131 


Homo sapiens acidic epididymal glycoprotein-like 1 (AEGL1), mRNA 


NM_003938 


Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), 
mRNA 


NM_001127 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), 
mRNA 


NM 000676 


Homo sapiens adenosine A2b receptor (ADORA2B), mRNA 


NM 000674 


Homo sapiens adenosine Al receptor (ADORA1), mRNA 


NM 001124 


Homo sapiens adrenomedullin (ADM), mRNA 


NM 001120 


Homo sapiens tetracycline transporter-like protein (TETRAN), mRNA 


NM_001118 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 
type I (ADCYAP1R1), mRNA 


NM 000666 


Homo sapiens aminoacylase 1 (ACY1), mRNA 


NM 001613 


Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA 


NM 001097 


Homo sapiens acrosin (ACR), mRNA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pristanoyl (ACOX3), mRNA 


NM 003500 


Homo sapiens acyl-Coenzyme A oxidase 2, branched chain (ACOX2), mRNA 


NM_001098 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


NM_001609 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


NM 001608 


Homo sapiens acyl-Coenayme A dehydrogenase, long chain (ACADL), mRNA 


NM 001093 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 


NM_001089 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 
(ABCA3), mRNA 


NM_000663 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


NM 021123 


Homo sapiens G antigen 7 (GAGE7), mRNA 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


NM 001812 


Homo sapiens centromere protein C 1 (CENPC1), mRNA 


NM 015983 


Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC51619), mRNA 


NM_009590 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 2, mRNA 


NM 001159 


Homo sapiens aldehyde oxidase 1 (AOX1), mRNA 


NM_007326 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


NM_005158 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant a, mRNA 


NM 004441 


Homo sapiens EphBl (EPHB1) mRNA 


NM 004089 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSJPI), mRNA 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 

5 molecule comprises one or more chemical modifications and each strand of said 

double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
10 ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 

15 comprises a nucleotide sequence substantially similar to the nucleotide sequence 

of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 

20 strand. 

6. The siNA molecule of- claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 

25 sense region comprises a nucleotide sequence substantially similar to the 

nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense, 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 

30 region comprises at least about 19 nucleotides that are complementary to 

nucleotides of the sense region. 
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;. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

?. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

11. The siNA molecule of claim 1 0, wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2-O-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2'-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5'-end, the 3'-end, or both of the 5' and 3' 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2-O-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2-deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate intemucleotide linkage at the 3 f end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3 1 end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
10 molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5 '-end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 



555 



BNSDOCID: <WO 03074654A2_I_> 



33. 



34. 



10 



PCT/US03/05028 

WO 03/074654 

31. The siNA molecule of claim 1, wherein said mammalian gene is a human gene. 

32 A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 
wherein said siNA molecule comprises no ribonucleotides. 

The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 
double-stranded siNA molecule comprises about 21 nucleotides and wherem said 
siNA molecule does not require the presence of a ribonucleotide within the snMA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

The siNA molecule of claim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 
20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 
The siNA molecule of claim 31 or claim 35, wherein said human gene is BCL2. 

The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 31 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 31 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 31 or claim 35, wherein said human gene is REL-A. 



36. 



37. 



41. 
42. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 31 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

10 52. Medicament comprising the siNA molecule of claim 1 . 

5 3 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
15 double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 18 
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SENSE STRAND (SEQ ID NO 903) 
ALL PYRIMIDINES = 2'-0-ME OR 2*-FLUORO EXCEPT POSITIONS (N N) 

N s N s N s N S NNNNNNNNNNN N N S N S K T S (N S N) 7 3' 
L-(N S N) NN N N N N N N N N N N N N N S N S N S N S N -5' 

ANTISENSE STRAND (SEQ ID NO 904) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

. . NN,NNNNNNNNNNNNNNNNN(NN) -3' 
L-(NN) NNNNNNNNNNNNNNNNNNN . -5' 

ANTISENSE STRAND (SEQ ID NO- 906) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N;N) 



D 



E 



■ SENSE STRAND (SEQ ID NO 907) 
ALL PYRIMIDHNES-= 2'-0-ME OR 2'~FLUORO EXCEPT POSITIONS (N N) 

'5 B-N N NNNN N N NNNNNNNNNN N (N N)-B 
3'- . L-(N S N) NNNNNNNNNNNNNNNNNNN 

ANTISENSE STRAND. (SEQ ID NO 908) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



-3' 
-5' 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- B-N N N N N N N N N N N N N N N N N N N (N N)-B -3" 

3'- L-(N 5 N) NNNNNNNNNNNNNNNNNNN -5' 

ANTISENSE STRAND (SEQ ID NO 910) 
ALL' PYRIMIDINES = 2'-FLUORO AND ALL PURINES - 2*-0-ME EXCEPT POSITIONS (N N) 



5'- 
3'- 



' SENSE STRAND (SEQ ID NO 911) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

B-N N N N N NNN N NN NNNN NNNN (N N)-B -3' 
L-(N N) NNNNNNN NN NNNNNNNNNN -5* 



ANTISENSE STRAND (SEQ ID NO 912) 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 
^. J 

r , ^ 

\ SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 
5'- 



B-N N N N NN NNNNNNNNNNNNN(N N)-B -3' 
3'- L-(N S N) NNNNNNNNNN N N NNNN N N N -5' 



ANTISENSE STRAND (SEQ ID NO 913^1 
ALL PYRIMIDINES = 2*-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY, 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTTDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B = ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

• THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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Figure 19 
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SENSE. STRAND (SEQ ID NO 914) 



J a'- u s u s u s G s u cuuccAuuccA u s u s G s 7gr 

^ 3'- L-J s rAAAc AG A AGGu AAGG s u s A s A s c 



. ANTISENSE STRAND (SEQ ID NO 915) 
SENSE STRAND (SEQ ID NO 916). 

uuuGucuuccAuuccAuiiGrr 
L-I7AA Ac AGAAGGu A AGGu A Ac 

ANTISENSE STRAND (SEQ ID NO 917) 
' , SENSE STRAND (SEQ ID NO 918) 

iB-uuuG'uc uu c cAuuccA uuG TT-iB 
L-r s JAA Ac AG A AGGu A AGGuAAc 

ANTISENSE STRAND (SEQ ID NO 919) 



SENSE STRAND (SEQ ID NO 920) ' 

iB r u uuGuc uu c cAuuccAuuG TT-iB 
L-r s r.a a a cagaa'gguaagguaac 

f ANTISENSE STRAND(SEQ ID NO 921)/ 
SENSE STRAND (SEQ ID NO 922) 

'iB-u uuGucuu c c Auucc AuuG TT-iB 
L-TJaaa c ag a aggu aagguaac 

ANTISENSE STRAND (SEQ ID NO 923) 
SENSE STRAND (SEQ ID NO 920) 

iB-u uuGucuu c c Auu c cAuuG TT-iB 
L-T s TAAAcA GAA G GuA A GGuAAc 

ANTISENSE STRAND (SEQ ID NO 924) 



-3' \ 
-5* 

J 

-3' 

-5' >■ 



-3V 
-5' > 



J 

s 



•3' 
-5' 



-5- y 



-3' 
-5' 



lower case = 2'-0-Methy! or 2'-deoxy-2'-fluoro; 
italic lower case - 2'-deoxv-2'-fluoro 
ITALIC UPPER CASE = DEOXY . 



B = INVERTED DEOXY ABASIC 
L = GLYCERYL MOIETY OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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